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<213> Unknovm <H38g475 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (X) . . . (330) 

<223> Xaa = Any Amino Acid 

<400> 1558 

His Thr Glu Pro Arg His Leu Thr Gly Val Xaa Glu Phe Leu Leu Val 

15 10 15 

Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Gly Gly Val Ser 

20 25 30 

Leu Ser Met Tyr Gly Val Thr Val lie Arg Asn Val Leu lie lie Leu 

35 40 45 

Gly Val Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Val Trp Trp Ala Asp lie Ser Phe Thr Ser Ala Gly Val Pro 
65 70 75 80 

Lys Met Thr Val Asp Met Gin Ser His Ser Arg Val lie Tyr Tyr Ala 

85 90 95 

Gly Cys Met Thr Arg Met Ser Phe Phe Val Leu Leu Ala Cys lie Glu 

100 105 110 

Asp Met Leu Val Cys Val Met Ala Xaa Glu Cys Phe Val Ala Met Cys 

115 120 125 

Arg Pro Val Gin Tyr Thr Val lie Val Asn Pro His Leu Cys Val Phe 

130 135 140 

Arg Val Gly Val Ser Phe Leu Gin Ser Val Leu Tyr Ser Gin Val His 
145- 150 155 i 160 

Arg Xaa Ser Val Ser Gin Phe Thr Phe Phe Lys Asn Val Glu lie Ser 

165 170 175 

His Phe Val Cys Glu Pro Ser Gin Phe Leu His Phe Ala Cys Cys Asp 

180 185 190 

Ser Phe lie Lys Ser lie Phe Met Tyr Phe Asp Ser Asn Met Phe Gly 

195 200 205 

Phe Leu Pro lie Thr Gly lie Phe Leu Ser Xaa Tyr Lys Ser Val Pro 

210 215 220 

Ser lie lie Arg lie Ser Ser Ser Asp Gly Lys Tyr Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Gly Ser His Val Ala Val Val Cys Leu Leu Tyr Gly Thr Gly 

245 250 255 

lie Gly Val Tyr Met Thr Ser Gly Val Ala Pro Pro Pro Ser Asn Gly 

260 265 270 

Val Val Ala Ser Val Lys Tyr Ala Val Val Thr Pro Met Leu Thr Pro 

275 280 285 

Phe lie Tyr Ser Val Arg Asn Arg Asp lie Gin Ser Pro Leu Trp Ser 

290 295 300 

Val Cys Ser Ser Thr Val Lys Ser Phe Asp Val Ser His Leu Phe Cys 
305 310 315 320 

Val Trp Val Arg Lys Gly Thr His lie Lys 
325 330 

<210> 1559 
<211> 170 
<212> PRT 

<213> Unknown (H38g476 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1) . . . (170) 

<223> Xaa - Any Amino Acid 



<400> 1559 



His 


Thr 


Gin 


Pro 


Arg 


Gly 


Leu 


Thr 


Arg 


Val 


Xaa 


Glu 


Phe Leu 


Leu 


Leu 


1 








5 










10 






Ser Gly 
30 


15 




Gly 


Leu 


Ser 


Gin 
20 


Asp 


Pro 


Gin 


Leu 


Gin 

25 . 


Pro 


Val 


Leu 


Leu 


Ser 


Leu 


Cys 


Met 


Cys 


Leu 


Gly 


Thr 


Gin 


Leu 


Gly Asn 


Leu 


Leu He 


He Leu 






35 










40 - 










45 






Gly 


Val 
50 


Ser 


Ser 


Asp 


Ser 


His 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr Ser 


Phe 


Leu 


Ser 




Leu 




PI, r 

VJ.A. Jf 


7V 1 ^ 


7V .-.«•* 


Tl « 




Phe 






rpv. v- «T»V» *- 






65 








70 










75 








80 


Lys 


Leu 


He 


Val 


Asp 


lie 


His 


Ser 


Tyr 


Thr 


Arg Asp 


He Ser 


Tyr 


Ala 










85 










90 








95 




Arg 


Cys 


Leu 


Thr 


His 


Thr 


Pro 


Leu 


Phe 


Ala 


He 


Phe 


Gly Gly Val 


Glu 








100 










105 








110 






Arg 


Asp 


Met 


Leu 


Leu 


Arg 


Val 


Met 


Gly Tyr 


Asp Arg 


Val Val 


Asp 


He 






115 










120 










125 






Cys 


Asp 
130 


Pro 


Leu 


Tyr 


His 


Ser 
135 


His 


Ala 


Met 


Asn 


Pro 
140 


Cys Val 


Cys 


Gly 


Ser 


Leu 


Asp 


Leu 


Trp 


Ser 


Leu 


Phe 


Phe 


Leu 


Thr 


Leu 


Leu Tyr 


Thr 


His 


145 










150 










155 








160 


Leu 


His 


Asn 


Ser 


He 
165 


Ala 


Leu 


His 


Met 


Thr 
170 













<210> 1560 
<211> 322 
<212> PRT 

<213> Unknown (H38g477 protein) 
<220> 

<223> Synthetic construct 



<400> 1560 



Met 


Asn 


Glu 


Thr 


Asn 


His 


Ser 


Trp 


Val 


Thr 


Glu 


Phe 


Val 


Leu 


Leu Gly 


1 








5 










10 










15 




Leu 


S^r 


Ser 


Ser 
20 


Arg 


Glu 




Gin 


Pro 
25 


Phe 


k e u 


Phe 


Leu 


lie 
30 


Phe 


_ Ser 


Leu 


Leu 


Tyr 
35 


Leu 


Ala 


He 


Leu 


Leu 
40 


Gly 


Asn 


Phe 


Leu 


He 
45 


He 


Leu 


Thr 


Val 


Thr 
50 


Ser 


Asp 


Ser 


Arg 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


lie 


Asp 


Val 


Cys 


Val 


Ala 


Ser 


Ser 


Ala 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Met 


He 


Ala 


Asp 


Phe 


Leu 


Val 


Glu 


His 


Lys 


Thr 


He 


Ser 


Phe Asp Ala 










85 










90 










95 




Arg 


Leu 


Ala 


Gin 
100 


He 


Phe 


Phe 


Val 


His 
105 


Leu 


Phe 


Thr 


Gly 


Ser 
110 


Glu 


Met 


Val 


Leu 


Leu 


Val 


Ser 


Met 


Ala 


Tyr 


Asp Arg 


Tyr Val 


Ala 


He 


Cys 


Lys 






115 










120 










125 








Pro 


Pro 
130 


His 


Tyr 


Met 


Thr 


He 
135 


Met 


Ser 


Cys 


Cys 


Val 
140 


Cys 


Val 


Val 


Leu 


Phe 


Leu 


He 


Ser 


Trp 


Phe 


Val 


Gly 


Phe 


He 


His 


Thr 


Thr 


Ser 


Gin 


Leu 


145 










150 










155 










160 


Ala 


Phe 


Thr 


Val 


Asn 
165 


Leu 


Pro 


Phe 


Cys 


Gly 
170 


Pro 


Asn 


Lys 


Val 


Asp 
175 


Ser 


Phe 


Phe 


Cys 


Asp 
180 


Leu 


Pro 


Leu 


Val 


Thr 
185 


Lys 


Leu 


Ala 


Cys 


He 
190 


Asp 


Thr 
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Tyr 


Val 


Val 
195 


Ser 


Leu 


Leu 


He 


Val 
200 


Ser 


Ser 
210 


Phe 


Leu 


Leu 


Leu 


Val 
215 


Val 


Val 


Arg 


Asn 


Ser 


Ser 


Ser 


Val 


Ser 


225 










230 






Thr 


Ala 


His 


He 


Thr 
245 


Val 


Val 


Thr 


He 


Tyr 


Val 


Trp 
260 


Pro 


Phe 


Ser 


Cp r 
OCTX 


Val 


Phe 


Tyr 
275 


Thr 


He 


Phe 


Thr 


Ser 
280 


Leu 


Arg 
290 


Asn 


Lys 


Glu 


Val 


Lys 
295 


Ala 


Tyr 


Gin 


Lys 


Leu 


Gly Gin Val 


Ser 


305 










310 






Leu 


Glu 















Ala Asp Ser Gly Phe Leu Ser Leu 
205 

Ser Tyr Thr Val He Leu Val Thr 
220 

Met Val Lys Ala Cys Ser Thr Leu 
235 240 
Leu Phe Phe Gly Pro Cys He Phe 

250 255 
Tyr Ser Val Asp Lys Val Leu Ala 
265 270 
He Leu Asn Pro Val He Tyr Met 
285 

Ala Met Ser Lys Leu Lys Ser Arg 
300 

Val Val He Arg Asn Val Leu Phe 
315 320 



<210> 1561 
( <211> 314 
<212> PRT 

<213> Unknown (H38g478 protein) 
<220> 

<223> Synthetic construct 
<400> 1561 

Met Glu Gly Phe Asn Tyr Ser Arg Val Ser Glu Phe Met Leu Leu Gly 

1 5 10 15 

Leu Thr Asp Ser Pro Glu Leu Gin He Phe Phe Phe Val Val Phe Ser 

20 25 30 

Val Phe Tyr Leu Met Thr Met Leu Gly Asn Cys Leu He Leu Leu Thr 

35 40 45 

Val Leu Ser Thr Ser His Leu His Ser Arg Thr Tyr Phe Leu Leu Ser 

50 55 60 

Asn Leu Ser He Asp Met Cys Leu Ser Ser Phe Ala Thr Pro Lys Met 
" 70 75 so 

He Met Asp Phe Phe Ala Leu Arg Lys Thr He Ser Phe Glu Gly Cys 

85 90 95 

He Ser Gin He Phe Phe Leu His Leu Phe Asn Gly Thr Glu He Val 

100 105 no 

Leu Leu He Ser Met Ser Phe Asp Arg Tyr He Ala He Cys Lys Pro 

115 120 125 

Leu Arg Tyr Ser Thr He Met Ser Gin Arg Val Cys Val Glu Leu Val 

130 135 140 

Ala Val Ser Cys Trp Thr Val Gly Phe Leu His Thr Met Ser Gin Leu 
14 f 150 155 i 6 o 

Val Phe Ala Leu Tyr Leu Pro Phe Cys Val Pro Asn Val Val Asp Ser 

165 170 175 

Phe Phe Cys Asp Leu Pro Leu Val He Gin Leu Ala Cys He Asp He 

180 185 190 

Tyr Val Leu Gly Thr Ser Met He Ser Thr Ser Gly Val Thr Ala Leu 

I 95 200 205 

Thr Ser Phe Leu Leu Leu Leu Thr Ser Tyr He He Val Leu Asn Thr 

210 215 220 

lie Arg Asp Tyr Ser Ser Thr Gly Ser Ser Lys Ala Leu Ser Thr Cy S 
2 " 230 . 235 2 40 

Thr Ala His Phe He Val Val Leu Met Phe Phe Gly Pro Cys He Phe 

245 250 255 

He Tyr Val Trp Pro Ser Thr Asn Phe Leu Val Asp Lys He Leu Ser 
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260 265 270 

Val Phe Tyr Thr He Phe Thr Pro Phe Leu Asn Pro Leu He Tyr Thr 

275 280 285 

Leu Arg Asn Gin Glu Val Lys Thr Ala Met Lys Lys Lys Leu Asn He 

290 295 300 

Gin Tyr Phe Ser Leu Gly Lys Thr Ala Pro 
305 310 

<210> 1562 
<211> 198 
<212> PRT 

<213> Unknown (H3 8g479 protein) 

<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (198) 

<223> Xaa = Any Amino Acid 

<400> 1562 _ _ 

Met Asn Pro Cys Leu Cys Gly Phe Arg Val Val Val Ser Phe Phe Phe 

1 5 . 10 15 

His Ser Leu Leu Gly Ala Gin Val His Asn Leu Ser Ala Ser Gin Met 

20 25 30 

Thr Cys Phe Glu Tyr Val Glu lie His Asn Phe Leu Trp Ala Leu Ser 

35 40 45 

Gin Leu Pro His Arg Ala Trp Cys Asp Thr Phe Pro Asn Asn He He 

50 55 60 

Val Tyr Phe Pro Ala Ala He Phe Gly Phe Leu Pro He Ala Gly Thr 
65 70 75 80 

Leu Phe Ser Xaa Tyr Glu Ser Val Ser Ser He Glu Arg Val Ser Ser 

85 90 95 

Xaa Gly Gly Glu Tyr Lys Ala Phe Pro Thr Cys Gly Ser His Leu Ser 

100 105 HO 

Val Val Cys Xaa Leu Tyr Gly Thr Gly Val Gly Gly His Leu Ser Ser 

115 120 125 

Asp Val Ser Ser Ser Pro Arg Lys Ser Ala Val Ala Ser Val Met Tyr 

130 135 140 

Thr Val Val Thr Pro Met Leu Asn Pro Phe He Tyr Ser Met Arg Asn 

145 150 ^ 155 160 

Arg Asp Thr Lys Ser Val Leu Arg Arg Pro His Gly Ser Thr Val Xaa 

165 170 175 

Phe Xaa Tyr Leu Leu He Cys Pro He Pro Phe Val Val Trp Val Lys 

180 185 190 

Lys Gly Arg Lys Val Lys 
195 

<210>*1563 
<211> 314 
<212> PRT 

<213> Unknown (H38g480 protein) 
<220> 

<223> Synthetic construct 

<400> 1563 , _ n 

Met Leu Gly Leu Asn Gly Thr Pro Phe Gin Pro Ala Thr Leu Gin Leu 

! 5 10 15 

Thr Gly He Pro Gly He Gin Thr Gly Leu Thr Trp Val Ala Leu He 
20 25 30 
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Phe Cys He Leu Tyr Met He Ser He Val Gly Asn Leu Ser He Leu 

35 40 45 

Thr Leu Val Phe Trp Glu Pro Ala Leu His Gin Pro Met Tyr Tyr Phe 

50 55 60 

Leu Ser Met Leu Ala Leu Asn Asp Leu Gly Val Ser Phe Ser Thr Leu 
65 70 75 80 

Pro Thr Val He Ser Thr Phe Cys Phe Asn Tyr Asn His Val Ala Phe 

85 90 95 

Asn Ala Cys Leu Val Gin Met Phe Phe He His Thr Phe Ser Phe Met 

100 105 no 

Glu Ser Gly He Leu Leu Ala Met Ser Leu Asp Arg Phe Val Ala He 

115 120 125 

Cys Tyr Pro Leu Arg Tyr Val Thr Val Leu Thr His Asn Arg He Leu 

130 135 140 

Ala Met Gly Leu Gly He Leu Thr Lys Ser Phe Thr Thr Leu Phe Pro 
145 150 155 i 6 o 

Phe Pro Phe Val Val Lys Arg Leu Pro Phe Cys Lys Gly Asn Val Leu 

165 170 175 

His His Ser Tyr Cys Leu His Pro Asp Leu Met Lys Val Ala Cys Glv 
180 185 190 

iAsp He His Val Asn Asn He Tyr Gly Leu Leu Val He He Phe Thr 

195 200 205 

Tyr Gly Met Asp Ser Thr Phe He Leu Leu Ser Tyr Ala Leu He Leu 

21° 215 220 

Arg Ala Met Leu Val He He Ser Gin Glu Gin Arg Leu Lys Ala Leu 
225 230 235 240 

Asn Thr Cys Met Ser His He Cys Ala Val Leu Ala Phe Tyr Val Pro 

245 250 255 

He He Ala Val Ser Met He His Arg Phe Trp Lys Ser Ala Pro Pro 

260 265 270 

Val Val His Val Met Met Ser Asn Val Tyr Leu Phe Val Pro Pro Met 

275 280 285 

Leu Asn Pro He He Tyr Ser Val Lys Thr Lys Glu He Arg Lys Gly 

290 295 300 

He Leu Lys Phe Phe His Lys Ser Gin Ala 
3 05 310 

<210> 1564 
<211> 312 
<212> PRT 

<213> Unknown (H38g481 protein) 
<220> 

<223> Synthetic construct 
<400> 1564 

Met Gly Leu Phe Asn Val Thr His Pro Ala Phe Phe Leu Leu Thr Gly 

1 5 10 15 

He Pro Gly Leu Glu Ser Ser His Ser Trp Leu Ser Gly Pro Leu Cys 

20 25 30 

Val Met Tyr Ala Val Ala Leu Gly Gly Asn Thr Val He Leu Gin Ala 

3 * 40 45 

Val Arg Val Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ser 

50 55 6 o 

Met Leu Ser Phe Ser Asp Val Ala He Ser Met Ala Thr Leu Pro Thr 

5 70 75 80 

Val Leu Arg Thr Phe Cys Leu Asn Ala Arg Asn He Thr Phe Asp Ala 

85 90 95 

Cys Leu He Gin Met Phe Leu He His Phe Phe Ser Met Met Glu Ser 

100 105 no 

Gly He Leu Leu Ala Met Ser Phe Asp Arg Tyr Val Ala He Cys Asp 
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120 125 
Tyr Ala Thr Val Leu Thr Thr Glu Val lie Ala Ala Met 

135 140 
Ala Ala Ala Arg Ser Phe He Thr Leu Phe Pro Leu Pro 
150 155 160 

Lys Arg Leu Pro He Cys Arg Ser Asn Val Leu Ser His 

165 170 175 

Leu His Pro Asp Met Met Arg Leu Ala Cys Ala Asp He 
180 185 190 

Ser He Tyr Gly Leu Phe Val Leu Val Ser Thr Phe Gly 

200 205 
Phe Phe He Phe Leu Ser Tyr Val Leu He Leu Arg Ser 

215 220 
Thr Ala Ser Arq Glu Glu Arg Leu Lys Ala Leu Asn Thr 
230 235 240 

His He Leu Ala Val Leu Ala Phe Tyr Val Pro Met He 

245 250 255 

Thr Val His Arg Phe Gly Lys His Val Pro Cys Tyr He 
260 265 270 

Met Ser Asn Val Tyr Leu Phe Val Pro Pro Val Leu Asn 

280 285 
Tyr Ser Ala Lys Thr Lys Glu He Arg Arg Ala He Phe 

295 300 
His His He Lys He 
305 310 

<210> 1565 
<211> 156 
<212> PRT 

<213> Unknown (H3 8g482 protein) 
<220> 

<223> Synthetic construct 







115 


Pro 


Leu 


Arg 




130 




Gly 


Leu 


Gly 


145 






Phe 


Leu 


He 


Ser 


Tyr 


Cys 


Ser 


He 


Asn 






195 


Met 


Asp 


Leu 




210 








Al Pk 


225 






Cys 


Val 


Ser 


Gly Val 


Ser 


His 


Val 


Leu 






275 


Pro 


Leu 


He 




290 




Arg 


Met 


Phe 



<400> 1565 
Met Glu Ser 


Asn 


Gin Thr Trp 


He 


Thr 


Glu 


Val 


He 


Leu Leu Gly 


Phe 


1 








5 










10 










15 




Gin 


Val 


Asp 


Pro 


Ala 


Leu 


Glu 


Leu 


Phe 


Leu 


Phe Gly 


Phe 


Phe 


Leu 


Leu 




20 










25 










30 




He 


Phe 


Tyr 


Ser 


Leu 


Thr 


Leu 


Met 


Gly Asn Gly 


He 


He 


Leu Gly Leu 




35 










40 










45 








Tyr 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Val 


Phe 


Leu 


Ser 


His 


50 










55 










60 








Met 


Leu 


Ala 


He 


Val 


Asp 


Met 


Ser 


Tyr 


Ala 


Ser 


Ser 


Thr 


Val 


Pro 


Lys 


65 






70 










75 






Ala 




80 


Leu 


Ala 


Asn 


Leu 


Val 


Met 


His 


Lys 


Lys 


Val 


He 


Ser 


Phe 


Pro 


Cys 






85 










90 










95 




He 


Leu 


Gin 


Thr 


Phe 


Leu 


Tyr 


Leu 


Ala 


Phe 


Ala 


He 


Thr 


Glu 


Cys 


Leu 






100 










105 










110 


His 


Pro 


He 


Leu 


Val 


Met 


Met 


Cys 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 




115 










120 










125 




Val 




Leu 


Ala 


Tyr 


Thr 


Pro 


He 


He 


Met 


Asn 


Trp 


Arg 


Val 


Cys 


Thr 


Leu 


130 








135 










140 










Ala 


Ser 


Thr 


Cys 


Trp 


He 


Phe 


Ser 


Phe 


Leu 


Leu 


Ala 










145 








150 










155 













<210> 1566 
<211> 329 
<212> PRT 

<213> Unknown (H38g483 protein) 
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<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 

<400> 1566 

Met Glu Cys Asn Gin Thr Trp He Thr Asp He Thr Leu Leu Gly Phe 

15 10 15 

Gin Val Gly Pro Ala Leu Ala He Leu He Tyr Glu Leu Phe Ser Val 

20 25 30 

Phe Tyr Thr Leu Thr Leu Leu Gly Asn Gly Val He Phe Gly He He 

35 40 45 

Cys Leu Asp Ser Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala He He Asp Met Ser Tyr Ala Ser Asn Asn Val Pro Lys Met 
65 70 75 , 80 

Leu Ala Asn Leu Met Asn Gin Lys Arg Thr He Ser Phe Val Pro Cys 

85 90 95 

He Met Gin Thr Phe Leu Tyr Leu Ala Phe Ala Val Thr Glu Cys Leu 

100 105 no 

He Leu Val Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys His Pro 

115 120 125 

Phe Gin Tyr Thr Val He Met Ser Trp Arg Val Cys Thr He Leu Val 

130 135 140 

Leu Thr Ser Trp Ser Cys Gly Phe Ala Leu Ser Leu Val His Glu He 
145 150 155 160 

Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro Arg Asp Val Asn His Leu 

165 170 175 

Phe Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp 

180 185 190 

Val Asn Gin Val Val He Phe Ala Thr Cys Val Phe Val Leu Val Gly 

195 200 205 

Pro Leu Ser Leu He Leu Val Ser Tyr Met His He Leu Gly Ala He 

210 215 220 

Leu Lys He Gin Thr Lys Glu Gly Arg He Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly He Ala Met Val 

245 250 255 

Val Tyr Met Val Pro Asp Ser Asn Gin Arg Glu Glu Gin Glu Lys Met 

260 265 270 

Leu Ser Leu Phe His Ser Val Leu Asn Pro Met Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Ala Gin Leu Lys Gly Ala Leu His Arg Ala Leu 

290 295 300 

Gin Arg Lys Arg Ser Met Arg Thr Val Tyr Gly Leu Cys Leu Xaa Asn 
305 310 315 320 

Met Trp Phe Ala Glu Ala Arg He Leu 
325 

<210> 1567 
<211> 313 
<212> PRT 

<213> Unknown (H38g484 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
<222> (1) . . . (313) 
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<223> Xaa = Any Amino Acid 
<400> 1567 

Met Gly Val Asn Gin Ser Trp Ser Pro Glu Phe He Leu Val Glu Ser 

1 5 10 15 

Gin Leu Ser Ala Glu Met Glu Val Leu Leu Phe Xaa lie Phe Ser Leu 

20 25 30 

Leu Tyr He Phe Ser Leu Leu Ala Asn Gly Met He Leu Gly Leu He 

35 40 45 

Cys Leu Asp His He Leu Pro Thr Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala He He Asp Met Ser Tyr Ala Ser Asn Asn Val Pro Lys Met 
65 70 75 80 

Leu Ala Asn Leu Met Asn Lys Lys Arg Thr He Ser Phe Leu Pro Cys 

85 90 95 

He Met Gin Thr Tyr Leu Tyr Phe Ser Phe Ala Ala Thr Glu Cys Leu 

100 105 HO 

He Leu Val Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys His Pro 

115 120 125 

Leu Gin Tyr Thr Val He Met Ser Trp Arg Val Cys Thr He Leu Ala 

130 135 140 

Leu Thr Ser Trp Ser Cys Gly Phe Ala Leu Ser Leu Val His Ala lie 
145 ' 150 155 160 

Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro Arg Asp Val Asn His Leu 

165 170 175 

Phe Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ser Asp Thr Trp 

180 185 190 

Val Asn Gin Val Val He Phe Ala Thr Cys Val Phe Val Leu Val Gly 

195 200 205 

Pro Leu Cys Leu Met Leu Val Ser Tyr Met His He Leu Leu Ala He 

210 215 220 

Leu Lys He Gin Thr Lys Glu Gly Arg He Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly He Ala Met Val 

245 250 255 

Val Tyr He Val Pro Asp Ser Asn Gin Arg Glu Glu Gin Glu Lys Met 

260 265 270 

Leu Ser Leu Phe His Ser Val Leu Asn Pro He Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Ala Gin Val Lys Gly Ala Leu His Arg Ala Leu 

290 295 " 300 

Gin Arg Thr Leu Ser Met Xaa Gly Val 
305 310 

<210> 1568 
<211> 334 
<212> PRT 

<213> Unknown (H38g485 protein) 
<220> 

<223> Synthetic construct 
<400> 1568 

Met Cys Tyr Leu Ser Gin Leu Cys Leu Ser Leu Gly Glu His Thr Leu 

1 5 10 15 

His Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe 

20 25 30 

He Leu Leu Gly Phe Ser Asp Tyr Pro Gin Leu Gin Lys Val Leu Phe 

35 40 45 

Val Leu He Leu He Leu Tyr Leu Leu Thr He Leu Gly Asn Thr Thr 
50 55 60 



832 



BNSDOCID: <WO 0127158A2J_> 



WO 01/27158 



PCT/US00/27582 



lie He Leu Val Ser Arg Leu Glu Pro Lys Leu His Met Pro Met Tyr 

70 75 80 

Phe Phe Leu Ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser 

85 90 9S 

Val He Pro Gin Leu Leu Val Asn Leu Trp Glu Pro Met Lys Thr He 

100 105 110 

Ala Tyr Gly Gly Cys Leu Val His Leu Tyr Asn Ser His Ala Leu Glv 

H5 120 125 

Ser Thr Glu Cys Val Leu Pro Ala Val Met Ser Cys Asp Arg Tyr Val 

130 135 140 

Ala Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His He His Leu 
145 150 155 • leo 

Cys Met Ala Leu Ala Ser Met Ala Trp Leu Ser Gly He Ala Thr Thr 

165 170 175 

Leu Val Gin Ser Thr Leu Thr Leu Gin Leu Pro Phe Cys Gly His Ara 

180 i 8 5 19Q 

Gin Val Asp His Phe He Cys Glu Val Pro Val Leu He Lys Leu Ala 

195 200 205 

Cys Val Gly Thr Thr Phe Asn Glu Ala Glu Leu Phe Val Ala Ser He 

21° 215 220 

.Leu Phe Leu He Val Pro Val Ser Phe He Leu Val Ser Ser Gly Tyr 
225 230 235 240 

He Ala His Ala Val Leu Arg He Lys Ser Ala Thr Arg Arg Gin Lys 

245 250 255 

Ala Phe Gly Thr Cys Phe Ser His Leu Thr Val Val Thr He Phe Tyr 

260 265 270 

Gly Thr He He Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Ara 

275 280 . 285 

Asp Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met 

290 295 300 

Leu Asn Pro Leu He Tyr Thr Leu Arg He Lys Glu Val Lys Gly Ala 

310 3is 320 

Leu Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn He Leu 
325 330 

<210> 1569 
<211> 170 
<212> PRT 

<213> Unknown (H3 8g486 protein) 
<220> 

<223> Synthetic construct 
<400> 1569 

Met Glu Gly Asn Lys Thr Trp He Thr Asp He Thr Leu Pro Arg Phe 

5 10 15 

Gin Val Gly Pro Ala Leu Glu He Leu Leu Cys Gly Leu Phe Ser Ala 

20 25 30 

Phe Tyr Thr Leu Thr Leu Leu Gly Asn Gly Val He Phe Gly He He 

35 40 45 

Cys Leu Asp Cys Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala He Val Asp He Ser Tyr Ala Ser Asn Tyr Val Pro Lys Met 

t *u 70 75 80 

Leu Thr Asn Leu Met Asn Gin Glu Ser Thr He Ser Phe Phe Pro Cys 

85 90 95 

He Met Gin Thr Phe Leu Tyr Leu Ala Phe Ala His Val Glu Cys Leu 

100 105 no 

He Leu Val Val Met Ser Tyr Asp Arg Tyr Ala Asp He Cys His Pro 

115- 120 125 

Leu Arg Tyr Asn He Leu Met Ser Trp Arg Val Cys Thr Val Leu Ala 
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130 135 140 

Val Ala Ser Trp Val Phe Ser Phe Leu Leu Ala Leu Val Pro Phe Ser 
145 * 150 155 160 

Ser Gin Ser Leu Arg Cys Met Asn Val Leu 
165 170 

<210> 1570 
<211> 308 
<212> PRT 

<213> Unknown (H3 8g487 protein) 
<220> 

<223> Synthetic construct 

<400> 1570 _, 
Met Asp Thr Gly Asn Lys Thr Leu Pro Gin Asp Phe Leu Leu Leu Gly 

1 5 10 15 

Phe Pro Gly Ser Gin Thr Leu Gin Leu Ser Leu Phe Met Leu Phe Leu 

20 25 30 

Val Met Tyr lie Leu Thr Val Ser Gly Asn Val Ala He Leu Met Leu 

35 40 45 

Val Ser Thr Ser His Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Ala Val Pro Lys 
65 70 75 80 

Ala Leu Ala He Leu Leu Gly Arg Ser Gin Thr He Ser Phe Thr Ser 

85 90 95 

Cys Leu Leu Gin Met Tyr Phe Val Phe Ser Leu Gly Cys Thr Glu Tyr 

100 105 11° 

Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Cys Leu Ala He Cys Tyr 

115 120 125 

Pro Leu His Tyr Gly Ala He Met Ser Ser Leu Leu Ser Ala Gin Leu 

130 135 140 

Ala Leu Gly Ser Trp Val Cys Gly Phe Val Ala He Ala Val Pro Thr 
145 150 155 160 

Ala Leu He Ser Gly Leu Ser Phe Cys Gly Pro Arg Ala He Asn His 

165 170 175 

Phe Phe Cys Asp He Ala Pro Trp He Ala Leu Ala Cys Thr Asn Thr 

180 185 190 

Gin Ala Val Glu Leu Val Ala Phe Val He Ala Val Val Val He Leu 

!95 - 200 205 

Ser Ser Cys Leu He Thr Phe Val Ser Tyr Val Tyr He He Ser Thr 

210 215 220 

He Leu Arg He Pro Ser Ala Ser Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ser His Leu Thr Val Val Leu He Trp Tyr Gly Ser Thr Val 

245 250 255 

Phe Leu His Val Arg Thr Ser He Lys Asp Ala Leu Asp Leu He Lys 

260 265 270 

Ala Val His Val Leu Asn Thr Val Val Thr Pro Val Leu Asn Pro Phe 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Glu Val Arg Glu Thr Leu Leu Lys Lys 

290 295 300 

Trp Lys Gly Lys 
305 

<210> 1571 
<211> 223 
<212> PRT 

<213> Unknown (H38g488 protein) 
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<220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1) . . . (223) 

<223> Xaa = Any Amino Acid 



<400> 1571 

Lys Glu Met Gly Cys His Gin Ser Met Val Thr Glu Phe lie Leu Val 

15 10 15 

Gly Phe Gin Leu Ser Ala Glu Met Glu Val Leu Leu Phe Trp Ser Phe 

20 25 30 

Ser Leu Gly lie Ala Leu Glu Leu lie Cys Leu Asp His Ser Leu His 

35 40 45 

Thr Pro Tyr Phe Phe Leu Ser His Leu Ala Val He Asp Met Ala Tyr 

50 55 60 

Ala Ser Asn Asn Val Pro Lys Met Leu Val Asp Leu Ala Asn Xaa Lys 
65 70 75 80 

Ser Thr Met Cys Phe Phe Pro Cys He Met Gin Thr Phe Leu Tyr Leu 

85 90 95 

Ala Phe Ala His He Glu Cys Leu He Leu Val Val Leu Ser Tyr Asp 

100 105 HO 

Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Asn Val Leu Met Ser 

115 120 125 

Trp Arg Glu Cys Thr Val Leu Ala Val Ala Ser Trp Val Phe Ser Phe 

130 135 140 

Leu Leu Ala Leu Val His Leu Val Leu He Leu Arg Leu Pro Phe Ser 
145 150 155 160 

Gly Pro His Glu He Asn His Tyr Cys Glu He Leu Ser Val Leu Lys 

165 170 175 

Leu Ala Cys Ala Asp Thr Trp Leu Asn Gin Val Val He Phe Ala Ser 

180 185 190 

Cys Met Phe He Leu Val Gly Xaa Leu Cys Leu Val Leu Val Ser Tyr 

195 200 205 

Leu Gly He Trp Arg His Leu Arg Ser Val Ala Lys Pro Lys Arg 
210 215 220 



<210> 1572 
<211> 309 
<212> PRT 

<213> Unknown (H38g489 protein) 
<220> 

<223> Synthetic construct 



<400> 1572 




























Met 


Gly Leu Gly Asn Glu 


Ser 


Ser 


Leu 


Met 


Asp 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 


Phe 


Ser 


Asp 


His 
20 


Pro 


Arg 


Leu 


Glu 


Ala 
25 


Val 


Leu 


Phe 


Val 


Phe 
30 


Val 


Leu 


Phe 


Phe 


Tyr 


Leu 


Leu 


Thr 


Leu 


Val 


Gly Asn 


Phe 


Thr 


He 


He 


He 


He 






35 










40 










45 








Ser 


Tyr 
50 


Leu 


Asp 


Pro 


Pro 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Leu 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Ser 


Leu 


Ala 


Pro 


Gin 


65 










70 










75 










80 


Thr 


Leu 


Val 


Asn 


Leu 


Gin Arg 


Pro 


Lys 


Lys 


Thr 


He 


Thr Tyr Gly Gly 










85 










90 










95 




Cys 


Val 


Ala 


Gin 


Leu 


Tyr 


He 


Ser 


Leu 


Ala 


Leu 


Gly 


Ser 


Thr 


Glu 


Cys 








100 










105 










110 




He 


Leu 


Leu 


Ala 


Asp 


Met 


Ala 


Leu 


Asp 


Arg 


Tyr 


He 


Ala 


Val 


Cys 


Lys 
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115 










120 




125 






Pro 


Leu 


ril S 


lyr 


v cix 


Val 

V d X 


He 


Met 


Asn 


Pro Arg Leu Cys Gin 


Gin 


Leu 


1 on 

1 JU 








135 






140 






Alcl 


Ser 


1 16 


Ser 




Leu 


Ser 


Gly Leu 


Ala Ser Ser Leu He 


His 


Ala 










150 








155 




160 


inr 


irne 


1 1 IX 


Leu 


Gin 


Leu 


Pro 


Leu 


w b 


Gly Asn His Arg Leu Asp 


His 








165 










170 


175 






lie 


Cys 


uiu 


Val 


Pro 


Ala 


Leu 


Leu 


Lys Leu Ala Cys Val 


Asp 


Thr 
















185 


190 






Thr 


vai 


Asn 


blU 


Leu 


V C* X 


Leu 




Val 


Val Ser Val Leu Phe 


Val 


Val 






195 










200 




205 




Ala 


lie 


rlO 


Pro 


A 1 a 


jueu 


Tie 

x x e 


Ser 


He 


Ser 


Tyr Gly Phe He Thr 


Gin 




on a 










215 






220 






\Tz* 1 


Leu 




Tl e 


T v<? 

~-* ~ 




Val 


Glu 


Ala 


Arg His Lys Ala Phe 


Ser 


Thr 








230 








235 




240 


uys 


oci 




His 


Leu 


Thr 


Val 


Val 


He 


He Phe Tyr Gly Thr 


He 


He 








245 










250 


255 




Tyr 


Val 




Leu 


Gin 


Pro 


Ser 


Asp 


Ser 


Tyr Ala Gin Asp Gin Gly Lys 




260 










265 


270 




He 


Phe 


He 


Ser 


Leu 


Phe 


Tyr 


Thr 


Met 


Val 


Thr Pro Thr Leu Asn 


Pro 






275 










280 




285 






He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys Glu Ala Leu Arg 


Lys 


Leu 




290 










295 






300 






Leu 


Ser 


Gly 


Lys 


Leu 
















305 

























<210> 1573 
<211> 337 
<212> PRT 

<213> Unknown (H38g490 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (l)..-.(337) 

<223> Xaa = Any Amino Acid 

<400> 1573 



Ser Thr 


Asp 


Pro 


Gin 


Asn 


Leu 


Thr 


Asp 


Val 


Ser Val 


Phe 


Leu 


Leu 


Leu 


1 






5 










10 








15 




Gly Thr 


Thr 


Glu 


Asp 


Pro 


Glu 


Arg 


Gin 


Pro 


Val Leu 


Thr 


Gly 


Leu 


Phe 




20 










25 








30 






Leu Ser 


Met 


Cys 


Leu 


Val 


Met 


Val Leu Gly Asn Leu 


Leu 


He 


He 


Leu 




35 








40 








45 








Ala He 


Ser 


Pro 


Asp 


Ser 


His 


Leu 


His 


He 


Pro Met 


Tyr 


Phe 


Phe 


Leu 


50 










55 








60 










Ser Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr Ser 


Thr 


Thr 


Val 


Pro 


65 








70 










75 








80 


Lys Met 


He 


Val 


Asp 


He 


Gin 


Ser 


His 


Ser Arg Val 


He 


Ser 


Tyr 


Ala 






85 










90 








95 




Gly Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He Phe Gly Gly Met 


Glu 




100 










105 








110 






Glu Asn 


Met 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Phe 


Val 


Ala 


He 




115 










120 








125 








Cys His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn Pro 


Cys 


Phe 


Cys 


Gly 


130 










135 








140 










Phe Leu 


Val 


Leu 


Leu 


Ser 


Phe 


Phe 


Ser 


Val 


Leu Ser 


Leu 


Leu 


Asp 


Ser 


145 








150 










155 








160 


Gin Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Val 


Thr Cys 


Phe 


Lys 


Asp 


Val 






165 










170 








175 
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Glu lie Pro Asn Phe Phe Trp Asp Pro Ser Gin Leu Pro His Leu Ala 

180 185 190 

Cys Cys Asp Thr Phe Thr Asn Lys lie lie Met Tyr Phe Pro Ala Ala 

195 200 205 

lie Phe Gly Phe Leu Pro lie Ser Gly Thr Leu Phe Ser Tyr Ser Lys 

210 215 ' 220 

lie Val Ser Ser lie Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys 
225 230 235 240 

Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Val Tyr 

245 250 255 

Gly Thr Gly Val Gly Gly Tyr Leu Ser Ser Asp Asp Val Ser Ser Ser 

260 265 270 

Pro Arg Lys Gly Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Pro 

275 280 285 

Met Pro Asn Pro Phe lie Tyr Ser Leu Arg Asn Arg Asp lie Lys Ser 

290 295 300 

Val Leu Arg Arg Pro His Gly Ser Thr Val Xaa Ser Gin Tyr Leu Leu 
305 310 315 . 320 

lie Cys Ser lie Pro Phe Val Val Trp Val Lys Lys Gly Arg Lys Val 
325 330 ^ 335 

Lys 



<210> 1574 
<211> 293 
<212> PRT 

<213> Unknown (H38g491 protein) 
<220> 

<223> Synthetic construct 
<400> 1574 

Met Gly Phe Ser Asn Ser Trp Asp lie Gin He Val His Ala Ala Leu 

15 10 15 

Phe Phe Leu Val Tyr Leu Ala Ala Val He Gly Asn Leu Leu He He 

20 25 30 

He Leu Thr Thr Leu Asp Val His Leu Gin Thr Pro Met Tyr Phe Phe 

35 40 45 

Leu Arg Asn Leu Ser Phe Leu Asp Phe Cys Tyr He Ser Val Thr He 

50 55 60 

Pro Lys Ser He Val Ser Ser Leu Thr His Asp Thr Ser He Ser Phe 
65 70 75 80 

Phe Gly Cys Ala Leu Gin Ala Phe Phe Phe Met Asp Leu Ala Thr Thr 

85 90 95 

Glu Val Ala He Leu Thr Val Met Ser Tyr Asp Arg Tyr Met Ala He 

100 105 . 110 

Cys Arg Pro Leu His Tyr Glu Val He He Asn Gin Gly Val Cys Leu 

115 120 125 

Arg Met Met Ala Met Ser Trp Leu Ser Gly Val He Cys Gly Phe Met 

130 135 140 

His Val He Ala Thr Phe Ser Leu Pro Phe Cys Gly Arg Asn Arg He 
145 150 155 160 

Arg Gin Phe Phe Cys Asn He Pro Gin Leu Leu Ser Leu Leu Asp Pro 

165 170 175 

Lys Val He Thr He Glu He Gly Val Met Val Phe Gly Thr Ser Leu 

180 185 190 

Val He He Ser Phe Val Val He Thr Leu Ser Tyr Met Tyr He Phe 

195 200 205 

Ser Val He Met Arg He Pro Ser Lys Glu Gly Arg Ser Lys Thr Phe 

210 215 220 

Ser Thr Cys He Pro His Leu Val Val Val Thr Leu Phe Met He Ser 



837 



BNSDOCiD: <WO 01 27 1 58A2_I_> 



WO 01/27158 



PCTAJS00/27582 



225 230 235 240 

Gly Ser He Ala Tyr Val Lys Pro He Ser Asn Ser Pro Pro Val Leu 

245 250 255 

Asp Val Phe Leu Ser Ala Phe Tyr Thr Val Val Pro Pro Thr Leu Asn 

260 265 270 

Pro Val He Tyr Ser Leu Arg Asn Arg Asp Met Lys Ala Ala Leu Arg 

275 280 285 

Arg Gin Cys Gly Pro 
290 

<210> 1575 
<211> 341 
<212> PRT 

<213> Unknown (H3 8g492 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (341) 

<223> Xaa = Any Amino Acid 

! <400> 1575 

Met Met Gly His Gin Asn His Thr Phe Ser Ser Asp Phe He Leu Leu 

15 10 15 

Gly Leu Phe Ser Ser Ser Pro Thr Ser Val Val Phe Phe Leu Asp Asn 

20 25 30 

Leu Phe He Phe He Met Ser Val Thr Glu Asn Thr Leu Met He Leu 

35 40 45 

Leu He Arg Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu 

50 55 60 

Ser His Leu Ser Leu Met Asp He Leu His Val Ser Asn He Val Pro 
65 70 75 80 

Lys Met Val Thr Asn Phe Leu Ser Gly Ser Arg Thr He Ser Phe Ala 

85 90 95 

Gly Cys Gly Phe Gin Val Phe Leu Ser Leu Thr Leu Leu Gly Gly Glu 

100 105 110 

Cys Leu Leu Leu Ala Ala Met Ser Cys Asp Arg Tyr Val Ala He Cys 

115 120 125 

His Pro Leu Arg Tyr Pro He Leu Met Lys Glu Tyr Ala Ser Ala Leu 

130 135 140 

Met Ala Gly Gly Ser Trp Leu He Gly Val Phe Asn Ser Thr Val His 
145 150 155 160 

Thr Ala Tyr Ala Leu Gin Phe Pro Phe Cys Gly Ser Arg Ala lie Asp 

165 170 175 

His Phe Phe Cys Glu Val Pro Ala Met Leu Lys Leu Ser Cys Ala Asp 

180 185 190 

Thr Thr Arg Tyr Glu Arg Gly Val Cys Val Ser Ala Val He Phe Leu 

, 195 200 205 

Leu He Pro Phe Ser Leu He Ser Ala Ser Tyr Gly Gin He He Leu 

210 215 220 

Thr Val Leu Gin Met Lys Ser Ser Glu Ala Arg Lys Lys Ser Phe Ser 
225 230 235 240 

Thr Cys Ser Phe His Met He Val Val Thr Met Tyr Tyr Gly Pro Phe 

245 - 250 255 

He Phe Thr Tyr Met Arg Pro Lys Ser Tyr His Thr Pro Gly Gin Asp 

260 265 270 

Lys Phe Leu Ala He Phe Tyr Thr He Leu Thr Pro Thr Leu Asn Pro 

275 280 285 

Phe He Tyr Ser Phe Arg Asn Lys Asp Val Leu Ala Val Met Thr Lys 
290 295 300 
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Tyr Ala Gin Lys Xaa Leu Ser Ala Gin Lys Asn Glu Xaa Glu Asn Ser 
305 310 315 3 20 

Xaa Met Cys Val Leu Ser He Ser Met Leu Asn Ala Xaa Arg He Leu 

325 330 335 

Met Arg Trp Phe Pro 
340 

<210> 1576 
<211> 311 
<212> PRT 

<213> Unknown (H38g493 protein) 
<220> 

<223> Synthetic construct 
<400> 1576 

Met Lys Trp Ala Asn Gin Thr Ala Val Thr Glu Tyr Val Leu Met Gly 

1 5 10 " 15 

Leu His Glu His Cys Asn Leu Glu Val Val Leu Phe Val Phe Cys Leu 

20 25 3 0 

iGly He Tyr Ser Val Asn Val Leu Gly Asn Ala Leu Leu He Gly Leu 

35 40 45 

Asn Val Leu His Pro Arg Leu His Asn Pro Met Tyr Phe Phe Ser Asn 

50 55 60 

Leu Ser Leu Met Asp He Cys Gly Thr Ser Ser Phe Val Pro Leu Met 
65 70 75 80 

Leu Asp Asn Phe Leu Glu Thr Gin Arg Thr He Ser Phe Pro Gly Cys 

85 90 95 

Ala Leu Gin Met Tyr Leu Thr Leu Ala Leu Gly Ser Thr Glu Cys Leu 

100 105 no 

Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Gin Pro 

H5 120 125 

Leu Arg Tyr Pro Glu Leu Met Ser Gly Gin Thr Cys Met Gin Met Ala 

13 0 135 140 

Ala Leu Ser Trp Gly Thr Gly Phe Ala Asn Ser Leu Leu Gin Ser He 
145 150 155 160 

Leu Val Trp His Leu Pro Phe Cys Gly His Val He Asn Tyr Phe Tyr 

165 170 175 

Glu He Leu Ala Val Leu Lys Leu Ala Cys Gly Asp He Ser Leu Asn 

180 185 190 

Ala Leu Ala Leu Met Val Ala Thr Ala Val Leu Thr Leu Ala Pro Leu 

195 200 205 

Leu Leu He Cys Leu Ser Tyr Leu Phe He Leu Ser Ala He Leu Arg 

210 215 220 

Val Pro Ser Ala Ala Gly Arg Cys Lys Ala Phe Ser Thr Cys Ser Ala 
225 230 235 240 

His Arg Thr Val Val Val Val Phe Tyr Gly Thr He Ser Phe Met Tyr 

245 250 255 

Phe Lys Pro Lys Ala Lys Asp Pro Asn Val Asp Lys Thr Val Ala Leu 

260 265 270 

Phe Tyr Gly Val Val Thr Pro Ser Leu Asn Pro He He Tyr Ser Leu 

275 280 285 

Arg Asn Ala Glu Val Lys Ala Ala Val Leu Thr Leu Leu Arg Gly Glv 

290 295 300 

Leu Leu Ser Arg Lys Ala Ser 
305 310 

<210> 1577 
<211> 319 
<212> PRT 

<213> Unknown (H38g494 protein) 
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<220> 

<223> Synthetic construct 
<400> 1577 

Met Met Glu He Ala Asn Val Ser Ser Pro Glu Val Phe Val Leu Leu 

15 10 I 5 

Gly Phe Ser Thr Arg Pro Ser Leu Glu Thr Val Leu Phe He Val Val 

20 25 30 

Leu Ser Phe Tyr Met Val Ser He Leu Gly Asn Gly He He He Leu 

35 40 45 

Val Ser His Thr Asp Val His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

&i» A S n r.eu Pro Phe Leu Asp Met Ser Phe Thr Thr Ser He Val Pro 
55 7 o 75 80 

Gin Leu Leu Ala Asn Leu Trp Gly Pro Gin Lys Thr He Ser Tyr Gly 

85 90 95 

Glv Cys Val Val Gin Phe Tyr He Ser His Trp Leu Gly Ala Thr Glu 

100 105 HO 

CVS Val Leu Leu Ala Thr Met Ser Tyr Asp Arg Tyr Ala Ala He Cys 

115 120 125 

Arg Pro Leu His Tyr Thr Val He Met His Pro Gin Leu Cys Leu Gly 

130 135 140 

Leu Ala Leu Ala Ser Trp Leu Gly Gly Leu Thr Thr Ser Met Val Gly 
145 150 155 160 

Ser Thr Leu Thr Met Leu Leu Pro Leu Cys Gly Asn Asn Cys He Asp 

165 170 175 

His Phe Phe Cys Glu Met Pro Leu He Met Gin Leu Ala Cys Val Asp 

180 185 190 

Thr Ser Leu Asn Glu Met Glu Met Tyr Leu Ala Ser Phe Val Phe Val 

195 200 205 

Val Leu Pro Leu Gly Leu He Leu Val Ser Tyr Gly His He Ala Arg 

210 215 220 

Ala Val Leu Lys He Arg Ser Ala Glu Gly Arg Arg Lys Ala Phe Asn 
225 230 235 240 

Thr Cys Ser Ser His Val Ala Val Val Ser Leu Phe Tyr Gly Ser He 

245 250 255 

He Phe Met Tyr Leu Gin Pro Ala Lys Ser Thr Ser His Glu Gin Gly 

260 265 270 

Lys Phe He Ala Leu Phe Tyr Thr Val Val Thr Pro Ala Leu Asn Pro 

275 280 285 - 

Leu He Tyr Thr Leu Arg Asn Thr Glu Val Lys Ser Ala Leu Arg His 

290 295 300 

Met Val Leu Glu Asn Cys Cys Gly Ser Ala Gly Lys Leu Ala Gin 
305 310 315 

<210> 1578 
<211> 264 
<212>< PRT 

<213> Unknown (H3 8g495 protein) 
<220> 

<223> Synthetic construct 

<400> 1578 , . _ T 

Met Met Val Leu Ser He Val Leu Thr Ser Leu Phe Gly Asn Ser Leu 

15 10 I 5 

Met He Leu Leu He His Trp Asp His Arg Phe His Thr Pro Met Tyr 

20 25 30 

Phe Leu Leu Ser Gin Leu Ser Leu Met Asp Val Met Leu Val Ser Thr 
35 40 45 
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Thr Val Pro Lys Met Ala Ala Asp Tyr Leu Thr Gly Ser Lys Ala lie 

50 55 60 

Ser Arg Ala Gly Cys Gly Ala Gin lie Phe Phe Leu Pro Thr Leu Gly 
65 70 75 80 

Gly Gly Glu Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala 

85 90 95 

Ala Val Cys His Pro Leu Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu 

100 105 no 

Cys Leu Arg Met Asn Leu Ser Cys Trp Leu Leu Gly Ala Ala Asp Gly 

115 120 125 

Leu Leu Gin Ala Val Ala Thr Leu Ser Phe Pro Tyr Cys Gly Ala His 

130 135 140 

Glu He Asp His Phe Phe Cys Glu Thr Pro Val Leu Val Arg Leu Ala 
145 . 150 155 ~ 160 

Cys Ala Asp Thr Ser Val Phe Glu Asn Ala Met Tyr He Cys Cys Val 

165 170 175 

Leu Met Leu Leu Val Pro Phe Ser Leu He Leu Ser Ser Tyr Gly Leu 

180 185 190 

He Leu Ala Ala Val Leu His Met Arg Ser Thr Glu Ala Arg Lys Lys 

195 200 205 

Ala Phe Ala Thr Cys Ser Ser His Val Ala Val Val Gly Leu Phe Tyr 

210 215 220 

Gly Ala Ala He Phe Thr Tyr Met Arg Pro Lys Ser His Arg Ser Thr 
225 2 30 235 240 

Asn His Asp Lys Val Val Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu 

24 5 250 255 

Leu Asn Pro Leu He Tyr Ser Val 
260 

<210> 1579 
<211> 220 
<212> PRT 

<213> Unknown (H38g496 protein) 
<220> 

<223> Synthetic construct 
<400> 1579 

Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Ala Ser He Ala Pro Gin 

15 10 15 

Leu Leu Trp Asn Leu Gly Gly Pro Glu Lys Thr He Thr Tyr His Gly 

20 25 30 

Cys Val Ala Gin Leu Tyr He Tyr Met Met Leu Gly Ser Thr Glu Cys 

35 40 45 

Val Leu Leu Val Val Met Ser His Asp Arg Tyr Val Ala Val Cys Ara 

50 55 60 

Ser Leu His Tyr Met Ala Val Met Arg Pro His Leu Cys Leu Gin Leu 
65 70 75 80 

Val Thr Val Ala Trp Cys Cys Gly Phe Leu Asn Ser Phe He Met Cys 

85 90 95 

Pro Gin Thr Met Gin Leu Ser Arg Cys Gly Arg Arg Arg Val Asp His 

100 105 no 

Phe Leu Cys Glu Met Pro Ala Leu He Ala Met Ser Cys Glu Glu Thr 

115 120 125 

Met Leu Val Glu Ala He Thr Phe Ala Leu Gly Val Ala Leu Leu Leu 

130 135 140 

Val Pro Leu Ser Leu He Leu He Ser Tyr Gly Val He Ala Ala Ala 
145 150 155 160 

Val Leu Arg Met Lys Ser Ala Ala Gly Arg Lys Lys Ala Phe His Thr 

165 170 175 

Cys Ser Ser His Leu Thr Val Val Ser Leu Phe Tyr Gly Thr He He 
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180 185 190 

Tyr Val Tyr Leu Lys Pro Ala Asn Ser Tyr Ser Gin Asp Gin Gly Lys 

195 200 205 

Phe Leu Thr Leu Phe Tyr Thr He Val He Pro Ser 
210 215 220 

<210> 1580 
<211> 312 
<212> PRT 

<213> Unknown (H38g497 protein) 
<220> 

<223> Synthetic construct 
<400> 1580 

Met Glu Pro Leu Asn Arg Thr Glu Val Ser Glu Phe Phe Leu Lys Gly 

! 5 10 15 

Phe Ser Gly Tyr Pro Ala Leu Glu His Leu Leu Phe Pro Leu Cys Ser 

20 25 30 

Ala Met Tyr Leu Val Thr Leu Leu Gly Asn Thr Ala He Met Ala Val 

35 40 45 

Ser Val Leu Asp He His Leu His Thr Pro Val Tyr Phe Phe Leu Gly 
1 50 55 60 

Asn Leu Ser Thr Leu Asp He Cys Tyr Thr Pro Thr Phe Val Pro Leu 
65 70 75 80 

Met Leu Val His Leu Leu Ser Ser Arg Lys Thr He Ser Phe Ala Val 

85 90 95 

Cys Ala He Gin Met Cys Leu Ser Leu Ser Thr Gly Ser Thr Glu Cys 

100 105 HO 

Leu Leu Leu Ala He Thr Ala Tyr Asp Arg Tyr Leu Ala He Cys Gin 

115 120 125 

Pro Leu Arg Tyr His Val Leu Met Ser His Arg Leu Cys Val Leu Leu 

130 135 140 

Met Gly Ala Ala Trp Val Leu Cys Leu Leu Lys Ser Val Thr Glu Met 
145 150 155 160 

Val He Ser Met Arg Leu Pro Phe Cys Gly His His Val Val Ser His 

165 170 175 

Phe Thr Cys Lys He Leu Ala Val Leu Lys Leu Ala Cys Gly Asn Thr 

180 185 190 

Ser Val Ser Glu Asp Phe Leu Leu Ala Gly Ser He Leu Leu Leu Pro 

195 200 205 

Val Pro Leu Ala Phe He Cys Leu Ser Tyr Leu Leu He Leu Ala Thr 

210 215 220 

He Leu Arg Val Pro Ser Ala Ala Arg Cys Cys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Leu Ala His Leu Ala Val Val Leu Leu Phe Tyr Gly Thr He He . 

245 - 250 255 

Phe Met Tyr Leu Lys Pro Lys Ser Lys Glu Ala His He Ser Asp Glu 

260 265 270 

Val Phe Thr Val Leu Tyr Ala Met Val Thr Thr Met Leu Asn Pro Thr 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Ala Arg Lys Val 

290 295 300 

Trp Gly Arg Ser Arg Ala Ser Arg 
305 310 

<.210> 1581 

<211> 314 

<212> PRT 

<213> Unknown <H38g498 protein) 
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<220> 

<223> Synthetic construct 
<400> 1581 

Met Glu Arg Gly Asn Trp Thr Leu Val Thr Glu Phe He Leu Val Gly 

1 5 io 15 

lie Pro Thr Thr Arg Ala Leu Gly Gly Leu Leu Phe Val He Phe Tyr 

20 25 30 

Pro Ala Tyr Leu Val Thr Val Leu Gly Asn Thr Leu He He He Leu 

35 40 45 

He Leu Val Asp Tyr Arg Leu His Ser Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Glu Thr Leu Thr He Thr Cys Ala Val Pro Lys 
65 70 75 80 

Met Leu Glu Gly Phe Pro Ser Glu Arg Lys Ser He Thr Ser Gly Glu 

85 90 95 

Cys Ser Ala Gin Ser Tyr Phe Tyr Phe Leu Ser Gly Cys Thr Glu Phe 

100 105 no 

lie Pro Phe Ala Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys Ser 
H5 120 125 

iPro Leu Gin Tyr Pro Ala He Met Thr Ser Ser Leu Cys Ala His Leu 

130 135 140 

Val He Leu Ser Trp Val Gly Gly Phe Leu Leu Met Leu Pro Ser Thr 
145 150 155 160 

He Leu Lys Ala Gly Leu Pro His Cys Gly Pro Asn Val He Glu His 

165 170 175 

Phe Phe Cys Asp Ser Ala Pro Leu Leu His Leu Ala Cys Ala Asp He 

180 185 190 

Arg Ala He Glu Leu Leu Asp Phe Leu Ser Ser Leu Val Leu He Leu 

195 200 205 

Ser Ser Leu Ser Leu Thr Val Val Ser Tyr Val Tyr He He Ser Thr 

210 215 220 

He Leu Lys He Pro Ser Gly Gin Gly Gin Arg Lys Ala Phe Ala Thr 
225 23 0 235 240 

Cys Ala Ser His Phe Thr Val Val Ser Val Gly Tyr Gly He Ser He 

245 250 255 

Phe Val Tyr Val His Pro Ser Gin Lys Ser Ser Leu His Leu Asn Lys 

260 265 270 

He Leu Phe He Leu Ser Ser He He Thr Pro Leu Leu Asn Pro Phe 

275 280 285 

Val Phe Ser Leu Trp Asn Glu Pro Met Lys Asp Ala Leu Lys Asp Ala 

290 295 300 

Val Gly Arg Arg Thr Glu Leu Ala Gin Arg 
305 310 

<210> 1582 
<211> 309 
<212> PRT 

<213>c Unknown <H38g499 protein) 
<220> 

<223> Synthetic construct 
<400> 1582 

Met Ala Asn Leu Thr He Val Thr Glu Phe He Leu Met Gly Phe Ser 

15 10 15 

Thr Asn Lys Asn Met Cys He Leu His Ser He Leu Phe Leu Leu He 

20 25 30 

Tyr Leu Cys Ala Leu Met Gly Asn Val Leu He He Met He Thr Thr 

35 40 45 

Leu Asp His His Leu His Thr Pro Val Tyr Phe Phe Leu Lys Asn Leu 
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50 55 60 

Ser Phe Leu Asp Leu Cys Leu He Ser Val Thr Ala Pro Lys Ser He 
65 * 70 75 80 

Ala Asn Ser Leu He His Asn Asn Ser He Ser Phe Leu Gly Cys Val 

85 90 95 

Ser Gin Val Phe Leu Leu Leu Ser Ser Ala Ser Ala Glu Leu Leu Leu 

100 105 HO 

Leu Thr Val Met Ser Phe Asp Arg Tyr Thr Ala lie Cys His Pro Leu 

115 120 125 

His Tyr Asp Val He Met Asp Arg Ser Thr Cys Val Gin Arg Ala Thr 

130 135 140 

Val Ser Trp Leu Tyr Gly Gly Leu He Ala Val Met His Thr Ala Gly 
145 150 155 160 

Thr Phe Ser Leu Ser Tyr Cys Gly Ser Asn Met Val His Gin Phe Phe 

165 170 175 

Cys Asp He Pro Glh Leu Leu Ala He Ser Cys Ser Glu Asn Leu He 

180 185 190 

Arg Glu He Ala Leu He Leu He Asn Val Val Leu Asp Phe Cys Cys 

195 200 205 

Phe He Val He He He Thr Tyr Val His Val Phe Ser Thr Val Lys 

210 215 220 

Lvs He Pro Ser Thr Glu Gly Gin Ser Lys Ala Tyr Ser He Cys Leu 
225 230 235 240 

Pro His Leu Leu Val Val Leu Phe Leu Ser Thr Gly Phe He Ala Tyr 

245 250 255 

Leu Lys Pro Ala Ser Glu Ser Pro Ser He Leu Asp Ala Val He Ser 

260 265 270 

Val Phe Tyr Thr Met Leu Pro Pro Thr Phe Asn Pro He He Tyr Ser 

275 280 285 

Leu Arg Asn Lys Ala He Lys Val Ala Leu Gly Met Leu He Lys Gly 

290 295 300 

Lys Leu Thr Lys Lys 
305 



<210> 1583 
<211> 314 
<212> PRT 

<213> Unknown (H38g500 protein) 



<220> 

<223> Synthetic construct 



<400> 1583 
















Val 


Gly 


Met 


Glv Asp 


Val 


Asn 


Gin 


Ser 


Val Ala Ser Asp Phe 


He 


Leu 


1 

Leu 








5 






10 






15 




Phe 


Ser 


His 


Ser Gly 


Ser 


Arg Gin Leu Leu Phe 


Ser 


Leu 


Val 


Ala 








20 








25 




30 






Val 


Met 


Phe 


Val 


He Gly 


Leu 


Leu Gly Asn Thr Val 


Leu 


Leu 


Phe 


Leu 






35 










40 


45 






Ser 


He 


Arg 
50 


Val 


Asp 


Ser 


Arg 


Leu 
55 


His Thr Pro Met Tyr 
60 


Phe 


Leu 


Leu 


Gin 


Leu 


Ser 


Leu 


Phe 


Asp 


He 


Gly Cys Pro Met Val 


Thr 


He 


Pro 


Lys 


65 










70 




75 








80 


Met 


Ala 


Ser 


Asp 


Phe 


Leu 


Arg 


Gly Glu Gly Ala Thr 


Ser 


Tyr 


Gly Gly 






85 






90 






95 




Gly 


Ala 


Ala 


Gin 


He 


Phe 


Phe 


Leu Thr Leu Met Gly Val 


Ala 


Glu 


Gly 






100 








105 




110 




Gin 


Val 


Leu 


Leu 


Val 


Leu 


Met 


Ser 


Tyr Asp Arg Tyr Val 


Ala 


Val 


Cys 




115 










120 


125 








Pro 


Leu 


Gin 


Tyr 


Pro 


Val 


Leu 


Met Arg Arg Gin Val 


Cys 


Leu 


Leu 


Met 




130 








135 


140 
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Met Gly Ser Ser Trp Val Val Gly Val Leu Asn Ala Ser He Gin Thr 
145 "0 155 160 

Ser He Thr Leu His Phe Pro Tyr Cys Ala Ser Arg He Val Asp His 

165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Ala Asp Thr 

180 185 190 

Cys Ala Tyr Glu Met Ala Leu Ser Thr Ser Gly Val Leu He Leu Met 

195 200 205 

Leu Pro Leu Ser Leu He Ala Thr Ser Tyr Gly His Val Leu Gin Ala 

210 215 220 

Val Leu Ser Met Arg Ser Glu Glu Ala Arg His Lys Ala Val Thr Thr 
225 230 235 240 

Cys Ser Ser His He Thr Val Val Gly Leu Phe Tyr Gly Ala Ala Val 

245 250 255 

Phe Met Tyr Met Val Pro Cys Ala Tyr His Ser Pro Gin Gin Asp Asn 

260 265 270 

Val Val Ser Leu Phe Tyr Ser Leu Val Thr Pro Thr Leu Asn Pro Leu 

275 280 285 

lie Tyr Ser Leu Arg Asn Pro Glu Val Trp Met Ala Leu Val Lys Val 
290 295 300 

iLeu Ser Arg Ala Gly Leu Arg Gin Met Cys 
305 310 

<210> 1584 
<211> 312 
<212> PRT 

<213> Unknown (H38g501 protein) 
<220> 

<223> Synthetic construct 
<400> 1584 

Met Asp Leu Lys Asn Gly Ser Leu Val Thr Glu Phe He Leu Leu Gly 

15 io 15 

Phe Phe Gly Arg Trp Glu Leu Gin lie Phe Phe Phe Val Thr Phe Ser 

20 25 30 

Leu He Tyr Gly Ala Thr Val Met Gly Asn He Leu He Met Val Thr 

35 40 45 

Val Thr Cys Arg Ser Thr Leu His Ser Pro Leu Tyr Phe Leu Leu Gly 

50 55 60 

Asn Leu Ser Phe Leu Asp Met Cys Leu Ser Thr Ala Thr Thr Pro Lys 
65 70 75 80 

Met He He Asp Leu Leu Thr Asp His Lys Thr He Ser Val Trp Gly 

85 90 95 

Cys Val Thr Gin Met Phe Phe Met His Phe Phe Gly Gly Ala Glu Met 

100 v 105 no 

Thr Leu Leu He He Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 

H5 120 125 

Pro Leu His Tyr Arg Thr He Met Ser His Lys Leu Leu Lys Gly Phe 

130 135 140 

Ala He Leu Ser Trp He He Gly Phe Leu His Ser He Ser Gin He 
145 150 155 160 

Val Leu Thr Met Asn Leu Pro Phe Cys Gly His Asn Val He Asn Asn 

165 170 175 

He Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys He Glu Thr 

180 185 190 

Tyr Thr Leu Glu Leu Phe Val He Ala Asp Ser Gly Leu Leu Ser Phe 

135 200 205 

Thr Cys Phe He Leu Leu Leu Val Ser Tyr He Val He Leu Val Ser 

210 215 220 

Val Pro Lys Lys Ser Ser His Gly Leu Ser Lys Ala Leu Ser Thr Leu 
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225 230 235 240 

Ser Ala His He He Val Val Thr Leu Phe Phe Gly Pro Cys He Phe 

245 250 255 

He Tyr Val Trp Pro Phe Ser Ser Leu Ala Ser Asn Lys Thr Leu Ala 

260 265 270 

Val Phe Tyr Thr Val He Thr Pro Leu Leu Asn Pro Ser He Tyr Thr 

275 280 285 

Leu Arg Asn Lys Lys Met Gin Glu Ala He Arg Lys Leu Arg Phe Gin 

290 295 300 

Tyr Val Ser Ser Ala Gin Asn Phe 
305 310 

<210> 1585 

— A» .1. 

<212> PRT 

<213> Unknown (H38g502 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1)...<325) 

<223> Xaa = Any Amino Acid 

Met°Pro 5 Thr Asp Lys Gin Met Glu Lys Gin Asn Gin Ser Met Val Pro 

1 5 10 15 

Glu Phe He Leu Tyr Gly He Gin Lys Ser His Glu Leu Gin He Phe 

20 25 30 

Phe He Leu Phe Phe His Ser Leu His He Ala Xaa Leu Ser Asn Leu 

35 40 45 

He He lie Phe Val Val Lys Leu Asp Pro Gin Leu His Ser Pro Met 

50 55 60 

Tyr Phe Leu Leu Ala Asn Leu Ser Ser Thr Asp Met Pro Leu Ala Ser 
55 70 75 80 

Phe Ala Thr Pro Lys Lys He Asp Asn Val He Ser Glu Tyr Arg Thr 

85 90 95 

He Ser Tyr Glu Gly Cys Met Thr Xaa Arg Phe Phe Leu His Phe Leu 

100 105 HO 

Ser Gly Ser Glu Met Val Leu Leu Leu Ala Met Ala He Asp Arg Xaa 

115 120 125 

Phe Ala lie Cys Lys Pro Leu His Tyr Lys Ser He Ala Ser Asp Leu 

130 135 140 

Leu Leu Ala Ser Trp Thr Met Asp Phe Met His Thr Met Ser Gin He 
145 150 155 160 

Val Leu Thr Val Thr Leu Pro Phe Cys Gly Leu Ser Val Val Asp He 

165 170 175 

Phe Val Cys Asp Val He Cys Leu Val He Lys Leu Ala Cys Thr Asp 

180 185 190 

Thr Tyr He Leu Glu Leu Xaa Val He Ala Asp Ser Gly Leu Leu Ser 

195 200 205 

Leu Leu Cys Phe Met Phe Leu Leu He Ser Tyr Ser Thr Val Leu He 

210 215 220 

He He Xaa His His Ser Ser Arg Gly Ser Ser Lys Thr Leu Ser Thr 
225 230 235 240 

Leu Ser Ala His He Met Val Val Val Leu Phe Phe Gly Ala Cys He 

2*S 250 255 

Phe Thr Cys Glu Arg Pro Phe Ser Thr Val Ser He Asp Ser Val Phe 

260 265 270 

Xaa Thr He Phe Ala Pro Leu Leu Asn Pro He He Tyr Thr Phe Arg 
275 280 285 
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Asn Asn Asp Met Lys Lys Ala Leu Arg Lys Met Lys lie Asn Phe Val 

290 295 300 

Ser Ser Arg Ser Thr Xaa Xaa Leu Lys Tyr Tyr Asn His Xaa Lys His 
305 310 315 320 

His His Tyr Cys Cys 
325 

<210> 1586 
<211> 312 
<212> PRT 

<213> Unknown (H38g503 protein) 
<220> 

<223> Synthetic construct 
<400> 1586 

Met Asp Glu Ala Asn His Ser Val Val Ser Glu Phe Val Phe Leu Gly 

1 5 10 15 . 

Leu Ser Asp Ser Arg Lys lie Gin Leu Leu Leu Phe Leu Phe Phe Ser 

20 25 30 

Val Phe Tyr Val Ser Ser Leu Met Gly Asn Leu Leu lie Val Leu Thr 

35 40 45 

Val Thr Ser Asp Pro Arg Leu Gin Ser Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser He He Asn Leu Val Phe Cys Ser Ser Thr Ala Pro Lys 
65 70 75 80 

Met He Tyr Asp Leu Phe Arg Lys His Lys Thr He Ser Phe Gly Gly 

85 90 95 

Cys Val Val Gin He Phe Phe He His Ala Val Gly Gly Thr Glu Met 

100 105 110 

Val Leu Leu He Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu His Tyr Leu Thr He Met Asn Pro Gin Arg Cys He Leu Phe 

130 135 140 

Leu Val He Ser Trp He He Gly He He His Ser Val He Gin Leu 
145 150 155 160 

Ala Phe Val Val Asp Leu Leu Phe Cys Gly Pro Asn Glu Leu Asp Ser 

165 170 175 

Phe Phe Cys Asp Leu Pro Arg Phe He Lys Leu Ala Cys He Glu Thr 

180 185 190 

Tyr Thr Leu Gly Phe Met Val Thr Ala Asn Ser Gly Phe He Ser Leu 

195 200 205 

Ala Ser Phe Leu He Leu He He Ser Tyr He Phe He Leu Val Thr 

210 215 220 

Val Gin Lys Lys Ser Ser Gly Gly He Phe Lys Ala Phe Ser Met Leu 
225 230 235 240 

Ser Ala His Val He Val Val Val Leu Val Phe Gly Pro Leu He Phe 

245 250 255 

Phe Tyr He Phe Pro Phe Pro Thr Ser His Leu Asp Lys Phe Leu Ala 

260 265 270 

He Phe Asp Ala Val He Thr Pro Val Leu Asn Pro Val He Tyr Thr 

275 280 285 

Phe Arg Asn Lys Glu Met Met Val Ala Met Arg Arg Arg Cys Ser Gin 

290 295 300 

Phe Val Asn Tyr Ser Lys He Phe 
305 310 

<210> 1587 
<211> 322 
<212> PRT 

<213> Unknown (H38g504 protein) 
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<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(322) 

<223> Xaa = Any Amino Acid 



<400> 1587 



Met 


Asn 


Arg 


Asp 


Asn 


Gin 


Ser 


Val 


Val 


Ser 


Glu 


Phe 


Val 


Leu 


Leu Gly 








-J 










10 










15 




Leu 


fc>er 


Asn 


Ser 
20 


Trp 




Tip 


Lys 


He 
25 


Phe 


Leu 


Phe 


Cys 


Phe 
30 


Ser 


Cys 


Leu 


Phe 


- J *■ 


Val 


Ser 


Gly 


Val 


Met 


Ala 


Asn 


Leu 


He 


Val 


Val 


Val 


He 






35 








40 










45 








val 


Thr 


Ser Asp 


- 

Pro 


Tyr 


Leu 


His 


Ser 


Ser 


Leu 


Tyr 


He 


Leu 


Leu 


Ala 




50 










c c 
3D 










60 










Asn 


Leu 


Ser 


Val 


lie 


Asp 


Leu 


Thr 


Phe 


Cys 


OCX 


He 


Ala 


Ala 


Arg 


Lys 


65 










70 










/ D 










80 


Met 


He 


Cys 


Asp 


He 


Phe 


Arg 


Lys 


Gin 


Lys 


Val 


He 


Ser 


Phe 


Trp 


Gly 








o c 
OD 










on 










95 




iCys 


Val 


Ala 


Gin 


He 


Pne 


Phe 


Ser 


His 


Ala 


Val 


Gly Gly Thr Glu Met 






100 










105 










110 






Val 


Leu 


Leu 
115 


He 


Ala 


Met 


Ala 


Phe 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


Val 


Cys 


Lys 


Pro 


Leu 
130 


His 


Tyr 


Leu 


Thr 


He 
135 


Met 


His 


Pro 


Arg 


Met 
140 


Cys 


He 


Leu 


He 


Leu 


Val 


Ala 


Ser 


Trp 


Ala 


He 


Gly Leu 


He 


His 


Ser 


Leu 


Val 


Gin 


Leu 


145 










150 










lDD 










160 


Ser 


Phe 


Val 


Val 


Asn 

tec 

lob 


Leu 


Pro 


Phe 


Cys 


j.y 

± 1 VJ 


Pro 


Asn 


Val 


Leu 


Asp 
175 


Ser 


Phe 


Tyr 


Cys 


Asp 


lie 


Pro 


Gin 


Leu 


He 


Lys 


Leu 


Ala 


Cys 


Thr 


Asn 


Thr 


i 




180 










185 










190 






Tyr 


Lys 


Leu 


Gin 


rue 


Mot- 


Val 


Thr 


Ala 


Asn 


Ser 


Gly 


Phe 


He 


Ser 


Leu 


195 










200 










205 








Ser 


Ala 
210 


Phe 


Phe 


Leu 


Leu 


He 
215 


Leu 


Ser 


Tyr 


He 


Phe 
220 


He 


Leu 


Ala 


Thr 


Leu 


Gin 


Lys 


His 


Ser 


Ser 


Gly Gly 


Ser 


Ser 


Lys 


Ala 


Val 


Ser 


Thr 


Leu 


225 








230 










235 










240 


Ser 


Ala 


His 


He 


Thr 
245 


Val 


Val 


Val 


Leu 


Phe 
250 


Phe 


Gly 


Pro 


Leu 


He 
255 


Phe 


Phe 


Tyr 


Val 


Trp 


Pro 


Ser 


Pro 


Pro 


Thr 


His 


Leu 


Asn 


Lys 


Phe 


Leu 


Ala 






260 










265 










270 






He 


Phe 


Asp 
275 


Ala 


He 


Phe 


Thr 


Pro 
280 


Phe 


Leu 


Asn 


Pro 


Val 
285 


He 


Tyr 


Thr 


Phe 


Arg 


Asn 


Arg 


Glu 


Met 


Lys 


He 


Ala 


He 


Arg 


Arg 


Val 


Phe 


Gly Gin 




290 










295 










300 










Phe 


Met 


Gly 


Phe 


Arg 


Lys 


Thr 


Thr 


Xaa 


Val 


Ala 


Leu 


Leu 


Lys 


His 


Arg 


305 










310 










315 










320 


He 


Ser 































<210> 1588 
<211> 291 
<212> PRT 

<213> Unknown (H38g505 protein) 
<220> 

<223> Synthetic construct 
<400> 1588 
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Met Val Gly Ala Asn His Ser Val Val Ser Glu Phe Val Phe Leu Gly 

15 10 is 

Leu Thr Asn Ser Trp Glu He Arg Leu Leu Leu Leu Val Phe Ser Ser 

20 25 30 

Met Phe Tyr Met Ala Ser Met Met Gly Asn Ser Leu He Leu Leu Thr 

35 40 45 

Val Thr Ser Asp Pro His Leu His Ser Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Phe He Asp Leu Gly Val Ser Ser Val Thr Ser Pro Lys 
65 70 75 80 

Met He Tyr Asp Leu Phe Arg Lys His Glu Val He Ser Phe Gly Gly 

85 90 95 

Cys He Ala Gin He Phe Phe He His Val He Gly Gly Val Glu Met 

100 105 no 

Val Leu Leu He Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu Gin Tyr Leu Thr He Met Ser Pro Arg Met Cys Met Phe Phe 

130 135 140 

Leu Val Ala Ala Trp Val Thr Gly Leu He His Ser Val Val Gin Leu 
I 45 150 155 160 

■ Val Phe Val Val Asn Leu Pro Phe Cys Gly Pro Asn Val Ser Asp Ser 

165 170 175 

Phe Tyr Cys Asp Leu Pro Arg Phe He Lys Leu Ala Cys Thr Asp Ser 

180 185 190 

Tyr Arg Leu Glu Phe Met Val Thr Ala Asn Ser Gly Phe He Ser Leu 

195 200 205 

Gly Ser Phe Phe He Leu He He Ser Tyr Val Val He He Leu Thr 

210 215 22.0 

Val Leu Lys His Ser Ser Ala Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 

Ser Ala His Val Ser Val Val Val Leu Phe Phe Gly Pro Leu He Phe 

245 250 255 

Val Tyr Thr Trp Pro Ser Pro Ser Thr His Leu Asp Lys Phe Leu Ala 

260 265 270 

He Phe Asp Ala Val Leu Thr Pro Val Leu Asn Pro lie He Tyr Thr 

275 280 285 

Phe Arg Asn 
290 

<210> 1589 
<211> 312 
<212> PRT 

<213> Unknown (H38g506 protein) 
<220> 

<223> Synthetic construct 
<400> 1589 

Met Asn Gly Met Asn His Ser Val Val Ser Glu Phe Val Phe Met Gly 

1 -5 10 15 

Leu Thr Asn Ser Arg Glu He Gin Leu Leu Leu Phe Val Phe Ser Leu 

20 25 30 

Leu Phe Tyr Phe Ala Ser Met Met Gly Asn Leu Val He Val Phe Thr 

35 40 45 

Val Thr Met Asp Ala His Leu His Ser Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser He He Asp Met Ala Phe Cys Ser He Thr Ala Pro Lys 
65 70 75 80 

Met He Cys Asp He Phe Lys Lys His Lys Ala He Ser Phe Arg Gly 

85 90 95 

Cys He Thr Gin He Phe Phe Ser His Ala Leu Gly Gly Thr Glu Met 
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100 




1 OS 

J. \J -> 








110 






Val 


Leu 


Leu 


He Ala 


Met Ala 


rfie nSp 






Ala 


He 


Cys 


Lvs 






115 






120 






125 






Phe 


Pro 


Leu 


His 


Tyr Leu 


mv, ti a 

inr lie 


Mat- Cot* 

wet otsi 


XT X V/ 


Arg Met 


Cvs 


Leu 


Tvr 


130 




i j j 






140 










Leu 


Ala 


Thr 


Ser Ser 


lie lie 


Gly Leu 


Tip 

lie 


nib ocl 


Leu 


Val 


Gin 


Leu 


145 






1 du 






155 








160 


Val 


Phe 


Val 


Val Asp 


Lieu riO 


Jrne Lyo 




Pro Asn 


He 


Phe 


Asp 


Ser 






ICC 

lob 






170 








175 




Phe 


Tyr 


Cys 


Asp Leu 


Pro Arg 


Leu Leu 


Arg 


Leu Ala 




Thr 


Asn 


Thr 




180 




185 








190 






Gin 


Glu 


Leu 


Glu Phe 


Met Val 


Thr Val 


Asn 


Ser Gly 


Leu 


He 


Ser 


Val 




195 






200 






205 








Gly 


C* — . v 


Phe 


Val Leu 


Leu Val 


He Ser 


Tyr 


He Phe 


Tip 
lie 


T .on 


Phe 


Thr 


210 






2lo 






220 










Val 


Trp 


Lys 


His Ser 


Ser Gly 


Gly Leu Ala Lys Ala 




Ser 


Thr 


Leu 


225 




O *i f\ 






235 








240 


Ser 


Ala 


His 


Val Tnr 


vai vax 


He Leu 


Phe 


Phe Gly 


Pro 


Leu 


Met 


Phe 






24b 






250 








255 




Phe 


Tyr 


Thr 


Trp Pro 


Ser Pro 


Thr Ser 


His 


Leu Asp 


Lys 


Tyr 


Leu 


Ala 






260 




265 








270 






He 


Phe 


Asp 


Aia rne 


Tl a TVlT- 


Pro Phe 


Leu 


Asn Pro 


Val 


He 


Tyr 


Thr 






275 






280 






285 








Phe 


Arg 


Asn 


Lys Asp 


Met Lys 


Val Ala 


Met 


Arg Arg 


Leu 


Cvs 


Ser 


Arg 




290 






295 






300 










Leu 


Ala 


His 


Phe Thr 


Lys He 


Leu 








• 






305 








310 
















<210> 1590 




















<211> 327 




















<212> PRT 




















<213> Unknown (H3 8g507 protein) 














<220> 






















<223> Synthetic construct 
















<221> VARIANT 


















<222> (1) . . 


. (327) 


















<223> Xaa = 


Any Amino Acid 
















<400> 1590 


















Thr 


Met 


Glu 


Gin 


Arg Lys 


Asn Val 


Thr Glu 


Phe 


Val Leu 


Val 


Gly 


Leu 


1 






5. 






10 








15 


He 


Gin 


Ser 


Pro Gin Gly 


Gin Lys 


He Leu 


Phe 


Leu Val 


Phe 


Leu 


Leu 








20 




25 








30 






Tyr 


Val 


Val 


Thr Met 


Val Gly 


Asn He 


Phe 


He Val 


Val 


Thr 


Val 


Val 




35 






40 






45 








Val 


Ser 


Pro 


Thr Leu 


Gly Cys 


Pro Met 


Tyr 


Phe Phe 


Leu Gly Tyr 


Leu 




50 






55 






60 








He 


Ser 


Phe 


Met 


Asp Ala 


Val His 


Ser Thr 


Thr 


Val Thr 


Pro 


Asn 


Met 


65 






70 






75 








80 


He 


Asp 


Leu 


Leu Tyr 


Glu Lys 


Lys Thr 


He 


Ser Phe 


Gin 


Ala 


Cys 


He 






85 






90 








95 




Thr 


Gin 


He 


Phe He 


Gly His 


Leu Phe 


Gly 


Gly Ala 


Glu 


He 


Leu 


Leu 








100 




105 








110 






Leu 


Val 


Val 


Met Ala 


Tyr Asp 


Gly Tyr 


Val 


Thr He 


Cys 


Lys 


Pro 


Leu 






115 






120 






125 








His 


Tyr 


Leu 


Thr He 


Met Asn 


Gin Arg 


Val 


Cys He 


Leu 


Leu 


Leu 


Leu 




130 






135 






140 










Leu 


Ala 


Trp 


Ala Gly 


Gly Phe 


Leu His 


Ala 


Val Val 


Gin 


Leu 


Leu 


Phe 


145 






150 






155 








160 



850 

BNSDOCID: <WO 0127158A2J_> 



WO 01/27158 



PCT/US00/27582 



Val Tyr Asn Leu Pro Phe Cys Gly Pro Asn Val lie Asp His Phe He 

165 170 175 

Cys Asp Met Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asp Thr Tyr Val 

160 185 190 

Thr Gly Leu Thr Val Val Ala Asn Asp Gly Ala He Cys Val Val He 

195 200 205 

Phe Met Leu Leu Leu Phe Ser Tyr Gly Val He Leu His Ser Leu Lys 

210 215 220 

Asn Leu Ser Gin Glu Gly Arg His Lys Ala Leu Ser Thr Cys Gly Ser 
225 2 30 235 240 

His He Thr Val Val He Leu Phe Phe Val Pro Cys He Phe Met Tyr 

2 « 250 255 

Val Arg Pro Pro Leu Thr Leu Pro He Asp Lys Ser Leu Thr Val Phe 

2 60 265 270 

Tyr Thr Val He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 

2 ?5 280 285 

Asn Ala Glu Met Lys Asn Ala Met Lys Lys Leu Trp Thr Arg Lys Arg 

290 295 300 

Lys Xaa Gly Gly Asp Lys Cys He He Tyr Phe Gin Xaa Arg Val Ala 
305 310 315 ~ 320 

Pro Ser Arg Lys Ala He Cys 
325 • 

<210> 1591 
<211> 306 
<212> PRT 

<213> Unknown (H38g508 protein) 
<220> 

<223> Synthetic construct 
<400> 1591 

Met Asn Leu Lys Asn Gly Ser Leu Val Thr Glu Phe He Leu Leu Gly 

1 5 10 15 

Phe Phe Gly Arg Trp Glu Leu Gin He Phe Phe Phe Val Thr Phe Ser 

2 <> 25 30 

Leu He Tyr Gly Ala Thr Val Val Gly Asn He Leu He Met Val Thr 

35 40 45 

Val Thr Cys Ser Ser Thr Leu His Ser Pro Leu Tyr Phe Leu Leu Gly 

50 55 60 

Asn Leu Ser Phe Leu Asp Met Cys Leu Ser Thr Ala Thr Thr Pro Lys 
65 70 75 80 

Met Asp His Lys Thr He Ser Val Trp Gly Cys Val Thr Gin Lys Phe 

85 90 95 

Phe Met His Phe Phe Gly Ser Ala Glu Met Thr Leu Leu He He Met 

100 105 no 

Ala Phe Asp Arg Tyr Val Ala He Cys Lys Pro Leu His Tyr Arg Thr 

115 120 125 

He Met Ser His Lys Leu Leu Lys Gly Phe Ala He Leu Ser Trp He 

130 135 140 

He Gly Phe Leu His Ser He Ser Gin He Val Leu Thr Met Asn Leu 
145 150 155 160 

Pro Phe Cys Gly His Asn Val He Asn Asn He Phe Cys Asp Leu Pro 

165 170 " 175 

Leu Val He Lys Leu Ala Cys He Glu Thr Tyr Thr Leu Glu Leu Phe 

180 185 190 

Val He Ala Asp Ser Gly Leu Leu Ser Phe Thr Cys Phe He Leu Leu 

195 200 205 

Leu Val Ser Tyr He Val He Leu Val Ser Val Pro Lys Lys Ser Ser 

2 10 215 220 

His Gly Leu Ser Lys Ala Leu Ser Thr Leu Ser Ala His He He Val 
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225 230 235 240 

Val Thr Leu Phe Phe Gly Pro Cys He Phe He Tyr Val Trp Pro Phe 

245 250 255 

Ser Ser Leu Ala Ser Asn Lys Thr Leu Ala Val Phe Tyr Thr Val He 

260 265 270 

Thr Pro Leu Leu Asn Pro Ser He Tyr Thr Leu Arg Asn Lys Lys Met 

275 280 285 

Gin Glu Ala He Arg Lys Leu Arg Phe Gin Tyr Val Ser Ser Ala Gin 

290 295 300 

Asn Phe 
305 

<210> 1592 
<211> 336 
<212> PRT 

<213> Unknown (H3 8g509 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . (336) 

<223> Xaa = Any Amino Acid 

<400> 1592 

Ser Thr Asp Pro Gin Asn Leu Thr Asp Val Ser He Phe Leu Leu Leu 

15 10 15 

Gly Thr Ser Glu Asp Pro Glu Xaa Gin Pro Val Leu Ala Gly Leu Phe 

20 25 30 

Leu Ser Met Cys Leu Val Thr Val Leu .Gly Asn Leu Leu He He Leu 

35 40 45 

Ala Val Ser Pro Asp Ser His Leu His Thr Pro Met Tyr He Phe Phe 

50 55 60 

Ser Asn Leu Ser Leu Pro Asp He Gly Phe Thr Ser Thr Thr Val Pro 
65 70 75 80 

Lys Met Thr Val Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala 

85 90 95 

Gly Cys Leu Thr Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu 

100 105 HO 

Glu Asn Met Phe Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He 

115 120 — 125 

Cys His Pro Leu Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly 

130 135 140 

Phe Leu Val Leu Leu Ser Phe Phe Phe Ser Leu Ser Leu Leu Asp Val 
145 150 155 160 

Gin Leu Arg Asn Leu He Ala Leu Gin Met Thr Cys Phe Lys Asp Val 

165 170 175 

Glu He Pro Asn Phe Phe Trp Asp Pro Ser Gin Leu Pro His Leu Ala 

180 185 190 

Cys Cys Asp Thr Phe Thr Asn Asn He He Leu Tyr Phe Pro Ala Ala 

195 200 205 

He Phe Gly Phe Leu Pro He Leu Gly Thr Leu Phe Ser Tyr Tyr Lys 

210 215 220 

He Val Phe Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys 
225 230 235 240 

Ala Phe Ser Thr Cys Val Ser His Leu Ser Val Val Cys Xaa Phe Tyr 

245 250 255 

Gly Thr Gly Val Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro 

260 265 270 

Arg Lys Ala Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met 
275 280 285 
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Leu Asn Pro Phe lie Tyr Ser Leu Arg Asn Arg Asp lie Lys Ser Val 

290 295 300 

Leu Arg Arg Pro His Ser Ser Thr Val Xaa Ser Xaa Tyr Leu Leu lie 
305 310 315 320 

Cys Ser He Pro Phe Val Val Trp Val Lys Lys Gly Ser Lys Val Lys 
325 330 " 335 

<210> 1593 
<211> 319 
<212> PRT 

<213> Unknown (H3 8g510 protein) 
<220> 

<223> Synthetic construct 
<400> 1593 

Met Met Glu He Ala Asn Val Ser Ser Pro Glu Val Phe Val Leu Leu 

1 5 10 15 

Gly Phe Ser Thr Arg Pro Ser Leu Glu Thr Val Leu Phe He Val Val 

20 25 30 

Leu Ser Phe Tyr Met Val Ser He Leu Gly Asn Gly He He He Leu 

35 40 45 

Val Ser His Thr Asp Val His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ala Asn Leu Pro Phe Leu Asp Met Ser Phe Thr Thr Ser He Val Pro 
6 5 70 75 80 

Gin Leu Leu Ala Asn Leu Trp Gly Pro Gin Lys Thr He Ser Tyr Gly 

85 90 95 

Gly Cys Val Val Gin Phe Tyr He Ser His Trp Leu Gly Ala Thr Glu 

100 105 HO 

Cys Val Leu Leu Ala Thr Met Ser Tyr Asp Arg Tyr Ala Ala He Cys 

115 120 125 

Arg Pro Leu His Tyr Thr Val He Met His Pro Gin Leu Cys Leu Gly 

130 135 140 

Leu Ala Leu Ala Ser Trp Leu Gly Gly Leu Thr Thr Ser Met Val Gly 
145 150 155 160 

Ser Thr Leu Thr Met Leu Leu Pro Leu Cys Gly Asn Asn Cys He Asp 

165 170 175 

His Phe Phe Cys Glu Met Pro Leu He Met Gin Leu Ala Cys Val Asp 

180 185 190 

Thr Ser Leu Asn Glu Met Glu Met Tyr Leu Ala Ser Phe Val Phe Val 

195 200 205 

Val Leu Pro Leu Gly Leu He Leu Val Ser Tyr Gly His He Ala Arg 

210 215 220 

Ala Val Leu Lys He Arg Ser Ala Glu Gly Arg Arg Lys Ala Phe Asn 
22 5 230 235 240 

Thr Cys Ser Ser His Val Ala Val Val Ser Leu Phe Tyr Gly Ser He 

245 250 ~ 255 

He Phe Met Tyr Leu Gin Pro Ala Lys Ser Thr Ser His Glu Gin Gly 

260 265 270 

Lys Phe He Ala Leu Phe Tyr Thr Val Val Thr Pro Ala Leu Asn Pro 

275 280 285 

Leu He Tyr Thr Leu Arg Asn Thr Glu Val Lys Ser Ala Leu Arg His 

290 295 300 

Met Val Leu Glu Asn Cys Cys Gly Ser Ala Gly Lys Leu Ala Gin 
305 310 315 

<210> 1594 
<211> 304 
<212> PRT 

<213> Unknown (H38g511 protein) 
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<220> 

<223> Synthetic construct 
<400> 1594 

Met Glu Arg Ala Asn His Ser Val Val Ser Glu Phe He Leu Leu Gly 

1^5 10 ' 15 

Leu Ser Lys Ser Gin Asn Leu Gin He Leu Phe Phe Leu Gly Phe Ser 

20 25 30 

Val Val Phe Val Gly He Val Leu Gly Asn Leu Leu He Leu Val Thr 

35 40 45 

Val Thr Phe Asp Ser Leu Leu His Thr Pro Met Tyr Phe Leu Leu Ser 

50 55 60 

Asn Leu Ser Cys He Asp Met He Leu Ala Ser Phe Ala Thr Pro Lys 
65 70 75 80 

Met He Val Asp Phe Leu Arg Glu Arg Lys Thr He Ser Trp Trp Gly 

85 90 95 

Cys Tyr Ser Gin Met Phe Phe Met His Leu Leu Gly Gly Ser Glu Met 

100 105 HO 

Met Leu Leu Val Ala Met Ala He Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu His Tyr Met Thr He Met Ser Pro Arg Val Leu Thr Gly Leu 
! 130 135 140 

Leu Leu Ser Ser Tyr Ala Val Gly Phe Val His Ser Ser Ser Gin Met 
145 150 155 160 

Ala Phe Met Leu Thr Leu Pro Phe Cys Gly Pro Asn Val He Asp Ser 

165 170 175 

Phe Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys Lys Asp Thr 

180 185 190 

Tyr He Leu Gin Leu Leu Val He Ala Asp Ser Gly Leu Leu Ser Leu 

195 200 205 

Val Cys Phe Leu Leu Leu Leu Val Ser Tyr Gly Val He He Phe Ser 

210 215 220 

Val Arg Tyr Arg Ala Ala Ser Arg Ser Ser Lys Ala Phe Ser Thr Leu 
225 230 235 240 

Ser Ala His He Thr Val Val Thr Leu Phe Phe Ala Pro Cys Val Phe 

245 250 255 

He Tyr Val Trp Pro Phe Ser Arg Tyr Ser Val Asp Lys He Leu Ser 

260 265 270 

Val Phe Tyr Thr He Phe Thr Pro Leu Leu Asn Pro He He Tyr Thr 

275 280 285 

Leu Arg Asn Gin Glu Val Lys Ala Ala He Lys Lys Arg Leu Cys He 
290 295 300 

<210> 1595 
<211> 321 
<212> PRT 

<213> Unknown (H38g512 protein) 
<220> 

<223> Synthetic construct 
<400> 1595 

Met Val Asn Leu Thr Ser Met Ser Gly Phe Leu Leu Met Gly Phe Ser 

15 10 15 

Asp Glu Arg Lys Leu Gin He Leu His Ala Leu Val Phe Leu Val Thr 

20 25 30 

Tyr Leu Leu Ala Leu Thr Gly Asn Leu Leu He He Thr He lie Thr 

35 40 45 

Val Asp Arg Arg Leu His Ser Pro Met Tyr Tyr Phe Leu >Lys His Leu 
50 55 60 
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Ser Leu Leu Asp Leu Cys Phe lie Ser Val Thr Val Pro Gin Ser lie 

65 70 75 80 

Ala Asn Ser Leu Met Gly Asn Gly Tyr lie Ser Leu Val Gin Cys lie 

85 90 95 

Leu Gin Val Phe Phe Phe He Ala Leu Ala Ser Ser Glu Val Ala He 

100 105 no 

Leu Thr Val Met Ser Tyr Asp Arg Tyr Ala Ala He Cys Gin Pro Leu 

H5 120 125 

His Tyr Glu Thr He Met Asp Pro Arg Ala Cys Arg His Ala Val He 

130 135 140 

Ala Val Trp He Ala Gly Gly Leu Ser Gly Leu Met His Ala Ala He 

145 150 155 160 

Asn Phe Ser He Pro Leu Cys Gly Lys Arg Val He His Gin Phe Phe 

165 170 175 

Cys Asp Val Pro Gin Met Leu Lys Leu Ala Cys Ser Tyr Glu Phe He 

180 185 190 

Asn Glu He Ala Leu Ala Ala Phe Thr Thr Ser Ala Ala Phe He Cys 

195 200 205 

Leu He Ser He Val Leu Ser Tyr He Arg He Phe Ser Thr Val Leu 

210 215 220 

• Arg He Pro Ser Ala Glu Gly Arg Thr Lys Val Phe Ser Thr Cys Leu 

225 230 235 240 

Pro His Leu Phe Val Ala Thr Phe Phe Leu Ser Ala Ala Gly Phe Glu 

245 250 255 

Phe Leu Arg Leu Pro Ser Asp Ser Ser Ser Thr Val Asp Leu Val Phe 

260 265 270 

Ser Val Phe Tyr Thr Val He Pro Pro Thr Leu Asn Pro Val He Tyr 

275 280 . 285 

Ser Leu Arg Asn Asp Ser Met Lys Ala Ala Leu Arg Lys Met Leu Ser 

290 295 300 

Lys Glu Glu Leu Pro Gin Arg Lys Met Cys Leu Lys Ala Met Phe Lys 

305 310 315 320 

Leu 



<210> 1596 
<211> 310 
<212> PRT 

<213> Unknown (H38g513 protein) 
<220> 

<223> Synthetic construct 
<400> 1596 

Met Asp Pro Gin Asn Tyr Ser Leu Val Ser Glu Phe Val Leu His Gly 

15 io 15 

Leu Cys Thr Ser Arg His Leu Gin Asn Phe Phe Phe He Phe Phe Phe 

20 25 30 

Gly Val Tyr Val Ala He Met Leu Gly Asn Leu Leu He Leu Val Thr 

35 40 45 

Val He Ser Asp Pro Cys Leu His Ser Ser Pro Met Tyr Phe Leu Leu 

50 55 60 

Gly Asn Leu Ala Phe Leu Asp Met Trp Leu Ala Ser Phe Ala Thr Pro 
65 70 75 80 

Lys Met He Arg Asp Phe Leu Ser Asp Gin Lys Leu He Ser Phe Gly 

85 90 95 

Gly Cys Met Ala Gin He Phe Phe Leu His Phe Thr Gly Gly Ala Glu 

100 105 110 

Met Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

H5 120 125 

Lys Pro Leu His Tyr Met Thr Leu Met Ser Trp Gin Thr Cys He Arg 
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130 










135 










140 








Gin 


LeU 


Val 


Leu 


Ala 


Ser 


Trp 


Val 


Val 


Gly 


Phe 


Val 


His 


Ser 


He 


Ser 


145 










150 










155 








Val 


160 




Ala 


Phe 


Thr 


Val 


Asn 


Leu 


Pro 


Tyr 


Cys 


Gly 


Pro 


Asn 


Glu 


Asp 






165 










170 










175 




S6r 


Phe 


Phe 


Cys 


Asp 


Leu 


Pro 


Leu 


Val 


He 


Lys 


Leu 


Ala 


Cys 


Met 


Asp 






180 










185 










190 








xyx 


Val 


Leu Gly 


He 


He 


Met 


He 


Ser 


Asp 


Ser 


Gly 


Leu 


Leu 


Ser 




195 










200 










205 








T .oil 


SGI" 




Phe 


Leu 


Leu 


Leu 


Leu 


He 


Ser Tyr 


Thr 


Val 


He 


Leu 


Leu 




210 








215 










220 








Thr 


Ala 

nla 


Tip 


Arg 


Gin 


Arg 


Ala 


Ala 


Gly 


Ser 


Thr 


Ser 


Lys 


Ala 


Leu 


Ser 


225 








230 










235 










240 


Cys 


Ser 


Ala 


His 


He 


Met 


Val 


Val 


Thr 


Leu 


Phe 


Phe 


Gly 


Pro 


Cys 


He 








245 










250 










255 




Phe 


Val 


Tyr 


Val 


Arg 


Pro 


Phe 


Ser 


Arg 


Phe 


Ser 


Val 


Asp 


Lys 


Leu 


Leu 






260 










265 










270 


He 




Ser 


Val 


Phe 


Tyr 


Thr 


lie 


Phe 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


lie 


Tyr 






275 








280 










285 








Thr 


Leu 


Arg 


Asn 


Glu 


Glu 


Met 


Lys 


Ala 


Ala 


Met 


Lys 


Lys 


Leu 


Gin Asn 




290 








295 










300 










Arg 


Arg 


Val 


Thr 


Phe 


Gin 























305 310 

<210> 1597 
<211> 319 
<212> PRT 

<213> Unknown (H38g514 protein) 
<220> 

<223> Synthetic construct 
<400> 1597 

Met Glu Arg Lys Asn Gin Thr Ala He Thr Glu Phe He He Leu Gly 

1 5 10 15 

Phe Ser Asn Leu Asn Glu Leu Gin Phe Leu Leu Phe Thr He Phe Phe 

20 25 30 

Leu Thr Tyr Phe Cys Thr Leu Gly Gly Asn He Leu He He Leu Thr 

35 40 45 

Thr Val Thr Asp Pro His Leu His Thr Pro Met Tyr Tyr Phe Leu Gly 

50 55 60 

Asn Leu Ala Phe He Asp He Cys Tyr Thr Thr Ser Asn Val Pro Gin 
65 70 75 80 

Met Met Val His Leu Leu Ser Lys Lys Lys Ser He Ser Tyr Val Gly 

85 90 95 

Cys Val Val Gin Leu Phe Ala Phe Val Phe Phe Val Gly Ser Glu Cys 

100 105 HO 

Leu Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr He Ala He Cys Asn 

115 120 125 

Pro Leu Arg Tyr Ser Val He Leu Ser Lys Val Leu Cys Asn Gin Leu 

130 135 140 

Ala Ala Ser Cys Trp Ala Ala Gly Phe Leu Asn Ser Val Val His Thr 
145 150 155 160 

Val Leu Thr Phe Cys Leu Pro Phe Cys Gly Asn Asn Gin He Asn Tyr 

165 170 175 

Phe Phe Cys Asp He Pro Pro Leu Leu He Leu Ser Cys Gly Asn Thr 

180 185 190 

Ser Val Asn Glu Leu Ala Leu Leu Ser Thr Gly Vai Fhe He Gly Trp 

195 200 205 

Thr Pro Phe Leu Cys He Val Leu Ser Tyr He Cys He He Ser Thr 
210 215 220 
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lie Leu Arg lie Gin Ser Ser Glu Gly Arg Arg Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Ala lie Val Phe Leu Phe Tyr Gly Ser Ala He 

245 250 " 255 

Phe Thr Tyr Val Arg Pro He Ser Thr Tyr Ser Leu Lys Lys Asp Arg 

260 265 270 

Leu Val Ser Val Leu Tyr Ser Val Val Thr Pro Met Leu Asn Pro He 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Asp He Lys Glu Ala Val Lys Thr He 

290 295 300 

Gly Ser Lys Trp Gin Pro Pro He Ser Ser Leu Asp Ser Lys Leu 
305 310 315 

<210> 1598 
<211> 303 
<212> PRT 

<213> Unknown (H38g515 protein) 
<220> 

<223> Synthetic construct 
<400> 1598 

Met Arg Glu Phe Phe Leu Ser Gly Phe Ser Gin Thr Pro Ser He Glu 

1 5 10 15 

Ala Gly Leu Phe Val Leu Phe Leu Phe Phe Tyr Met Ser lie Trp Val 

20 25 30 

Gly Asn Val Leu He Met Val Thr Val Ala Ser Asp Lys Tyr Leu Asn 

35 40 45 

Ser Ser Pro Met Tyr Phe Leu Leu Gly Asn Leu Ser Phe Leu Asp Leu 

50 55 60 

Cys Tyr Ser Thr Val Thr Thr Pro Lys Leu Leu Ala Asp Phe Phe Asn 
65 70 75 80 

Hxs Glu Lys Leu He Ser Tyr Asp Gin Cys He Val Gin Leu Phe Phe 

85 90 95 

Leu His Phe Val Gly Ala Ala Glu Met Phe Leu Leu Thr Val Met Ala 

100 105 110 

Tyr Asp Arg Tyr Val Ala He Cys Arg Pro Leu His Tyr Thr Thr Val 

115 120 125 

Met Ser Arg Gly Leu Cys Cys Val Leu Val Ala Ala Ser Trp Met Glv 

130 135 140 

Gly Phe Val His Ser Thr Val Gin Thr He Leu Thr Val His Leu Pro 
145 150 155. 160 

Phe Cys Gly Pro Asn Gin Val Glu Asn Phe Phe Cys Asp Val Pro Pro 

165 170 175 

Val He Lys Leu Ala Cys Ala Asp Thr Phe Val He Glu Leu Leu Met 

180 185 190 

Val Ser Asn Ser Gly Leu lie Ser Thr He Ser Phe Val Val Leu He 

195 200 205 

Ser Ser Tyr Thr Thr He Leu Val Lys He Arg Ser Lys Glu Gly Arg 

210 215 220 

Arg Lys Ala Leu Ser Thr Cys Ala Ser His Leu Met Val Val Thr Leu 
225 230 235 240 

Phe Phe Gly Pro Cys He Phe He Tyr Ala Arg Pro Phe Ser Thr Phe 

245 250 255 

Ser Val Asp Lys Met Val Ser Val Leu Tyr Asn Val He Thr Pro Met 

260 265 270 

Leu Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Glu Val Lys Ser Ala 

275 280 285 

Met Gin Lys Leu Trp Val Arg Asn Gly Leu Thr Trp Lys Lys Gin 
290 295 300 
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<210> 1599 
<211> 315 
<212> PRT 

<213> Unknown (H38g516 protein) 
<220> 

<223> Synthetic construct 
<400> 1599 

Met Glu Asn Val Thr Thr Met Asn Glu Phe Leu Leu Leu Gly Leu Thr 

1 5 10 15 

Gly Val Gin Glu Leu Gin Pro Phe Phe Phe Gly He Phe Leu He He 

20 25 30 

TH/r Leu II** Asn Leu He Glv Asn Gly Ser He Leu Val Met Val Val 

35 40 45 

Leu Glu Pro Gin Leu His Ser Pro Met Tyr Phe Phe Leu Gly Asn Leu 

50 55 60 

Ser Cys Leu Asp He Ser Tyr Ser Ser Val Thr Leu Pro Lys Leu Leu 
65 70 75 80 

Val Asn Leu Val Cys Ser Arg Arg Ala He Ser Phe Leu Gly Cys He 

85 90 95 

Thr Gin Leu His Phe Phe His Phe Leu Gly Ser Thr Glu Ala He Leu 
' 100 105 HO 

Leu Ala He Met Ala Phe Asp Arg Phe Val Ala He Cys Asn Pro Leu 

115 120 125 

Arg Tyr Thr Val He Met Asn Pro Gin Val Cys He Leu Leu Ala Ala 

130 135 140 

Ala Ala Trp Leu He Ser Phe Phe Tyr Ala Leu Met His Ser Val Met 
145 150 155 160 

Thr Ala His Leu Ser Phe Cys Gly Ser Gin Lys Leu Asn His Phe Phe 

165 170 175 

Tyr Asp Val Lys Pro Leu Leu Glu Leu Ala Cys Ser Asp Thr Leu Leu 

180 185 190 

Asn Gin Trp Leu Leu Ser He Val Thr Gly Ser He Ser Met Gly Ala 

195 200 205 

Phe Phe Leu Thr Leu Leu Ser Cys Phe Tyr Val He Gly Phe Leu Leu 

210 215 220 

Phe Lys Asn Arg Ser Cys Arg He Leu His Lys Ala Leu Ser Thr Cys 
225 230 235 240 

Ala Ser His Phe Met Val Val Cys Leu Phe Tyr Gly Pro Val Gly Phe 

245 250 255 

Thr Tyr He Arg Pro Ala Ser Ala Thr Ser Met He Gin Asp Arg He 

260 265 270 

Met Ala He Met Tyr Ser Ala Val Thr Pro Val Leu Asn Pro Leu He 

275 280 285 

Tyr Thr Leu Arg Asn Lys Glu Val Met Met Ala Leu Lys Lys He Phe 

290 295 300 

Gly Arg Lys Leu Phe Lys Asp Trp Gin Gin His 
305 ■ 310 315 

<210> 1600 
<211> 322 
<212> PRT 

<213> Unknown (H38g517 protein) 
<220> 

<223> Synthetic construct 
<400> 1600 

Met Asn Glu Thr Asn His Ser Arg Val Thr Glu Phe Val Leu Leu Gly 
! 5 10 15 
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Leu Ser Ser Ser Arg Glu Leu Gin Pro Phe Leu Phe Leu Thr Phe Ser 

20 25 30 

Leu Leu Tyr Leu Ala He Leu Leu Gly Asn Phe Leu He He Leu Thr 

35 40 45 

Val Thr Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Phe He Asp Val Cys Val Ala Ser Phe Ala Thr Pro Lys 
65 70 75 80 

Met He Ala Asp Phe Leu Val Glu Arg Lys Thr He Ser Phe Asp Ala 

85 90 95 

Cys Leu Ala Gin He Phe Phe Val His Leu Phe Thr Gly Ser Glu Met 

100 105 no 

Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu His Tyr Met Thr Val Met Ser Arg Arg Val Cys Val Val Leu 

130 135 140 

Val Leu He Ser Trp Phe Val Gly Phe He His Thr Thr Ser Gin Leu 
145 150 155 160 

Ala Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn Lys Val Asp Ser 

165 170 175 

iPhe Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala Cys He Asp Thr 

180 185 190 

Tyr Val Val Ser Leu Leu He Val Ala Asp Ser Gly Phe Leu Ser Leu 

195 200 205 

Ser Ser Phe Leu Leu Leu Val Val Ser Tyr Thr Val He Leu Val Thr 

210 215 220 

Val Arg Asn Arg Ser Ser Ala Ser Met Ala Lys Ala Arg Ser Thr Leu 
225 230 235 240 

Thr Ala His He Thr Val Val Thr Leu Phe Phe Gly Pro Cys He Phe 

245 250 255 

He Tyr Val Trp Pro Phe Ser Ser Tyr Ser Val Asp Lys Val Leu Ala 

260 265 270 

Val Phe Tyr Thr He Phe Thr Leu He Leu Asn Pro Val He Tyr Thr 

275 280 285 

Leu Arg Asn Lys Glu Val Lys Ala Ala Met Ser Lys Leu Lys Ser Arg 

290 295 300 

Tyr Leu Lys Pro Ser Gin Val Ser Val Val He Arg Asn Val Leu Phe 
305 310 315 320 

Leu Glu 



<210> 1601 
<211> 197 
<212> PRT 

<213> Unknown (H38g518 protein) 
<220> 

<223> Synthetic construct 
<400> 1601 

Glu Arg Leu Leu Leu Pro Met Tyr Cys Phe Leu Thr He Leu Ser Ala 

1 5 10 15 

Thr Asp Leu Gly Leu Ser He Ser Thr Leu Val Thr Met Leu Ser He 

20 25 30 

Phe Trp Phe Asn Val Arg Glu He Ser Phe Asn Ala Cys Leu Ser His 

35 40 45 

Met Phe Phe He Lys Phe Phe Thr Val Met Glu Ser Ser Val Leu Leu 

50 55 60 

Ala Met Ala Phe Asp Arg Phe Val Ala Val Ser Asn Pro Leu Arg Tyr 
65 70 75 80 

Ala Met He Leu Thr Asp Ser Arg He Ala Gin He Gly Val Ala Ser 
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O J 










90 


Val 


Ti- 
ne 


Arg 


Vj±y 




Leu 


Met 


Leu 


Thr 


Pro Met Val 






100 










105 


Leu His His 


Arg 


Leu 


Ser 


Tyr 


Cys 


nib 






Val 




115 










120 




Thr Asp Ala 


His 


Fro 


Asp 


vai 




Lys 


Phe 


Ser 


Cys 




130 








135 






140 


Ala 


vai 




■ 

Leu 


TVi-r 

X XXX 


Ala 


Met 


Phe 


Ser Thr Val Gly 


145 








150 








155 


Leu 


lie 


Leu 


Leu 


Ser 
165 


Tyr 


Val 


Leu 


He 


He Arg Thr 
170 


Ala 


Ser 


Pro 


Glu 
180 


Glu 


Arg 


Arg 


Lys 


Pro 
185 


Phe Ser Thr 


lie 


Gly 


Gly 


Phe 


Cys 














195 

















95 

Ala Leu Le\ 

110 
Ser Tyr Cyj 
125 



160 

Leu Asn Val 

175 
Val Ser His 
190 



<210> 1602 
<211> 313 
<212> PRT 

<213> Unknown (H3 8g519 protein) 
<220> 

<223> Synthetic construct 
<400> 1602 

Met Ser Pro Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Gly 

i 5 10 15 

Leu Pro He Arg Pro Glu Gin Gin Ala Val Phe Phe Thr Leu Phe Leu 

20 25 30 

Gly Met Tyr Leu Thr Thr Val Leu Gly Asn Leu Leu He Met Leu Leu 

35 40 45 

He Gin Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

His Leu Ala Leu Thr Asp He Ser Phe Ser Ser Val Thr Val Pro Lys 
65 70 75 80 

Met Leu Met Asp Met Arg Thr Lys Tyr Lys Ser He Leu Tyr Glu Glu 

85 90 95 

Cys He Ser Gin Met Tyr Phe Phe He Phe Phe Thr Asp Leu Asp Ser 

100 105 HO 

Phe Leu He Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr Thr Val He Met Arg Glu Glu Leu Cys Val Phe Leu 

130 135 140 

Val Ala Val Ser Trp He Leu Ser Cys Ala Ser Ser Leu Ser His Thr 
145 150 155 160 

Leu Leu Leu Thr Arg Leu Ser Phe Cys Ala Ala Asn Thr He Pro His 

165 170 175 

Val Phe Cys Asp Leu Ala Ala Leu Leu Lys Leu Ser Cys Ser Asp He 

180 185 190 

Phe Leu Asn Glu Leu Val Met Phe Thr Val Gly Val Val Val He Thr 

195 200 205 

Leu Pro Phe Met Cys He Leu Val Ser Tyr Gly Tyr He Gly Ala Thr 

210 215 220 

He Leu Arg Val Pro Ser Thr Lys Gly He His Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Tyr Tyr Gly Ser He Phe 

245 250 255 

Gly Gin Tyr Leu Phe Pro Thr Val Ser Ser Ser He Asp Lys Asp Val 

260 265 270 

He Val Ala Leu Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 
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lie Tyr Ser Leu Arg Asn Arg Asp Met Lys Glu Ala Leu Gly Lys Leu 

290 295 300 

Phe Ser Arg Ala Thr Phe Phe Ser Trp 
305 310 

<210> 1603 
<211> 196 
<212> PRT 

<213> Unknown (H38g520 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (196) 

<223> Xaa = Any Amino Acid 

<400> 1603 

Arg Leu Leu Leu Pro Met Tyr Phe Phe Leu Gly Asn Leu Ser Leu Leu 

{ Asp Leu Cys Leu Pro Ser lie Pro Val Pro Lys Met Leu Gin Asn Leu 

20 25 30 

Leu Thr Gin Arg Xaa Thr lie Ser Met Trp Tyr Cys He Val Gin Ser 

35 40 45 

Phe Phe Leu He Phe Ser Gly Ser Thr Glu Ala Cys Leu Leu Leu Ala 

50 55 60 

Met Ala Cys Asp His Ser Thr Ser Asn Cys His Pro Arg Leu Asn Asp 
65 70 75 80 

Val Val Met Asn Gin Pro Val Cys Val Arg Met Val He Ala Ala Trp 

85 90 95 

Ala Val Gly Phe Leu Asn Ser Leu Thr Lys Asn Leu Phe He Tyr Asn 

100 105 no 

Leu His Phe Cys Gly Pro Ser Val He Pro His Phe Cys Cys Glu Leu 

H5 120 125 

Pro Ser Leu Phe Pro Leu Ser Cys He Asp Pro Ala Ala Ser Glu Val 

130 135 140 

Leu Pro Ala Gly Ser Cys Thr Leu Leu Gly Phe Val Thr Cys Arg Cys 
145 150 155 ' 160 

Val Leu Phe Ser Tyr Ser Asn Thr He Ser Ala Val Leu Ala He Trp 

165 170 175 

Phe Ser Glu Gly Gin Gly Lys Ala Phe Ser Thr Cys Ser Ser His Leu 

180 185 190 

Thr Val Val Leu 
195 

<210> 1604 
<211> 306 
<212> PRT 

<213>» Unknown (H38g521 protein) 
<220> 

<223> Synthetic construct 
<400> 1604 

Met Ser Pro Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Gly 

15 io is 

Leu Pro He Arg Pro Glu Gin Gin Ala Val Phe Phe Ala Leu Phe Leu 

20 25 30 

Gly Met Tyr Leu Thr Thr Val Leu Gly Asn Leu Leu He Met Leu Leu 

35 40 45 

He Gin Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
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50 55 60 

His Leu Ala Leu Thr Asp He Ser Phe Ser Ser Val Thr Val Pro Lys 
65 70 75 80 

Met Leu Met Asn Met Gin Thr Gin His Leu Ala Val Phe Tyr Lys Gly 

85 90 95 

Cys He Ser Gin Thr Tyr Phe Phe He Phe Phe Ala Asp Leu Asp Ser 

100 105 HO 

Phe Leu He Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Leu His Tyr Ala Thr He Met Thr Gin Ser Gin Cys Val Met Leu 

130 " 135 140 

Val Ala Gly Ser Trp Val He Ala Cys Ala Cys Ala Leu Leu His Thr 
145 150 155 160 

Leu Leu Leu Ala Gin Leu Ser Phe Cys Ala Asp His He He Pro His 

165 170 175 

Tyr Phe Cys Asp Leu Gly Ala Leu Leu Lys Leu Ser Cys Ser Asp Thr 

180 185 190 

Ser Leu Asn Gin Leu Ala He Phe Thr Ala Ala Leu Thr Ala He Met 

195 200 205 

Leu Pro Phe Leu Cys He Leu Val Ser Tyr Gly His He Gly Val Thr 

210 215 220 

He Leu Gin He Pro Ser Thr Lys Gly He Cys Lys Ala Leu Ser Thr 
225 ?30 235 240 

Cvs Gly Ser His Leu Ser Val Val Thr He Tyr Tyr Arg Thr He He 

245 250 255 

Gly Leu Tyr Phe Leu Pro Pro Ser Ser Asn Thr Asn Asp Lys Asn He 

260 265 270 

He Ala Ser Val He Tyr Thr Ala Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp He Lys Gly Ala Leu Arg Lys Leu 

290 295 300 

Leu Ser 
305 

<210> 1605 
<211> 197 
<212> PRT 

<213> Unknown (H38g522 protein) 



<220> 

<223> Synthetic construct 
<400> 1605 



Leu 


Leu 


Leu 


Pro Met 


Tyr Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ser 


Leu 


Met 


Asp 


1 






5 








10 










15 




He 


Cys 


Gly 


Thr Ser 


Ser Phe 


Val 


Pro 


Leu 


He 


Leu 


Asp 


Asn 


Phe 


Leu 




20 






25 










30 






Glu 


Thr 


Gin 


Arg Thr 


He Ser 


Phe 


Pro Gly Cys 


Ala 


Leu 


Gin 


Met 


Tyr 




35 




40 










45 








Leu 


Thr 


Leu 


Ala Leu 


Gly Ser 


Thr 


Glu 


Cys 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


50 






55 










60 










Ala 


Tyr 


Asp 


Arg Tyr 


Val Ala 


He 


Cys 


Gin 


Pro 


Leu 


Arg 


Tyr 


Pro 


Glu 


65 






70 








75 










80 


Leu 


Met 


Ser 


Gly Gin Thr Cys 


Met 


Gin 


Met 


Ala 


Ala 


Leu 


Ser Trp Gly 






85 








90 










95 




Thr 


Gly 


Phe 


Ala Asn 


Ser Leu 


Leu 


Gin 


Ser 


He 


Leu 


Val 


Trp 


His 


Leu 






100 






105 










110 




Val 


Pro 


Phe 


Cys 
115 


Gly His 


Val He 


Asn 
120 


Tyr 


Phe 


Tyr 


Glu 


He 
125 


Leu 


Ala 


Leu 


Lys 
130 


Leu 


Ala Cys 


Gly Asp 
135 


He 


Ser 


Leu 


Asn 


Ala 
140 


Leu 


Ala 


Leu 


Met 
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Val Ala Thr Ala Val Leu Thr Leu Ala Pro Leu Leu Leu He Cys Leu 
145 150 155 160 

Ser Tyr Leu Phe He Leu Ser Ala He Leu Arg Val Pro Ser Ala Ala 

165 170 175 

Gly Arg Cys Lys Ala Phe Ser Thr Cys Ser Ala His Arg Thr Val Val 

180 185 190 

Val Val Phe Tyr Gly 
195 

<210> 1606 

<211> 328 

<212> PRT 

<213> Unknown (H38g523 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (328) 

<223> Xaa = Any Amino Acid 

<400> 1606 

Val Asn Gly Trp Ser Asn Lys Ser Val Val Thr Glu Phe Asn Leu Leu 

15 10 15 

Gly Leu Ser Ser Ser Trp Glu Leu Gin Val Phe Phe Phe Phe He Phe 

20 25 30 

Ser Val Phe Tyr Gly Ala Ala Val Leu Gly Asn He Leu He He He 

35 40 .45 

Thr Val He He Asp Ser His Leu His Ser Pro Met Tyr Phe Leu Leu 

50 55 60 

Ser Asn Leu Ser Ser He Asp Val Cys Gin Ala Thr Phe Ala Thr Pro 
65 70 75 80 

Lys Met He Ala Asp Phe Leu Asn Glu His Lys Thr Thr Thr Phe Gin 

85 90 95 

Gly Cys Met Ser Gin He Phe Phe Leu His Val Phe Gly Gly Ser Glu 

100 105 110 

Met Val Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr He Ala He Cys 

115 120 125 

Lys Pro Leu His Tyr Met Thr He Met Asn Arg Arg Val Xaa Thr Val 

130 135 140 

Leu Val Gly Val Ser Trp Ala He Gly He Ser His Ser Ala Thr His 
145 150 155 160 

Leu Ala Phe Lys Val Asn Leu Pro Phe Cys Gly Pro Asn Arg Val Asp 

165 170 175 

Asn Phe Phe Cys Asp Leu Leu Leu Val He Lys Leu Ala Cys Leu Asp 

180 185 190 

Thr Tyr Gly Phe Glu He Leu Val Leu Thr Asn Ser Gly Leu Leu Ser 

195 200 205 

Leu Met Cys Phe Leu Leu Leu Leu He Ser Asp Thr He He Leu Ala 

210 215 220 

Thr Val His Arg Gin Ala Ser Asp Gly Met Ser Lys Ala Leu Ser Thr 
225 230 235 240 

Leu Ser Ala His He Thr Val Val Leu Leu Phe Phe Gly Pro Leu He 

245 250 ~ 255 

Phe He Tyr He Trp Pro Phe Glu Ser Phe Pro He Asp Lys Phe He 

260 265 270 

Ser Val Phe Phe Thr Val Phe Thr Pro Leu Leu Asn Pro Met He Tyr 

275 280 285 

Thr Leu Arg Asn Lys Asp He Lys Glu Ala Met Arg Lys Leu Arg Arg 

290 295 300 

Xaa His Val Gly Ser Lys Gin Gly Phe Xaa Thr Thr Thr Lys Lys Xaa 
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305 310 315 320 

Tyr Lys Phe Leu Leu Leu Gly Phe 
325 

<210> 1607 
<211> 260 
<212> PRT 

<213> Unknown <H38g524 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (260) 

<223> Xaa = Any Amino Acid 



<400> 1607 



Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Phe 


Leu 


Ser 


Leu 


Thr 


Asp 


He 


Cys 


Phe 


Thr 


1 






5 










1U 










15 




Thr 


Ser 


Val 


Val 
20 


Pro 


Lys 


Met 


Leu 


wet 

ZD 


Asn 


rile 


Leu 


Car 
Oct 




Lys 


Lys 


Thr 


He 


Ser 


Tyr 


Ala 


Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


rfle 


Leu 


Tyr 


Ala 






35 








a rv 
40 










*± D 








Leu 


Gly 


Asn 


Ser 


Asp 


Ser 


Cys 


T All 


Leu 


Ser 


J\.cLcL 




nlu 


Phe 


Asp Arg 




50 










55 










D U 










Tyr 


Val 


Ala 


Val 


Cys 


Asp 


Pro 


Phe 


His 


Tyr 


Val 


Thr 


Thr 


Met 


Ser 


His 


65 










70 










75 










80 


His 


His 


Cys 


Val 


Leu 


Leu 


Val 


Ala 


Phe 


Ser 


Cys 


Sex- 


Phe 


Thr 


Tyr 


Leu 








85 










90 










95 




His 


Ser 


Leu 


Leu 
100 


His 


Thr 


Leu 


Leu 


Leu 
105 


Asn 


Arg 


Leu 


Thr 


Phe 
110 


Cys 


Asp 


Ser 


Asn 


Val 
115 


He 


His 


His 


Phe 


Leu 
120 


Cys 


Asp 


Leu 


Ser 


Pro 
125 


Val 


Leu 


Lys 


Leu 


Ser 
130 


Cys 


Ser 


Ser 


He 


Phe 
135 


Val 


Asn 


Glu 


He 


Val 
140 


Gin 


Met 


Thr 


Glu 


Ala 


Pro 


He 


Val 


Leu 


Val 


Thr 


Arg 


Phe 


Leu 


Cys 


He 


Ala 


Phe 


Ser 


Tyr 


145 










150 










155 










160 


He 


Arg 


He 


Leu 


Thr 


Thr 


Val 


Leu 


Lys 


He 


Pro 


Ser 


Thr 


Ser 


Gly 


Lys 








165 










170 










175 




Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Phe 


Tyr 


Leu 


Thr 


Val 


Val 


Thr 


Leu 






180 










185 










190 






Phe 


Tyr 


Gly 
195 


Ser 


He 


Phe 


Cys 


Val 
200 


Tyr 


Leu 


Gin 


Pro 


Pro 
205 


Ser 


Thr 


Tyr 


Ala 


Val 


Lys 


Asp 


His 


Val 


Ala 


Thr 


He 


Val 


Tyr 


Thr 


Val 


Leu 


Ser 


Ser 




210 








215 










220 










Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Leu 


Lys 


Gin 


225 










230 










235 










240 


Gly Leu 


Arg 


Lys 


Leu 


Met 


Ser 


Lys 


Arg 


Ser 


Xaa 


Glu 


Ala 


Pro 


Ser 


Xaa 










245 










250 










255 





Lys Thr Arg Lys 
260 

<210> 1608 
<211> 192 
<212> PRT 

<213> Unknown (H38g525 protein) 
<220> 

<223> Synthetic construct 
<400> 1608 
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Tyr Tyr Tyr Tyr Pro Met Tyr Phe Phe Leu Cys Asn Leu Ser Phe Leu 

5 10 15 

Asp Met Ser Phe Thr Thr Ser He Val Pro Gin Leu Leu Ala Asn Leu 

20 25 30 

Trp Gly Pro Gin Lys Thr He Ser Tyr Gly Gly Cys Val Val Gin Phe 

35 40 45 

Tyr lie Ser His Trp Leu Gly Ala Thr Glu Cys Val Leu Leu Ala Thr 

50 55 60 

Met Ser Tyr Asp Arg Tyr Ala Ala He Cys Arg Pro Leu His Tyr Thr 

70 75 
Val He Met His Pro Gin Leu Cys Leu Gly Leu Ala Leu Ala Ser Trp 

85 90 95 

Leu Gly Gly Leu Thr Thr Ser Met Val Gly Ser Thr Leu Thr Met Leu 

100 105 110 

Leu Pro Leu Cys Gly Asn Asn Cys Il'e Asp His Phe Phe Cys Glu Met 

115 120 125 

Pro Leu He Met Gin Leu Ala Cys Val Asp Thr Ser Leu Asn Glu Met 

135 140 
piu Met Tyr Leu Ala Ser Phe Val Phe Val Val Leu Pro Leu Gly Leu 

150 155 160 

ale Leu Val Ser Tyr Gly His He Ala Glu Ala Gly Leu Lys Asn Lys 

165 170 175 

Ser Ala Glu Gly Arg Arg Lys Ala Phe Asn Thr Cys Ser Phe His Val 
180 185 190 

<210> 1609 
<211> 310 
<212> PRT 

<213> Unknown (H38g526 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...-(310) 

<223> Xaa = Any Amino Acid 

<400> 1609 

Met Asp He Arg Asn Ser Ser He He Thr Glu Phe Val Leu Leu Glu 

Z 5 10 15 

Phe He Ser Thr Trp Glu Leu Glu He Leu Phe Leu He He Phe Leu 

20 25 30 

Leu Ala Tyr Ala Ala He Met Ala Gly Asn Leu Thr Ala He Ala Val 

Thr Ser Asn Pro Pro Leu Cys Ser Thr Pro Met Tyr Phe Leu Leu Gly 

55 60 
Asn Leu Ser Phe Leu Ser Met Phe He Ser Thr Val Thr He Ser Lys 

"70 75 o 

Met Val Leu Asp Val Leu Arg Glu Asn Lys Thr Thr Ser Ser Trp Gly 

~ 85 9< > 95 

Cys Met Ala Gin Met Leu His Phe Leu Gly Gly Ser Glu Met Thr Leu 

100 105 110 

Leu He Phe Met Ala Val Asp Gin His He Ala He Cys Arg Pro Leu 

120 12 5 
His Cys Arg Thr He Thr Asn Cys Arg Val Leu Met Ala Thr His Gly 

1 ° I 35 140 

Leu Cys Val Leu Ser Arg Ala Val Gly Phe Val His Thr He Ser Gin 

150 155 
He Val Phe He He Thr Leu Pro Phe Cys Gly Pro Ser Val Val Asp 

i65 170 175 

Asn Leu Phe Xaa Asp Leu Pro Leu Val Leu Lys Leu Ala Cys Thr Glu 



865 



BNSDOC1D: <WO_01Z71S8A2J_> 



WO 01/27158 



PCT/US00/27582 



180 

Thr Tyr Asp Leu Glu 
195 

Phe He Cys Phe He 
210 

Thr Val Gin His Arg 
225 

Leu Ser Ala His He 
245 

Tyr He Tyr Thr Trp 
260 

Ser Val Phe Tyr Ser 
275 



290 

Ser Arg Gin Thr Phe Ser 
305 310 









loD 










190 






Leu 


Leu 


Val 


lie 


Ala 


Lys 


Ser Gly Gin 


Leu 


Ser 




200 
















Val 


Val 


Leu 


Leu 


Ti- 
ne 


r*ne 


Tyr 


i nr 


Tip 

J. JLfcS 


He 


Leu 




215 


















Thr 


Ser 


Ser 


Asp 


Ala 


Leu 


Ser 


Lvs 


Ala 


Leu 


Ser 


230 








235 










240 


1 fir 


Til a 
Ala 


V a X 


Thr 


Leu 


Phe 


Phe 


Glu 


Pro 


Cys 


Val 








250 










255 




Pro 


Phe 


Arg 


Ser 


Phe 


Ser 


Val 


Asp 


Thr 


Phe 


Leu 






265 










270 






Val 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


He 


Thr 


Tyr 


Ser 




280 










285 






He 


Ala 


He 


His 


Gin 


Leu 


Arg 


Thr 


Gin 


His 


He 


295 










300 











<210> 1610 
<211> 198 
<212> PRT 

<213> Unknown (H38g527 protein) 
<220> 

<223> Synthetic construct 

Jeu°Leu 6 i:eu Pro Met Tyr Phe Phe Leu Cys Asn Leu Ser Leu Val Asp 

pL Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met Val Gly Phe Leu 

20 25 30 

Thr Gly Asp Lys Phe He Leu Tyr Asn Ala Cys Ala Thr Gin Phe Phe 

35 40 45 

Phe Phe Val Ala Phe He Thr Ala Glu Ser Phe Leu Leu Ala Ser Met 

50 55 60 

Ala Tyr Asp Arg Tyr Ala Ala Leu Cys Lys Pro Leu His Tyr Thr Thr 

65 70 75 80 

Thr Met Thr Thr Asn Val Cys Ala Arg Leu Ala lie Gly Ser Tyr He 

85 90 95 

Cys Gly Phe Leu Asn Ala Ser He His Thr Gly Asn Thr Phe Arg Leu 

100 HO 
Ser Phe Cys Arg Ser Asn Val Val Glu His Phe Phe Cys Asp Ala Pro 

115 120 125 

Pro Leu Leu Thr Leu Ser Cys Ser Asp Asn Tyr He Ser Glu Met Val 

130 135 140 

He Phe Phe Val Val Gly Phe Asn Asp Leu Phe Ser He Leu Val He 

145 150 I 55 I 60 

Leu He Ser Tyr Leu Phe He Phe lie Thr He Met Lys Met Arg Ser 

165 I 70 175 

Pro Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr 

180 185 190 

Ala Val Ser He Phe Tyr 
195 

<210> 1611 
<211> 315 
<212> PRT 

<213> Unknown (H38g528 protein) 
<220> 

<223> Synthetic construct 
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<400> 1611 

Met Glu Ala Met Lys Leu Leu Asn Gin Ser Gin Val Ser Glu Phe He 

15 10 is 

Leu Leu Gly Leu Thr Ser Ser Gin Asp Val Glu Phe Leu Leu Phe Ala 

20 25 30 

Leu Phe Ser Val He Tyr Val Val Thr Val Leu Gly Asn Leu Leu He 

35 40 45 

He Val Thr Val Phe Asn Thr Pro Asn Leu Asn Thr Pro Met Tyr Phe 

50 55 60 

Leu Leu Gly Asn Leu Ser Phe Val Asp Met Thr Leu Ala Ser Phe Ala 
65 70 75 80 

Thr Pro Lys Val He Leu Asn Leu Leu Lys Lys Gin Lys Val He Ser 

85 90 95 

Phe Ala Gly Cys Phe Thr Gin He Phe Leu Leu His Leu Leu Gly Gly 

. 100 105 no 

Val Glu Met Val Leu Leu Val Ser Met Ala Phe Asp Arg Tyr Val Ala 

115 120 125 

He Cys Lys Pro Leu His Tyr Met Thr He Met Asn Lys Lys Val Cys 

130 135 140 

Val Leu Leu Val Val Thr Ser Trp Leu Leu Gly Leu Leu His Ser Gly 
145 150 155 160 

Phe Gin He Pro Phe Ala Val Asn Leu Pro Phe Cys Gly Pro Asn Val 

165 170 175 

Val Asp Ser He Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala Cys 

180 185 190 

He Asp He Tyr Phe Val Gin Val Val He Val Ala Asn Ser Gly He 

195 200 . 205 

He Ser Leu Ser Cys Phe He He Leu Leu He Ser Tyr Ser Leu He 

210 215 220 

Leu He Thr lie Lys Asn His Ser Pro Thr Gly Gin Ser Lys Ala Arg 
225 230 235 240 

Ser Thr Leu Thr Ala His He Thr Val Val He Leu Phe Phe Gly Pro 

245 250 255 

Cys He Phe He Tyr He Trp Pro Phe Gly Asn His Ser Val Asp Lys 

260 265 270 

Phe Leu Ala Val Phe Tyr Thr He He Thr Pro He Leu Asn Pro He 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Glu Met Lys He Ser Met Lys Lys Leu 

290 295 300 

Trp Arg Ala Phe Val Asn Ser Arg Glu Asp Thr 
305 310 315 

<210> 1612 
<211> 317 
<212> PRT 

<213> Unknown (H38g529 protein) 
<220>- 

<223> Synthetic construct 
<400> 1612 

Met Glu Pro Gin Asn Thr Ser Thr Val Thr Asn Phe Gin Leu Leu Gly 

15 10 15 

Phe Gin Asn Leu Leu Glu Trp Gin Ala Leu Leu Phe Val He Phe Leu 

20 25 30 

Leu He Tyr Cys Leu Thr He He Gly Asn Val Val He He Thr Val 

35 40 45 

Val Ser Gin Gly Leu Arg Leu His Ser Pro Met Tyr Met Phe Leu Gin 

50 55 60 

His Leu Ser Phe Leu Glu Val Trp Tyr Thr Ser Thr Thr Val Pro Leu 
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65 70 75 80 

Leu Leu Ala Asn Leu Leu Ser Trp Gly Gin Ala He Ser Phe Ser Ala 

85 90 95 

Cys Met Ala Gin Leu Tyr Phe Phe Val Phe Leu Gly Ala Thr Glu Cys 

100 105 HO 

Phe Leu Leu Ala Phe Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Ser 

115 120 125 

Pro Leu Ara Tvr Pro Phe Leu Met His Arg Gly Leu Cys Ala Arg Leu 

130 ~ 135 140 

Val Val Val Ser Trp Cys Thr Gly Val Ser Thr Gly Phe Leu His Ser 
145 150 155 160 

Met Met He Ser Arg Leu Asp Phe Cys Gly Arg Asn Gin He Asn His 

165 170 175 

Pho Phe Cv<? Asd Leu Pro Pro Leu Met Gin Leu Ser Cys Ser Arg Val 

180 185 190 

Tyr He Thr Glu Val Thr He Phe He Leu Ser He Ala Val Leu Cys 

195 200 205 

lie Cys Phe Phe Leu Thr Leu Gly Pro Tyr Val Phe He Val Ser Ser 

210 215 220 

He Leu Arg He Pro Ser Thr Ser Gly Arg Arg Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ala Val Val Thr Leu Tyr Tyr Gly Thr Met He 
i 245 250 255 

Ser Met Tyr Val Cys Pro Ser Pro His Leu Leu Pro Glu He Asn Lys 

260 265 270 

He He Ser Val Phe Tyr Thr Val Val Thr Pro Leu Leu Asn Pro Val 

275 280 285 

lie Tyr Ser Leu Arg Asn Lys Asp Phe Lys Glu Ala Val Arg Lys Val 

290 295 300 

Met Arg Arg Lys Cys Gly He Leu Trp Ser Thr Ser Lys 
305 310 315 

<210> 1613 
<211> 335 
<212> PRT 

<213> Unknown (H38g530 protein) 
<220> 

<223> Synthetic construct 
<221> VARIANT 

<222> (1)...(335) v 
<223> Xaa = Any Amino Acid 

<400> 1613 

-> p™ Rln Asn Leu Thr Asp Val Ser He Phe Leu 

15 

Thr Gly Le\. 
30 

Leu He lit 
45 



80 

He Ser Tyr Al< 
95 

Gly Gly Met Gl\ 
110 

Phe Val Ala Il< 
125 



Ser 


Thr 


Asp 


Pro 


Gin 


Asn 


Leu 


Thr 


Asp 


Val* 


Ser 


He 


1 






5 










10 






Gly Ser 


Ser 


Glu Asp 


Pro 


Glu 


Trp 


Gin 


Pro 


Val 


Leu 








20 










25 








Leu 


Ser 


Met 


Cys 


Leu 


Val 


Thr 


Val 


Leu Gly Asn 


Leu 






35 










40 










Ala 


Val 


Ser 


Pro 


Asp 


Ser 


His 


Leu 


His 


He 


Pro 


Met 


50 










55 










60 


Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


65 










70 










75 


Val 


Lys 


Met 


He 


Val 


Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 








85 










90 




Phe 


Gly Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 








100 










105 








Glu 


Asn 


Met 


Leu 


Leu 


Ser 


Val 


He 


Ala 


Tyr 


Glu 


Arg 




115 










120 
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Cys His Pro Leu Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly 

130 135 140 

Phe Leu Val Leu Leu Ser Phe Phe Phe Leu Ser Leu Leu Asp Ala Gin 
145 150 155 * 160 

Leu His Asn Leu He Ala Leu Gin Arg Thr Cys Phe Lys Asp Val Glu 

165 170 ~ 175 

He Pro Asn Phe Phe Trp Asp Pro Ser Gin Leu Pro His Leu Ala Tyr 

180 185 190 

Cys Gly Thr Phe Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He 

195 200 205 

Phe Gly Phe Leu Pro He Ser Gly Thr Leu Phe Ser Tyr Asp Lys He 

210 215 220 

Val Phe Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly 

245 250 255 

Thr Gly He Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg 

260 265 270 

Lys Ala Ala Val Ala Ser Val Met Tyr Thr Val Val He Pro Met Pro 

275 280 285 

Asn Pro Phe He Tyr Ser Leu Arg Asn Arg Asp Met Lys Ser Val Leu 

290 295 300 

Gin Arg Pro His Gly Ser Thr He Ser Ser Gin Tyr Leu Leu He Cys 
305 310 315 320 

Ser lie Pro Phe Val Val Trp Val Lys Lys Gly Ser Lys Val Lys 
325 330 335 

<210> 1614 
<211> 330 
<212> PRT 

<213> Unknown (H38g531 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (330) 

<223> Xaa = Any Amino Acid 

<400> 1614 

His Thr Glu Pro Gin Asn Leu Thr Gly He Xaa Glu Phe Leu Leu Leu 

1 5 10 15 

Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Gly Leu Ser 

20 25 30 

Leu Ser Met Tyr Leu Val Thr Val Leu Arg Asn Leu Leu Ser Thr Leu 

35 40 45 

Ala Val Ser Ser Asp Ser Pro Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Cys Trp Ala Asp He Gly Phe Thr Leu Ala He Val Pro 
65 70 75 80 

Lys Met Thr Val Asp Met Gin Ser His Ser Arg Val He Ser His Ala 

85 90 95 

Gly Cys Leu Thr Gin Met Ser Phe Leu Val Leu Phe Ala Cys He Glu 

100 105 no 

Asp Met Phe Leu Thr Val Met Ala Tyr Asp Arg Phe Val Ala He Cys 

115 120 125 

Arg Pro Leu Tyr Tyr Pro Val He He Asn Pro His Leu Cys Val Phe 

130 135 140 

Phe Val Leu Val Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His 

150 155 160 

Ser Trp He Val Xaa Gin Phe Thr Phe Ser Lys Asn Val Glu He Ser 
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165 










170 










175 




Asn 


Phe 


Val 


Cys 


Glu 


Pro 


Ser 


Gin 


Leu 


Leu 


Tyr 


Leu 


Ala 


Cys 


Ser 


Asp 








180 










185 










190 






Ser 


He 


He 


Asn 


Ser 


He 


Phe 


He 


Tyr 


Phe 


Asp 


Ser 


Thr 


Met 


Phe 


Gly 






195 










200 










205 








Phe 


Leu 


Pro 


He 


Ser 


Arg 


He 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Pro 




210 










215 










220 










Ser 


He 


Leu 


Arg 


He 


Ser 


Ser 


Ser 


Asp 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Thr 


225 








230 










235 










240 


Thr 


Cvs 


Gly 


Ser 


His 


Leu 


Ala 


Val 


Val 


Cys 


Leu 


Phe Asp 


Gly Thr Gly 






245 










250 










255 




He 


Gly 


Met 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ala 


Pro 


Pro 


Pro 


Arg Asn Gly 






260 










265 










270 






Val 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








Phe 


He 


Tyr 


Ser 


Leu 


Arg Asn Arg Asp 


He 


Gin 


Asn 


Thr 


Leu 


Trp 


Arg 




290 








295 










300 










Leu 


Arg 


Ser 


Arg 


Arg 


Val 


Glu 


Ser 


His 


Asp 


Leu 


Phe 


His 


Pro 


Phe 


Phe 


305 








310 










315 










320 


Val 


Trp 


Val 


Arg 


Lys 


Gly Asn 


His 


He 


Lys 






















325 










330 















<210> 1615 
<211> 335 
<212> PRT 

<213> Unknown (H38g532 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (335) 

<223> Xaa = Any Amino Acid 

<400> 1615 



Ser 


Thr 


Asp 


Pro 


Gin 


Asn 


Leu 


He 


Asp 


Val 


Phe 


Val 


Phe 


Leu Leu 


Leu 


1 






5 










10 








15 




Gly 


Thr 


Ser 


Glu 


Asp 


Pro 


Glu 


Arg 


Gin 


Leu 


Val 


Leu 


Ala 


Gly Leu 


Phe 






20 










25 










30 




Leu 


Ser 


Met 


Cys 


Leu 


Val 


Thr 


Val 


Leu 


Gly Asn 


Leu 


Leu 


He He 


Leu 






35 








40 










45 






Ala 


Val 


Ser 


Pro 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe Phe 


Leu 




50 










55 










60 








Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He Gly 


Phe 


Thr 


Ser 


Thr 


Thr Val 


Pro 


65 










70 










75 








80 


Lys 


Leu 


He 


Val 


Asp 


He 


Gin 


Ser 


Tyr 


Ser 


Arg 


Val 


He 


Ser Tyr 


Ala 








85 










90 








95 




Gly 


Cys 


Leu 


Thr 


Gin 


Thr 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly Gly Met 


Glu 






100 










105 










110 




Glu 


Asn 


Met 


Leu 


Leu 


Ser 


Val 


Met 


Val 


Tyr Asp Arg 


Phe 


Val Ala 


He 






115 










120 










125 






Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


Val 


Met 


Asn 


Pro 


Cys 


Phe Cys 


Gly 


130 










135 










140 








Phe 


Leu 


Val 


Leu 


Leu 


Ser 


Phe 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp Ala 


Gin 


145 










150 










155 








160 


Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asp Val 


Glu 










165 










170 








175 




He 


Pro 


Asn 


Phe 


Phe 


Trp 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu Ala 


Cys 








180 










185 










190 




Cys 


Asp 


Thr 


Phe 


Thr 


Asn 


Asn 


He 


He 


Met 


Tyr 


Phe 


Pro 


Ala Ala 


He 


195 










200 










205 







870 



BNSDOCID: <WO_0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



Phe Gly Phe Leu Pro He Ser Gly Thr Leu Phe Ser Tyr Tyr Glu lie 

210 215 220 

Val Ser Ser He Leu Arg Val Ser Ser Xaa Gly Gly Lys Tyr Lys Ala 
225 230 235 2 40 

Phe Ala Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly 

245 250 255 

Thr Gly Val Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg 

260 265 270 

Lys Ala Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu 

275 280 285 

Asn Pro Phe He Tyr Ser Leu Arg Asn Arg Asp Thr Lys Ser Val Leu 

290 295 300 

Arg Arg Pro His Gly Ser Thr Val Xaa Ser Xaa Tyr Leu Leu He Cys 
305 310 315 320 

Ser He Pro Phe Val Val Trp Val Lys Lys Gly Arg Lys Val Lys 
325 330 335 

<210> 1616 
<211> 320 
<212> PRT 

!<213> Unknown (H38g533 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (320) 

<223> Xaa = Any Amino Acid 

<400> 1616 

His Thr Glu Pro Arg His Leu Thr Gly Val Xaa Glu Phe Leu Leu Leu 

1 5 10 15 

Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Gly Leu Ser 

20 25 30 

Leu Ser Met Tyr Leu Val Thr Val Leu Arg Asn Leu Leu He He Leu 

35 40 45 

Ala Val Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Cys Trp Ala Asp He Ser Phe Thr Ser Ala Thr Val Pro 
65 7 0 75 80 

Lys Met Thr Val Asp Met Gin Ser His Ser Arg Val He Ser Tyr Ala 

85 90 95 

Gly Cys Leu Thr Arg Met Ser Phe Phe Val Leu Phe Ala Cys He Glu 

1°0 105 HO 

Asp Met Leu Leu Thr Val Met Ala Xaa Asp Cys Phe Val Ala He Cys 

H5 120 125 

Arg Pro Leu His Tyr Ala Val He Val Asn Pro His Leu Cys Val Phe 

130 135 140 

Leu Val Leu Val Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His 
145 150 155 160 

Ser Xaa He Val Leu Gin Phe Thr Phe Phe Lys Asn Val Glu He Ser 

165 170 175 

His Phe Val Cys Glu Pro Ser Gin Leu Leu Asn Leu Ala Cys Ser Asp 

180 185 190 

Ser Phe He Asn Ser He Phe Met Tyr Phe Asp Ser Thr Met Phe Gly 

195 200 205 

Phe Leu Pro He Ser Gly He Leu Leu Ser Tyr Tyr Lys He Val Pro 

210 215 220 

Ser He Leu Arg He Ser Ser Ser Asp Gly Lys Tyr Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Gly Ser His Leu Ala Val Val Cys Leu Phe Tyr Gly Thr Gly 
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245 250 255 

He Gly Val Tyr Leu Thr Ser Ala Val Ala Pro Pro Pro Ser Asn Gly 

260 265 270 

Val Val Ala Ser Val Lys Tyr Thr Val Val Thr Pro Met Leu Asn Pro 

275 280 285 

Phe He Tyr Ser Leu Arg Asn Arg Asp He Gin Ser Thr Leu Trp Arg 

290 295 300 

Leu Cys Ser Arg Thr Val Lys Ser Leu Asp Leu Phe His Ser Phe Ser 
305 310 315 320 

<210> 1617 
<211> 327 
<212> PRT 

<213> Unknown (H38g534 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(327) 

<223> Xaa = Any Amino Acid 

<400> 1617 « 

He Ser Leu Leu Phe Trp Val Leu Leu Leu Val He Ser Arg Val Leu 

1 5 10 15 

Val Ala Met Ala Xaa Gly Asn Ser Thr Glu Val Thr Glu Phe Cys Leu 

20 25 30 

Leu Gly Phe Gly Ala Xaa Gin Glu Phe Trp Cys lie Leu Phe He He 

35 40 45 

Phe Leu Leu He Tyr Val Thr Ser He Met Gly Asn Ser Gly He He 

50 55 60 

Leu Leu He Asn Thr Asp Ser Arg Phe Gin Thr Pro Met Tyr Phe Phe 
65 70 75 80 

Leu Gin His Leu Ala Phe Val Asp He Cys Tyr Thr Ser Ala He Thr 

85 90 95 

Pro Lys Met Leu Gin Ser Phe Thr Glu Glu Lys Asn Leu He Ser Phe 

100 105 HO 

Trp Gly Cys Met He Gin Leu Leu Val Tyr Ala Thr Phe Ala Thr Ser 

115 120 125 

Asp Cys Tyr Leu Leu Ala Met He Ala Val Asp His Tyr Val Ala He 

130 135 140 

Cvs Lys Pro Leu His Tyr Thr Val lie Thr Ser Gin Thr Val Cys He 
145 150 155 160 

His Leu Val Ala Gly Ser Tyr He Met Gly Ser He Asn Ala Ser Val 

165 170 175 

His Thr Gly Phe Ala Phe Ser Leu Ser Phe Cys Lys Ser Asn Asn He 

180 185 190 

Asn His Phe Phe Cys Asp Gly Pro Pro He Leu Ala Leu Ser Cys Ser 

« 195 200 205 

Asn He Asp He Asn He Met Leu Leu Val Val Phe Val Gly Phe Asn 

210 215 220 

Leu Met Phe Thr Gly Leu Val Val He Phe Ser Tyr He Tyr He Met 
225 230 235 240 

Ala Thr He Leu Lys Met Ser Ser Ser Ala Gly Arg Lys Lys Ser Phe 

245 250 255 

Ser Thr Cys Ala Ser His Leu Thr Thr Val Ala He Phe Tyr Gly Thr 

260 265 270 

Leu Ser Tyr Met His Leu Gin Ser His Ser Asn Asn ser tiin Glu Asn 

275 280 285 

Met Lys Val Ala Ser He Phe Tyr Gly Thr Val He Pro Met Leu Asn 
290 295 300 
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Pro Leu He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Leu Lys 
305 310 315 3 20 

Leu He Gly Lys Lys Phe Phe 
325 

<210> 1618 
<211> 309 
<212> PRT 

<213> Unknown (H38g535 protein) 
<220> 

<223> Synthetic construct 
<400> 1618 

Met Thr Leu Gly Asn Ser Thr Glu Val Thr Glu Phe Tyr Leu Leu Gly 

1 5 10 15 

Phe Gly Ala Gin His Glu Phe Trp Cys He Leu Phe He Val Phe Leu 

20 25 30 

Leu He Tyr Val Thr Ser He Met Gly Asn Ser Gly He He Leu Leu 

35 40 45 

He Asn Thr Asp Ser Arg Phe Gin Thr Leu Thr Tyr Phe Phe Leu Gin 

50 55 60 

His Leu Ala Phe Val Asp He Cys Tyr Thr Ser Ala He Thr Pro Lys 
65 70 75 80 

Met Leu Gin Ser Phe Thr Glu Glu Lys Asn Leu Met Leu Phe Gin Gly 

85 90 95 

Cys Val He Gin Phe Leu Val Tyr Ala Thr Phe Ala Thr Ser Asp Cys 

100 105 110 

Tyr Leu Leu Ala Met Met Ala Val Asp Pro Tyr Val Ala He Cys Lys 

H5 120 i 2 5 

Pro Leu His Tyr Thr Val He Met Ser Arg Thr Val Cys He Arg Leu 

130 135 140 

Val Ala Gly Ser Tyr He Met Gly Ser He Asn Ala Ser Val Gin Thr 
145 150 155 leo 

Gly Phe Thr Cys Ser Leu Ser Phe Cys Lys Ser Asn Ser He Asn His 

165 170 175 

Phe Phe Cys Asp Val Pro Pro He Leu Ala Leu Ser Cys Ser Asn Val 

180 185 190 

Asp He Asn He Met Leu Leu Val Val Phe Val Gly Ser Asn Leu He 

195 200 205 

Phe Thr Gly Leu Val Val He Phe Ser Tyr He Tyr He Met Ala Thr 

210 215 220 

He Leu Lys Met Ser Ser Ser Ala Gly Arg Lys Lys Ser Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Ala Val Thr He Phe Tyr Gly Thr Leu Ser 

245 250 255 

Tyr Met Tyr Leu Gin Ser His Ser Asn Asn Ser Gin Glu Asn Met Lys 

260 265 270 

Val Ala Phe He Phe Tyr Gly Thr Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Leu Lys Val He 

290 295 300 

Gly Lys Lys Leu Phe 
305 

<210> 1619 
<211> 298 
<212> PRT 

<213> Unknown (H38g536 protein) 
<220> 
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<223> Synthetic construct 



<400> 1619 




Met 


Gly Arg 


Gly 


1 








Phe Gly Val 


Gin 








20 


Leu 


He 


Tyr 


Val 






35 




He 


Lys 


Thr 


Asp 




50 






His 


Leu 


Ala 


Phe 


65 








Mot- 


T.en 


m n 




Cys 


Val 


He 


Gin 








100 


Tyr 


Leu 


Leu 


Ala 






115 




Pro 


Leu 


Arg 


Tyr 










Val 


Ala 


Gly 


Ser 


! 145 








Gly 


Phe 


Thr 


Phe 


Phe 


Phe 


Cys 


Asp 








180 


Asp 


He 


Asn 


He 






195 




Phe 


Thr 


Glu 


Leu 




210 






He 


Leu 


Lys 


Met 


225 








Cys 


Ala 


Ser 


His 


Tyr 


Met 


Tyr 


Leu 








260 


Val 


Ala 


Ser 


He 






275 




lie 


Tyr 


Ser 


Leu 




290 







5 10 15 

His Glu Phe Gin His Val Leu Phe He Val Leu Leu 

25 30 
Thr Ser Leu He Gly Asn He Gly Met He Leu Leu 

40 45 
Ser Arg Leu Gin Thr Pro Met Tyr Phe Phe Pro Gin 

55 60 
Val Asp He Cys Tyr Thr Ser Ala He Thr Pro Lys 

70 75 80 

Phe Thr Glu Glu Asn Asn Leu He Thr Phe Arg Gly 

85 90 95 

Phe Leu Val Tyr Ala Thr Phe Ala Thr Ser Asp Cys 

105 HO 
He Met Ala Met Asp Cys Tyr Val Ala He Cys Lys 

120 125 
Pro Met He Met Ser Gin Thr Val Tyr He Gin Leu 

135 140 
Tyr He He Gly Ser He Asn Ala Ser Val His Thr 
150 155 160 

Ser Leu Ser Phe Cys Lys Ser Asn Lys He Asn His 
165 170 175 

Gly Leu Pro He Leu Ala Leu Ser Cys Ser Asn He 

185 190 
He Leu Asp Val Val Phe Val Gly Phe Asp Leu Met 

200 205 
Val He He Phe Ser Tyr He Tyr He Met Val Thr 

215 220 
Ser Ser Thr Ala Gly Arg Lys Lys Ser Phe Ser Thr 
230 235 240 

Leu Thr Ala Val Thr He Phe Tyr Gly Thr Leu Ser 
245 250 255 

Gin Pro Gin Ser Asn Asn Ser Gin Glu Asn Met Lys 

265 270 
Phe Tyr Gly Thr Val He Pro Met Leu Asn Pro Leu 

280 285 
Arg Asn Lys Glu Gly Lys 
295 



<210> 1620 
<211> 148 
<212> PRT 

<213> Unknown (H3 8g537 protein) 
<220> 

<223> 'Synthetic construct 

<221> VARIANT 

<222> (1)...(148) 

<223> Xaa = Any Amino Acid 



<400> 1620 

Thr Tyr Asp Gly Ala Arg Ala Gly Leu Cys He Val Ser Tyr Asn Thr 

1 5 10 15 

Cys Lys Ser Thr Met Met Ser He Lys He Gin Leu Lys Tyr Met Xaa 

20 25 30 

Xaa Lys Xaa Leu Leu He Tyr Ala Gly Val Tyr Leu Asn Val Thr Met 
35 40 45 
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Leu He Val Thr Phe Lys Tyr Thr His He Phe His His Pro Glu Leu 

50 55 60 

Ala Leu Cys Tyr Val Ser Phe Ser Ala Val Val Phe His Leu Thr Ala 
65 70 75 80 

Val Thr He Phe Phe Gly Ala Leu Ser Tyr Met Asp Leu Gin Pro Glu 

85 90 95 

Ser Thr Val Phe Gin Glu Gin Glu Lys Pro Ala Ser He Phe Cys Gly 

100 105 HO 

He Met Thr Leu Val Leu Asn Phe Leu lie Tyr Cys Leu Xaa Asn Xaa 

115 120 125 

Glu Val Lys Glu Ala Leu Gin Leu Thr Arg Lys Lys Tyr Xaa Tyr Met 

130 135 140 

Xaa Thr Glu Gly 
145 

<210> 1621 
<211> 296 
<212> PRT 

<213> Unknown (H38g538 protein) 
! <220> 

<223> Synthetic construct 
<400> 1621 

Met Leu Val Ser Gin Gin Glu Gin Pro Leu Leu Phe Gly He Phe Leu 

15 10 15 

Gly Met Tyr Leu Val Thr Met Val Gly Asn Leu Leu He He Leu Ala 

20 25 30 

He Ser Ser Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

35 40 45 

Asn Leu Ser Leu Thr Asp Ala Cys Phe Thr Ser Ala Ser He Pro Lys 

50 55 60 

Met Leu Ala Asn He His Thr Gin Ser Gin He He Ser Tyr Ser Gly 
65 70 75 80 

Cys Leu Ala Gin Leu Tyr Phe Leu Leu Met Phe Gly Gly Leu Asp Asn 

85 90 " 95 

Cys Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Gin 

100 105 no 

Pro Leu His Tyr Ser Thr Ser Met Ser Pro Gin Leu Cys Ala Leu Met 

115 120 125 

Leu Gly Val Cys Trp Val Leu Thr Asn Cys Pro Ala Leu Met His Thr 

130 135 140 

Leu Leu Leu Thr Arg Val Ala Phe Cys Ala Gin Lys Ala He Pro His 
145 150 155 160 

Phe Tyr Cys Asp Pro Ser Ala Leu Leu Lys Leu Ala Cys Ser Asp Thr 

165 170 ~ 175 

His Val Asn Glu Leu Met He He Thr Met Gly Leu Leu Phe Leu Thr 

180 185 190 

Val Pro Leu Leu Leu He Val Phe Ser Tyr Val Arg He Phe Trp Ala 

195 200 205 

Val Phe Val He Ser Ser Pro Gly Gly Arg Trp Lys Ala Phe Ser Thr 

210 215 220 

Cys Gly Ser His Leu Thr Val Val Leu Leu Phe Tyr Gly Ser Leu Met 
225 230 235 * 240 

Gly Val Tyr Leu Leu Pro Pro Ser Thr Tyr Ser Thr Glu Arg Glu Ser 

245 250 255 

Arg Ala Ala Val Leu Tyr Met Val He He Pro Thr Leu Asn Pro Phe 

2 60 265 270 

He Tyr Ser Leu Arg Asn Arg Asp Met Lys Glu Ala Leu Gly Lys Leu 

2 75 • 280 285 

Phe Val Ser Gly Lys Thr Phe Phe 
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290 



295 



<210> 1622 
<211> 313 
<212> PRT 

<213> Unknown (H38g539 protein) 
<220> 

<223> Synthetic construct 
<400> 1622 

Met Lys Arg Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Asp 

! 5 10 15 

Leu Pro 11^ Tm Pro Glu Gin Gin Ala Val Phe Phe Thr Leu Phe Leu 

20~ 25 30 

Gly Met Tyr Leu lie Thr Val Leu Gly Asn Leu Leu He He Leu Leu 

35 40 45 

He Arg Leu Asp Ser His Leu His Thr Pro Met Phe Phe Phe Leu Ser 

50 55 60 

His Leu Ala Leu Thr Asp He Ser Leu Ser Ser Val Thr Val Pro Lys 
65 70 75 80 

Met Leu Leu Ser Met Gin Thr Gin Asp Gin Ser He Leu Tyr Ala Gly 

85 90 95 

Cys Val Thr Gin Met Tyr Phe Phe He Phe Phe Thr Asp Leu Asp Asn 

100 105 HO 

Phe Leu Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His 

115 120 125 

Pro Leu Arg Tyr Thr Thr He Met Lys Glu Gly Leu Cys Asn Leu Leu 

130 135 140 

Val Thr Val Ser Trp He Leu Ser Cys Thr Asn Ala Leu Ser His Thr 
145 150 155 L 160 

Leu Leu Leu Ala Gin Leu Ser Phe Cys Ala Asp Asn Thr He Pro His 

165 170 175 

Phe Phe Cys Asp Leu Val Ala Leu Leu Lys Leu Ser Cys Ser Asp He 

180 185 190 

Ser Leu Asn Glu Leu Val He Phe Thr Val Gly Gin Ala Val He Thr 

195 200 205 

Leu Pro Leu He Cys He Leu He Ser Tyr Gly His He Gly Val Thr 

210 215 220 

He Leu Lys Ala Pro Ser Thr Lys Gly He Phe Lys Ala Leu Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Ser Val Val Ser Leu Tyr Tyr Gly Thr He He 

245 250 255 

Gly Leu Tyr Phe Leu Pro Ser Ser Ser Ala Ser Ser Asp Lys Asp Val 

260 265 270 

He Ala Ser Val Met Tyr Thr Val He Thr Pro Leu Leu Asn Pro Phe 

275 280 285 

He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Ala Leu Glu Arg Leu 

290 295 300 

Phe Asn Arg Ala Thr Val Leu Ser Gin 
305 310 

<210> 1623 

<211> 311 

<212> PRT 

<213> Unknown (H38g540 protein) 



<220> 
<223> 



Synthetic construct 



<400> 



1623 
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Met Glu Asn Gin Ser Ser lie Ser Glu Phe Phe Leu Arg Gly lie Ser 

1 5 10 15 

Ala Pro Pro Glu Gin Gin Gin Ser Leu Phe Gly He Phe Leu Cys Met 

20 25 30 

Tyr Leu Val Thr Leu Thr Gly Asn Leu Leu He He Leu Ala He Gly 

35 40 45 

Ser Asp Leu His Leu His Thr Pro Met Tyr Phe Phe Leu Ala Asn Leu 

50 55 60 

Ser Phe Val Asp Met Gly Leu Thr Ser Ser Thr Val Thr Lys Met Leu 
65 70 75 80 

Val Asn He Gin Thr Arg His His Thr He Ser Tyr Thr Gly Cys Leu 

85 90 95 

Thr Gin Met Tyr Phe Phe Leu Met Phe Gly Asp Leu Asp Ser Phe Phe 

100 105 110 

Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu 

115 120 125 

Cys Tyr Ser Thr Val Met Arg Pro Gin Val Cys Ala Leu Met Leu Ala 

130 135 140 

Leu Cys Trp Val Leu Thr Asn He Val Ala Leu Thr His Thr Phe Leu 
145 150 155 160 

i Met Ala Arg Leu Ser Phe Cys Val Thr Gly Glu He Ala His Phe Phe 
165 170 175 

Cys Asp He Thr Pro Val Leu Lys Leu Ser Cys Ser Asp Thr His He 

180 185 190 

Asn Glu Met Met Val Phe Val Leu Gly Gly Thr Val Leu He Val Pro 

195 200 205 

Phe Leu Cys He Val Thr Ser Tyr He His He Val Pro Ala He Leu 

210 215 22.0 

Arg Val Arg Thr Arg Gly Gly Val Gly Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 

Ser His Leu Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Ala 

245 250 255 

Tyr Leu Cys Pro Pro Ser He Ala Ser Glu Glu Lys Asp He Ala Ala 

260 265 ~ 270 

Ala Ala Met Tyr Thr He Val Thr Pro Met Leu Asn Pro Phe He Tyr 

275 280 285 

Ser Leu Arg Asn Lys Asp Met Lys Gly Ala Leu Lys Arg Leu Phe Ser 

290 295 300 

His Arg Ser He Val Ser Ser 
305 310 

<210> 1624 
<211> 314 
<212> PRT 

<213> Unknown (H38g541 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 

<400> 1624 

Met Gly Gly Lys Gin Pro Trp Val Thr Glu Phe He Leu Val Gly Phe 

1 5 10 15 

Gin Val Gly Pro Ala Leu Ala He Leu Leu Cys Gly Leu Phe Ser Val 

20 25 30 

Phe Tyr Thr Leu Thr Leu Leu Gly Asn Gly Val He Phe Gly He He 

35 40 45 

Cys Leu Asp Ser Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 
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50 55 60 



Leu Ala 


He 


He 


Asp 


Met Ser 


Tyr 


Ala 


Ser 


Asn 


Asn 


Val 


Pro 


Lys 


Met 


65 








70 








75 










80 


Leu Ala 


Asn 


Leu 


Met 


Asn Gin 


Lys 


Ser 


Thr 


He 


Ser 


Phe 


Val 


Pro Cys 








85 








90 










95 




lie Met 


Gin 


Thr 


Phe 


Leu Tyr 


Leu 


Ala 


Phe 


Ala 


Val 


Thr 


Glu 


Pvc 


T , fill 






100 








105 










110 






lie Leu 


Val 


Val 


Met 


Ser Tyr Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 




115 








120 










125 








Phe Gin 


Tyr 


Thr 


Val 


He Met 


Ser 


Trp 


Arg 


Val 


Cys 


Thr 


He 


Leu 


Ala 


130 








135 










140 










Ser Thr 


Cys 


Trp 


He 


He Ser 


Phe 


Leu 


Met 


Ala 


Leu 


Val 


His 


He 


Thr 


145 








150 








155 










160 


His lie 


Leu 


Arg 


Pro 


Pro Phe 


Cys 


Gly 


Pro 


Gin 


Lys 


He 


Asn 


His 


Phe 








165 








170 










175 




lie Cys 


Gin 


He 


Met 


Ser Val 


Phe 


Lys 


Leu 


Ala 


Cys 


Ala 


Gly 


Pro 


Arg 




180 








185 










190 






Leu Asn 


Gin 


Val 


Val 


Leu Tyr 


Ala 


Gly 


Ser 


Ala 


Phe 


He 


Val 


Glu Gly 




195 








200 










205 








Pro Leu 


Cvs 


Leu 


Glu 


Leu Val 


Ser 


Asn 


Leu 


His 


He 


Leu 


Ser 


Ala 


He 


210 






215 










220 










Leu Arg 


He 


Gin 


Asn Gly Glu 


Gly Arg 


Arg 


Pro 


Thr 


Tyr 


Ser 


Ser 


Cys 


225 








230 








235 










240 


Ser Ser 


His 


Leu 


Cys 


Met Val 


Gly 


Leu 


Leu 


Phe 


Gly 


Ser 


Thr 


Met 


Val 








245 








250 










255 




Met Tyr 


Met 


Ala 


Pro 


Lys Ser 


Arg 


His 


Pro 


Glu 


Glu 


Gin 


Gin 


Lys 


Val 






260 








265 










270 






Leu Ser 


Leu 


Phe 


Tyr 


Ser Leu 


Phe 


Asn 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 




275 








280 










285 








Tyr Ser 


Leu 


Arg 


Asn 


Ala Glu 


Val 


Lys 


Gly Ala 


Leu 


Lys 


Arg Val 


Leu 


290 








295 










300 










Trp Lys 


Gin Arg 


Ser 


Lys Xaa Gly Met 


Pro 














305 








310 




















<210> 1625 


























<211> 193 


























<212> PRT 


























<213> Unknown <H38g542 protein) 


















<220> 




























<223> Synthetic 


construct 




















<221> VARIANT 
























<222> (1) . . 


. (193) 






















<223> Xaa = 


Any 


Amino Acid 




















<400> 1625 


























Leu Lys 


Val 


Tyr 


Xaa 


Lys Ala 


He 


Xaa 


Val 


Gin 


Lys 


Gin 


Gly Lys 


Phe 


1 






5 








10 










15 




Phe Val 


He 


He 


Phe 


Cys Xaa 


Xaa 


Cys 


Glu Met Xaa Gly 


Lys 


Asn 


He 






20 








25 










30 






Gin Leu 


Xaa 


Gly 


Cys 


Leu Thr 


Val 


Leu 


Leu 


Glu 


Thr 


Ser 


Phe 


Ala 


Leu 




35 








40 










45 








Gin Arg 


Pro 


Leu 


Cys 


Gly Asn 


Leu 


lie 


Asp 


Asp 


Thr 


Cys 


Glu 


He 


Leu 


50 








55 










60 










Glu Val 


Leu 


Lys 


Leu 


Val Cys 


Ser 


Ser 


Ser 


Leu 


Leu 


Met 


Asp 


Met 


He 


65 








70 








75 










80 


Met Met 


Val 


Val 


Asn 


He Leu 


Leu 


Leu 


Pro 


He 


Pro 


Met 


Tyr 


Leu 


Phe 








85 








90 










95 




He Thr 


Met 


Cys 


Ser 


Val He 


Leu 


Phe 


Leu 


Lys 


Arg 


Ser 


Tyr Gly Asn 






100 








105 










110 
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Leu Pro Arg Glu Phe Ser Phe Cys 
115 120 
Val Tyr Cys Leu Ala lie lie Phe 

130 135 
lie Trp Gly Ser Thr Met Asn Glu 
145 150 
Xaa Thr Tyr Xaa Tyr Xaa lie Val 
165 

Asn His Lys Leu Val Ser Thr Met 
180 

Lys 



lie Ser Trp Ser lie Trp Val Phe 
125 

Arg Ala Leu Tyr Lys Leu Thr Lys 
140 

lie Val Arg Trp Met Tyr Xaa Tyr 
155 160 
Xaa His Lys Leu Ala Leu Lys Tyr 

170 175 
Leu Gin Ala Leu Leu Ser Phe Leu 
185 190 



<210> 1626 
<211> 314 
<212> PRT 

<213> Unknown (H3 8g543 protein) 
<220> 

<223> Synthetic construct 
<400> 1626 

Met Ala Glu Glu Asn His Thr Met Lys Asn Glu Phe lie Leu Thr Gly 

15 10 15 

Phe Thr Asp His Pro Glu Leu Lys Thr Leu Leu Phe Val Val Phe Phe 

20 25 30 

Ala lie Tyr Leu lie Thr Val Val Gly Asn lie Ser Leu Val Ala Leu 

35 40 . 45 

lie Phe Thr His Arg Arg Leu His Thr Pro Met Tyr lie Phe Leu Gly 

50 55 60 

Asn Leu Ala Leu Val Asp Ser Cys Cys Ala Cys Ala lie Thr Pro Lys 
65 70 75 80 

Met Leu Glu Asn Phe Phe Ser Glu Asn Lys Arg lie Ser Leu Tyr Glu 

85 90 95 

Cys Ala Val Gin Phe Tyr Phe Leu Cys Thr Val Glu Thr Ala Asp Cys 

100 105 110 

Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Asn 

115 120 125 

Pro Leu Gin Tyr His lie Met Met Ser Lys Lys Leu Cys lie Gin Met 

130 135 140 

Thr Thr Gly Ala Phe lie Ala Gly Asn Leu His Ser Met lie His Val 
145 150 155 160 

Gly Leu Val Phe Arg Leu Val Phe Cys Gly Ser Asn His lie Asn His 

165 170 175 

Phe Tyr Cys Asp lie Leu Pro Leu Tyr Arg Leu Ser Cys Val Asp Pro 

180 185 190 

Tyr lie Asn Glu Leu Val Leu Phe lie Phe Ser Gly Ser Val Gin Val 

195 200 205 

Phe Thr lie Gly Ser Val Leu lie Ser Tyr Leu Tyr lie Leu Leu Thr 

210 215 220 

lie Phe Lys Met Lys Ser Lys Glu Gly Arg Ala Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Phe Leu Ser Val Ser Leu Phe Tyr Gly Ser Leu Phe 

245 250 255 

Phe Met Tyr Val Arg Pro Asn Leu Leu Glu Glu Gly Asp Lys Asp lie 

260 265 270 

Pro Ala Ala lie Leu Phe Thr lie Val Val Pro Leu Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser Leu Arg Asn Arg Glu Val He Ser Val Leu Arg Lys He 

290 295 300 

Leu Met Lys Glu He lie Ser Arg Arg Trp 
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305 310 

<210> 1627 
<211> 316 
<212> PRT 

<213> Unknown (H38g544 protein) 
<220> 

<223> Synthetic construct 



<400> 1627 



Met 


Gin 


Glv 


Glu 


Asn 


Phe 


Thr 


He 


Trp 


Ser 


He 


Phe 


Phe 


Leu 


Glu 


Glv 


1 








5 










10 










15 




Phe 


Ser 


Gin 




Pro 


Glv 


Leu 


Glu 


Val 


Val 


Leu 


Phe 


Val 


Phe 


Ser 


Leu 








20 










25 










30 






Va 1 


Mot 
lit: l. 


1 Jf r 


T.nn 
i-i tr u 


Thr 


Thr 


Leu 


Leu 


Gly Asn 


Ser 


Thr 


Leu 


He 


Leu 


He 






-J 










40 










45 








1 ill 




Leu 


Asp 


Ser 


Arg 


T.oii 


Lys 


Thr 


Pro 


Met 


iyx 


Leu 


Phe 


Leu 


v?xy 


































Asn 


Leu 


Ser 


PVio 
■file 


Mot- 
rue c 


Asp 


Tl o 
lie 


Cys 


Tyr 


Thr 


Ser 


Al a 


Ser 


Val 


Pro 


x in 


D D 




















75 










on 

O \J 


Leu 


Leu 


Vai 


Asn 


Leu 


Leu 


Ser 


Ser 


Gin 


Lys 


Thr 


Tl o 
lie? 


He 


Phe 


Ser 


m vr 
oiy 










O 3 










90 










95 




Cys 


nia 


V ai 


bin 


Mot" 

net. 


Tyr 


Leu 


Ser 


Leu 


Ala 


Met 


Gly 


Ser 


Thr 


Glu 


Cys 


















105 










110 






Veil 


Leu 


Leu 




vai 


Mot- 


i\la 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 






■tic 
11D 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Ser 


Tl o 
lie 


Tl o 

lie 


Met 


Asn 


Arg 


Cys 


Val 


Cys 


Ala 


Arg 


Mot- 




1 jU 










i-3 










140 










Ala 
Ala 


X 111 


V d 1 




1 ip 


Val 


Thr 


Gly Cys 


Leu 


Thr 


Ala 


Leu 


Leu 


Glu 


Thr 












1 Ju 










155 










160 


Ssr 


ir ne 


Ala 


Leu 




Tl o 
lie 


Pro 


Leu 


Cys 


Gly Asn 


Leu 


He Asp His 


Pho 
rue 










1 *J J 










170 










175 




Thr 


Cys 


Glu 


He 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Thr 


Ser 


Ser 


Leu 








180 










185 










190 






Leu 


Met 


Asn 


Thr 


He 


Met 


Leu 


Val 


Val 


Ser 


He 


Leu 


Leu 


Leu 


Pro 


lie 






195 










200 










205 








Pro 


Met 


Leu 


Leu 


Val 


Cys 


He 


Ser 


Tyr 


He 


Phe 


He 


Leu 


Ser 


Thr 


He 




210 










215 










220 










Leu 


Arg 


He 


Thr 


Ser 


Ala 


Glu 


Gly 


Arg 


Asn 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ala 


His 


Leu 


Thr 


Val 


Val 


He 


Leu 


Tyr 


Tyr 


Gly Ala 


Ala 


Leu 


Ser 










245 










250 










255 




Met 


Tyr 


Leu 


Lys 


Pro 


Ser 


Ser 


Ser 


Asn 


Ala 


Gin 


Lys 


He Asp 


Lys 


lie 








260 










265 










270 






lie 


Ser 


Leu 


Leu 


Tyr 


Gly 


Val 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Asp 


Ala 


Met 


Lys 


Lys 


Leu 


Leu 




290 










295 










300 










Gly 


Lys 


He 


Thr 


Leu 


His 


Gin 


Thr 


His 


Glu 


His 


Leu 










305 










310 










315 













<210> 1628 
<211> 312 
<212> PRT 

<213> Unknown (H38g545 protein) 
<220> 

<223> Synthetic construct 
<400> 1628 
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Met Met Gly Arg Arg Asn Asn Thr Asn Val Ala Asp Phe He Leu Met 

15 10 15 

Gly Leu Thr Leu Ser Glu Glu lie Gin Met Ala Leu Phe Met Leu Phe 

20 25 30 

Leu Leu He Tyr Leu He Thr Met Leu Gly Asn Val Gly Met He Leu 

35 40 45 

He He Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Thr His Leu Ser Phe He Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 

Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr He Ser Phe Thr Gly 

85 90 95 

Cys Phe Ala Gin Met Phe Phe Phe Ala Phe Leu Gly Thr Ala Glu Cys 

100 105 no 

Tyr Leu Leu Ser Ser Met Ala His Asp Arg Tyr Ala Ala He Cys Ser 

115 120 125 

Pro Leu His Tyr Thr Val He Met Ser Lys Arg Leu Cys Leu Ala Leu 

130 135 140 

He Thr Gly Pro Tyr Val He Gly Phe He Asp Ser Phe Val Asn Val 
145 150 155 160 

i Val Ser Met Ser Arg Leu His Phe Tyr Asp Ser Asn Val He His His 

165 170 175 

Phe Phe Cys Asp Thr Ser Pro He Leu Ala Leu Ser Cys Thr Asp Thr 

180 185 " 190 

Tyr Asn Thr Glu He Leu He Phe lie He Val Gly Ser Thr Leu Met 

195 200 205 

Val Ser Leu Phe Thr He Ser Ala Ser Tyr Val Phe He Leu Phe Thr 

210 215 220 

He Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Val Ser His Leu Leu Gly Val Thr lie Phe Tyr Ser Thr Leu lie 

245 250 255 

Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 

260 265 270 

Val Ala Ser Val Phe Tyr Thr lie Val lie Pro Val Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala Val He Arg Val 

290 295 300 

Met Gin Arg Arg Gin Asp Ser Arg 
305 310 

<210> 1629 
<211> 212 
<212> PRT 

<213> Unknown (H38g546 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 

<400> 1629 

Thr Met Phe Tyr Lys He Ser Ala Leu Phe Xaa Cys Leu Cys lie Thr 

1 5 10 15 

Leu Phe Xaa Xaa Lys Leu Ser Lys Gin Lys lie Tyr Trp Val Leu Thr 

20 25 30 

lie Phe Gly Phe Leu Glu Ala Phe lie Ala Met Asn Lys Leu Xaa Lys 

35 40 45 

Leu Tyr Ser Ser Leu He Cys Leu Tyr Phe lie lie Xaa lie Phe Lys 
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50 55 60 



Phe 


Ser 


Asn 


Met 


Phe 


He 


Phe 


Tyr Asn Met 


Asn 


He 


Ser 


Val 


His 


Tyr 


c C 

65 










1 0 






75 










80 


Phe 


Leu 


Lys 


Cys 


lie 


rfie 


riie 


irne v».yo nc 






Leu 


Xaa 


Leu 


Leu 






OD 






90 










95 




He 


Phe 


Asp 


Ser 


pne 


Ser 


i nr 


His Pro Pro 


Leu 


Pro 


Leu 


Leu 


Xaa 


Glu 






1 An 

100 








105 








110 






Ala 


Asp 


He 


Cys 


Ala 


Asn 


Ser 


Xaa Pro Cys 


Tyr 


Thr 


Asn 


Thr 


Thr 


Ala 




115 










120 






125 








Ser 


Xaa 

1 J U 


Xaa 


His 


Phe 


Tyr 


Tl o 

lie 
1 IS 

-L J J 


He Leu Asn 


Phe 


Cys 
140 


Leu 


Ser 


Tvr 


Xaa 


Pro 


Ser 


vdl 


O J- 


Ser 


Met 


Leu 


Tyr Gly Arg 


Leu 


Phe 


Leu 


Met 


Tyr 


Leu 


145 










150 






155 










160 


Met 


Pro 


Glu 


Asn 


Ser 


Leu 


Asp 


Thr Asp Arg Met Ala 


Ser 


Val 


Phe 


Tyr 










165 






170 










175 




Thr 


Val 


Val 


He 
180 


Pro 


Met 


Leu 


Asn Pro Leu 
185 


He 


Trp 


Ser 


Pro 
190 


Arg 


Asn 


Lys 


Asp 


Val 


Thr 


Ser 


Ala 


Leu 


Arg Lys Val 


Met 


Val 


Asn Arg 


Lys 


Gin 


195 










200 






205 








Ala 


Leu 


Phe 


Cys 























210 



<210> 1630 
<211> 228 
<212> PRT 

<213> Unknown (H38g547 protein) 
<220> 

<223> Synthetic construct 
<221> VARIANT 

<222> (1) . . . (228) v 
<223> Xaa = Any Amino Acid 



<400> 1630 


























Cys 


Met 


Phe 


Ser 


Phe 


Tyr 


Phe 


Asn Phe 


Tyr 


His 


Phe 


Phe 


Ser 


Thr 


Xaa 


1 








5 








10 










15 




Lys 


Val 


Leu 


Gin 


Ser 


Leu 


Arg 


Asn Ala 


Glu 


He 


Asn 


Xaa 


Leu 


Val 


Xaa 






20 








25 










30 






Ser 


Lys 


Val 


Ser 


Asp 


Xaa 


Xaa 


Asn Leu 


Leu 


Xaa 


Asn 


Xaa 


Leu 


Ala 


Phe 




35 










40 








45 








Ser 


Trp 
50 


Thr 


He 


Arg 


Leu 


Cys 
55 


Thr Thr 


Thr 


Ser 


Tyr 
60 


Ser 


Asn 


Met 


Gin 


Phe 


Ser 


Phe 


Gin 


Cys 


Cys 


Met 


Thr Gin Tyr 


Pro 


Ala 


Leu 


Gin 


Ser 


Thr 


65 










70 








75 










80 


Phe 


Phe 


Phe 


Leu 


Gly 
85 


Arg 


Ser 


Gin Val 


Phe 
90 


Leu 


Leu 


Leu 


Leu 


Met 
95 


Ala 


Tyr 


Asp 


Asn 


Tyr 


Arg 


Ala 


He 


Xaa Lys 


Ser 


Leu Gin Tyr 


Leu 


Val 


Val 


< 




100 








105 










110 






Met 


Lys 


Gin 


Trp 


Leu 


Cys 


Val 


Val Leu 


Leu 


Val 


Val 


Pro 


Trp 


Ala 


Gly 




115 










120 








125 








Gly 


Phe 


Leu 


His 


Thr 


Val 


He 


Gin Leu 


Gly 


Leu 


He 


His 


Gly 


Leu 


Pro 


130 










135 








140 










Ser 


Tyr 


Asp 


Pro 


Asn 


Val 


He 


Gly Arg 


Phe 


Val 


Cys 


Asp 


Met 


Asp 


Pro 


145 






150 








155 










160 


Leu 


Met 


Lys 


Leu 


Val 


Cys 


Asp 


Tyr Thr 


Leu 


Asn Arg 


Phe 


Val 


Tyr 


Phe 








165 








170 










175 




Ala 


Gly 


His 


Asp 


Leu 


Asn 


Tyr 


Xaa Val 


Leu 


Tyr 


He 


Ser 


Phe 


He 


Phe 






180 








185 










190 






Arg 


Leu 


Asp 


Cys 


Phe 


Leu 


Leu 


Val He 


Xaa 


Leu 


Trp 


Tyr 


Pro 


Phe 


Val 




195 










200 








205 
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lie Phe Ser Leu Glu Arg His Asp Ser He Asn Leu Val He His Ser 

210 215 220 

Tyr Tyr Pro Cys 
225 

<210> 1631 
<211> 299 
<212> PRT 

<213> Unknown (H38g548 protein) 
<220> 

<223> Synthetic construct 
<400> 1631 

Met Glu Pro Arg Lys Asn Val Thr Asp Phe Val Leu Leu Gly Phe Thr 

15 10 is 

Gin Asn Pro Lys Glu Gin Lys Val Leu Phe Val Met Phe Leu Leu Phe 

20 25 30 

Tyr He Leu Thr Met Val Gly Asn Leu Leu He Val Val Thr Val Thr 

35 40 45 

Val Ser Glu Thr Leu Gly Ser Pro Met Ser Phe Phe Leu Ala Gly Leu 

50 55 60 

Thr Phe He Asp He He Tyr Ser Ser Ser He Ser Pro Arg Leu He 
65 70 75 80 

Ser Asp Leu Phe Phe Gly Asn Asn Ser He Ser Phe Gin Ser Phe Met 

85 90 95 

Ala Gin Leu Phe He Glu His Leu Phe Gly Gly Ser Glu Val Phe Leu 

100 105 no 

Leu Leu Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

His Tyr Leu Val He Met Arg Gin Trp Val Cys Val Leu Leu Leu Val 

130 135 140 

Val Ser Trp Val Gly Gly Phe Leu Gin Ser Val Phe Gin Leu Ser He 
145 150 155 160 

He Tyr Gly Leu Pro Phe Cys Gly Pro Asn Val He Asp His Phe Phe 

165 170 175 

Cys Asp Met Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asp Thr His Val 

180 185 *~ 190 

He Gly Leu Leu Val Val Ala Asn Gly Gly Leu Ser Cys Thr He Ala 

195 200 205 

Phe Leu Leu Leu Leu He Ser Tyr Gly Val He Leu His Ser Leu Lys 

210 215 220 

Lys Leu Ser Gin Lys Gly Arg Gin Lys Ala His Ser Thr Cys Ser Ser 
225 230 235 " 240 

His He Thr Val Val Val Phe Phe Phe Val Pro Cys He Phe Met Cys 

245 250 255 

Ala Arg Pro Ala Arg Thr Phe Ser He Asp Lys Ser Val Ser Val Phe 

260 265 270 

Tyr Thr Val He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 

275 280 285 

Asn Ser Glu Met Thr Ser Ala Met Lys Lys Leu 
290 295 

<210> 1632 
<211> 315 
<212> PRT 

<213> Unknown (H38g549 protein) 
<220> 

<223> Synthetic construct 
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<400> 1632 




























Met 


Ser 


Pro 


Asp 


Gly Asn 


His 


Ser 


Ser 


Asp 


Pro 


i nr 


Vj J. LI 




Veil 


Lgu 


1 








c 










1 U 










1 ^ 




Ala 


Gly 


Leu 


Pro 


Asn 


Leu 


Asn 


Ser 


Ala 


Arg 


vai 




Leu 


Pho 
rue 


o ti x. 


Val 






20 










2d 










J u 






Phe 


Leu 


Leu 
35 


Val 


Tyr 


Leu 


Leu 


Asn 
40 


Leu 


Thr 


Oiy 


Asn 


v ai 
45 


Leu 


Tl A 

lie 


Val 


Gly 


Val 


Val 


Arg 


Ala 


Asp 


Thr 


Arg 


Leu 


Gin 


I nr 


Pro 


Met 


Tyr 


Phe 


T>Vi a 
rue 


50 










55 










OU 










Leu 


Gly 


Asn 


Leu 


Ser 


Cys 


Leu 


Glu 


He 


Leu 


Leu 


Tnr 


Ser 


Val 


He 


lie 


65 








/ u 










75 










ft 0 


Pro 


Lys 


Met 


Leu 


Ser 


Asn 


Phe 


Leu 


Ser 


Arg 


Gin 


His 


Thr 


He 


Ser 


rne 








o c 
OD 










90 










95 




Ala 


Ala 


Cys 


lie 


Thr 


Gin 


Phe 


Tyr 


Phe 


Tyr 


Phe 


Phe 


Leu Gly Ala 


O A V- 

ber 






100 










105 










110 






Glu 


Phe 


Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser Ala Asp 


Arg 


Tyr 


Leu 


Ala 


He 






115 










120 










125 








Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Pro 


Leu 


Leu 


Met 


Ser 


Gly 


Ala 


Val 


Cys 


Phe 


130 










135 










140 










Arg 


Val 


Ala 


Leu 


Ala 


Cys 


Trp 


Val 


Gly Gly Leu 


Val 


Pro 


Val 


Leu 


Gly 


145 










150 










155 










160 


jPro 


Thr 


Val 


Ala 


Val 


Ala 


Leu 


Leu 


Pro 


Phe 


Cys 


Lys 


Gin Gly Ala Val 










165 










170 










175 




Val 


Gin 


His 


Phe 
180 


Phe 


Cys 


Asp 


Ser 


Gly 
185 


Pro 


Leu 


Leu 


Arg 


Leu 
190 


Ala 


Cys 


Thr 


Asn 


Thr 


Lys 


Lys 


Leu 


Glu 


Glu 


Thr 


Asp 


Phe 


Val 


Leu 


Ala 


Ser 


Leu 






195 








200 










205 








Val 


He 


Val 


Ser 


Ser 


Leu 


Leu 


He Thr Ala Val 


Ser 


Tyr 


Gly 


Leu 


He 




210 










215 










220 










Val 


Leu 


Ala 


Val 


Leu 


Ser 


He 


Pro 


Ser 


Ala 


Ser 


Gly Arg Gin 


Lys 


Ala 


225 










23 0 










235 










240 


Phe 


Ser 


Thr Cys 


Thr 


Ser 


His 


Leu 


He 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly 










245 










250 










255 




Ser 


Ala 


He 


Phe 
260 


Leu 


Tyr 


Val 


Arg 


Pro 
265 


Ser 


Gin 


Ser 


Gly 


Ser 
270 


Val 


Asp 


Thr 


Asn 


Trp 
275 


Ala 


Val 


Thr 


Val 


He 
280 


Thr 


Thr 


Phe 


Val 


Thr 
285 


Pro 


Leu 


Leu 


Asn 


Pro 
290 


Phe 


He 


Tyr 


Ala 


Leu 
295 


Arg 


Asn 


Glu 


Gin 


Val 
300 


Lys 


Glu 


Ala 


Leu 


Lys 


Asp 


Met 


Phe 


Arg 


Lys 


Val 


Val 


Ala 


Gly Val 












305 










310 










315 













<210> 1633 
<211> 260 
<212> PRT 

<213> Unknown (H38g550 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (260) 

<223> Xaa = Any Amino Acid 



<400> 1633 

Val Leu Cys Val He Phe Cys Lys 

1 5 
Ser Phe Phe Glu Tyr Leu Met Thr 
20 

Cys Ser Thr Met Leu Val Ser He 
35 40 



Xaa Asn His His He Ser Leu Leu 

10 15 
Xaa Xaa Lys Lys Tyr Gly Ser He 
25 30 
Arg He Lys Tyr Leu Glu Val Phe 
45 
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Ala 


Glu 
50 


Asn 


Leu 


Phe 


Gly 


Ala 
55 


Ala 


Glu 


He 


He 


Pro 
60 


Leu 


Met 


Tro 


Met 


Val 


His 


Glv 


Cvs 


Tvr 

Jr 


Val 


Thr 


Val 


Cys 


Asn 


Tyr 


Met 


Thr 


He 


Val 


Asn 


65 










70 










75 










80 


Gin 


Tvr 
j 


Arg 


Cvs 

v- jr ^ 


Ser 


His 


Leu 


Thr 


Gly Met 


Ala 


Trp 


Thr 


Glu 


Ser 


Phe 










85 










90 










95 




He 


His 


Glv 


Thr 
100 


Val 


Xaa 


He 


Leu 


Ser 
105 


Pro 


Val 


Xaa 


Leu 


Pro 
110 


Phe 


Tvr 

* Jr *• 


Asp 


Pro 


Asn 
115 


Val 


He 


Ala 


His 


Phe 
120 


Met 


Cys 


Ast> 


Leu 


Asn 
125 


Thr 


Phe 


Leu 


Lys 


Leu 
130 


Leu 


Cvs 


Met 


Glv 


Thr 
135 


Thr 


Asn 


Thr 


He 


Gly 
140 


Phe 


Phe 


Val 


Ala 


Ala 


Asn 


Glv 


Glv 


Phe 


Asn 


Tvr 


Leu 


Leu 


Asn 


He 


He 


Phe 


Leu 


Met 


Val 


145 










150 










155 










160 


Ser 


Xaa 


Val 


Ala 


lie 
165 


Leu 


Cvs 


Thr 


Leu 


Lys 
170 


Thr 


His 


Ser 


Leu 


Glu 
175 


Glu 


Arg 




Xaa 


Ser 
180 


Leu 


Ser 


Thr 


Cys 


He 
185 


Ser 


His 


Thr 


Thr 


Met 
190 


Val 


He 


Leu 


Phe 


Phe 
195 


Glu 


Phe 




He 


Ser 
200 


Val 


Tyr 


Leu 


Cys 


Pro 
205 


Val 


Thr 


Leu 


Leu 


Pro 
210 


He 


Asn 


Lys 


Ala 


Met 
215 


Ala 


Val 


Phe 


His 


Thr 
220 


Val 


He 


Asn 


Pro 


Met 


Leu 


Lys 


Pro 


Leu 


Val 


Tyr 


Thr 


Leu 


Arg 


Asn 


Ala 


Glu 


Val 


Lys 


Ser 


225 










230 










235 










240 


Ala 


Leu 


Arg 


Lys 


Val 
245 


Trp 


Val 


Lys 


Arg 


Xaa 
250 


Pro 


Glu 


Glu 


Arg 


Asn 
255 


Asn 


Leu 


Asn 


He 


Arg 



























260 



<210> 1634 
<211> 318 
<212> PRT 

<213> Unknown (H38g551 protein) 
<220> 

<223> Synthetic construct 



<400> 1634 



Met 


Glu 


Trp 


Glu 


Asn 


His 


Thr 


He 


Leu 


Val 


Glu 


Phe 


Phe 


Leu 


Lys 


Gly 


1 








5 










10 










15 




Leu 


Ser 


Gly 


His 
20 


Pro 


Arg 


Leu 


Glu 


Leu 
25 


Leu 


Phe 


Phe 


Val 


Leu 
30 


He 


Phe 


He 


Met 


Tyr 


Val 


Val 


He 


Leu 


Leu 


Gly Asn Gly Thr 


Leu 


He 


Leu 


He 






35 










40 










45 








Ser 


He 
50 


Leu 


Asp 


Pro 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


Tyr 


Thr 


Thr 


Thr 


Ser 


He 


Pro 


Ser 


65 










70 










75 










80 


Thr 


Leu 


Val 


Ser 


Phe 
85 


Leu 


Ser 


Glu 


Arg 


Lys 
90 


Thr 


He 


Ser 


Leu 


Ser 
95 


Gly 


Cys 


Ala 


Val 


Gin 
100 


Met 


Phe 


Leu 


Ser 


Leu 
105 


Ala 


Met 


Gly 


Thr 


Thr 
110 


Glu 


Cys 


Val 


Leu 


Leu 


Gly 


Val 


Met 


Ala 


Phe 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 






115 










120 










125 








Pro 


Leu 
130 


Arg 


Tyr 


Pro 


He 


He 
135 


Met 


Ser 


Lys 


Asp 


Ala 
140 


Tyr 


Val 


Pro 


Met 


Ala 


Ala 


Gly 


Ser 


Trp 


He 


He 


Gly Ala Val 


Asn 


Ser 


Ala 


Val 


Gin 


Thr 


145 










150 










155 










160 


Val 


Phe 


Val 


Val 


Gin 
165 


Leu 


Pro 


Phe 


Cys 


Arg 
170 


Asn 


Asn 


He 


He 


Asn 
175 


His 


Phe 


Thr 


Cys 


Glu 


He 


Leu 


Ala 


Val 


Met 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


He 
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180 










185 










190 






Ser 


Gly 


Asn 
195 


Glu 


Phe 


He 


Leu 


Leu 
200 


Val 


Thr 


Thr 


Thr 


Leu 
205 


Phe 


Leu 


Leu 


Thr 


Pro 
210 


Leu 


Leu 


Leu 


He 


He 
215 


Val 


Ser 


Tyr 


Thr 


Leu 
220 


He 


He 


Leu 


Ser 


He 


Phe 


Lys 


He 


Ser 


Ser 


Ser 


Glu 


Gly Arg 


Ser 


Lys 


Pro 


Ser 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ala 


Arg 


Leu 


Thr 


Val 


Val 


He 


Thr 


Phe 


Cys 


Gly Thr 


He 


Phe 










245 










250 










255 




Leu 


Met 


Tyr 


Met 


Lys 


Pro 


Lys 


Ser 


Gin 


Glu 


Thr 


Leu 


Asn 


Ser 


Asp Asp 








260 










265 










270 






Leu 


Asp 


Ala 


Thr 


Asp 


Lys 


Leu 


He 


Phe 


He 


Phe 


Tyr 


Arg Val 


Met 


Thr 






275 










280 










285 








Pro 


Met 
290 


Met 


Asn 


Pro 


Leu 


He 
295 


Tyr 


Ser 


Leu 


Arg 


Asn 
300 


Lys 


Asp 


Val 


Lys 


Glu 


Ala 


Val 


Lys 


His 


Leu 


Leu 


Arg 


Arg 


Lys 


Asn 


Phe 


Asn 


Lys 






305 










310 










315 













<210> 1635 
<211> 333 
<212> PRT 

<213> Unknown (H38g552 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...{333) 

<223> Xaa = Any Amino Acid 



<400> 1635 



Met 


Glu 


Arg 


Thr 


Asn 


Trp 


Thr 


Glu 


He 


Glu 


Phe 


He 


Leu 


Gin 


Gly Leu 


1 








5 










10 










15 




Ser 


Gly 


Tyr 


Pro 
20 


Arg 


Ala 


Glu 


Lys 


Phe 
25 


Leu 


Phe 


Val 


Met 


Cys 
30 


Leu 


Val 


Met 


Tyr 


Leu 


Val 


He 


Leu 


Leu 


Gly 


Asn Gly Thr Leu 


He 


He 


Leu 


Thr 






35 










40 










45 








Leu 


Leu 


Asp 


Ala 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly Asn 




50 










55 










60 










Leu 


Ser 


Phe 


Leu 


Asp 


He 


Trp 


Tyr 


Thr 


Ser 


Ser 


Ser 


He 


Pro 


Ser 


Met 


65 










70 










75 










80 


Leu 


He 


His 


Phe 


Leu 
85 


Ser 


Glu 


Lys 


Lys 


Thr 
90 


He 


Ser 


Phe 


Thr 


Arg 
95 


Cys 


Val 


He 


Gin 


Met 
100 


Ser 


Val 


Ser 


Tyr 


Thr 
105 


Met 


Gly 


Ser 


Thr 


Glu 
110 


Cys 


Val 


Leu 


Leu 


Ala 
115 


Val 


Met 


Ala 


Tyr 


Asp 
120 


Arg 


Tyr 


Val 


Ala 


He 
125 


Cys 


Asn 


Pro 


Leu 


Arg 
130 


Tyr 


Pro 


He 


He 


Met 
135 


Gly 


Lys 


Ala 


Leu 


Cys 
140 


He 


Gin 


Met 


Val 


Ala 


Val 


Ser 


Trp 


Gly 


Leu 


Gly 


Phe 


Leu 


Asn 


Ser 


Leu 


Thr 


Glu 


Thr 


Val 


145 










150 










155 










160 


Leu 


Ala 


He 


Arg 


Leu 
165 


Pro 


Phe 


Cys 


Gly 


Lys 
170 


Asn 


Val 


He 


Asn 


His 
175 


Phe 


Val 


Cys 


Glu 


He 
180 


Leu 


Ala 


Phe 


Val 


Lys 
185 


Leu 


Ala 


Cys 


Thr 


Asp 
190 


Thr 


Ser 


Leu 


Asn 


Glu 


He 


He 


He 


Met 


Leu 


Gly Asn Val 


He 


Phe 


Leu 


Phe 


Ser 






195 










200 










205 








Pro 


Leu 
210 


Leu 


Leu 


He 


Cys 


He 
215 


Ser 


Tyr 


He 


Phe 


He 
220 


Leu 


Ser 


Thr 


Val 


Leu 


Arg 


He 


Asn 


Ser 


Ala 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 
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Ser 


Ala 


His 


Met 


Thr 


Val 


Val 


He 


Val 


Phe 


Tyr Gly Thr 


He 


Leu 


Phe 










245 










250 










255 




Met 


Tyr 


Met 


Lys 
260 


Ala 


Lys 


Ser 


Lys 


Asp 
265 


Ser 


Ala 


Phe 




Lvs 
270 


Leu 


He 


Ala 


Leu 


Phe 


Tyr 


Gly 


He 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 








275 










280 










285 






Ser 


Leu 


Arg 


Asn 


Thr 


Glu 


Val 


His 


Gly Ala 


Met 


Arg 


Lys 


Leu 


Met 


Ser 




290 










295 










300 










Arg 


His 


Leu 


Val 


Leu 


Glu 


Glu 


Met 


Met 


Thr 


His 


Xaa 


His 


Leu 


Xaa 


Val 


305 










310 










315 










320 


Tyr 


Ala 


Gin 


Asn 


Thr 


Leu 


Thr 


Ser 


Leu 


Arg Gin 


His 


Phe 
















325 










330 















<210> 1636 
<211> 322 
<212> PRT 

<213> Unknown (H38g553 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(322) 

<223> Xaa = Any Amino Acid 



<400> 1636 

His Thr Glu Pro Trp Asn Leu Thr Asp Val Xaa Glu Phe Leu Leu Leu 

1 5 10 15 

Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Leu Leu Ser 

20 25 30 

Leu Ser Leu Ser Met Cys Leu Val Met Val Leu Arg Asn Leu Leu Ser 

35 40 45 

He Leu Ala Val Ser Ser Val Ser Pro Leu His Thr Pro Val Tyr Phe 

50 55 60 

Phe Leu Ser Lys Leu Cys Trp Ala Asp He Gly Phe Thr Leu Ala Thr 
65 70 75 80 

Val Pro Lys Met He Val Asp Met Gin Ser His Ser Arg Val He Ser 

85 90 95 

His Ala Gly Cys Leu Thr Gin Met Ser Phe Phe He Leu Phe Ala Cys 

100 105 110 

He Glu Gly Met Leu Leu Thr Val Met Ala Tyr Asp Cys Phe Val Ala 

115 120 125 

He Cys Arg Pro Leu His Tyr Pro Val He Val Asn Pro His Leu Cys 

130 135 140 

Val Ser Phe Leu Leu Val Ser Phe Phe Leu Ser Met Leu Asp Ser Gin 
145 150 155 160 

Leu His Ser Xaa He Val Leu Gin Phe Thr He He Lys Asn Val Glu 

165 170 175 

He Ser Asn Phe Val Cys Asp Pro Ser Gin Leu Leu Lys Leu Ala Cys 

180 185 190 

Ser Asp Ser Val He Asn Ser He Phe He Tyr Phe Asn Ser Thr Met 

195 200 205 

Phe Gly Phe Leu Pro He Ser Gly He Leu Trp Ser Tyr Cys Lys He 

210 215 220 

Val Pro Ser He Leu Arg He Ser Ser Ser Asp Gly Lys Tyr Lys Ala 
225 230 235 ~ " 240 

Phe Ser Thr Cys Gly Ser His Leu Ala Val Val Cys Xaa Phe Tyr Arg 

245 250 255 

Thr Gly lie Gly Met Tyr Leu Thr Ser Ala Val Ser Pro Pro Pro Arg 

260 265 270 

Asn Gly Val Val Ala Ser Ala Met Phe Ser Val Val Thr Pro Met Leu 
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275 280 285 

Asn Leu Phe lie Tyr Ser Leu Arg Asn Arg Asp lie Gin Ser Ala Leu 

290 295 300 

Arg Arg Leu Leu Ser Arg Thr Val Glu Ser Tyr Asp Leu Phe His Pro 
305 310 315 320 

Phe Ser 



<210> 1637 
<211> 312 
<212> PRT 

<213> Unknown (H38g554 protein) 
<220> 

<223> Synthetic construct 
<400> 1637 

Met Ala Gly Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly 

15 10 15 

Phe Ser Asp Leu Lys Ala Leu Gin Gly Pro Leu Phe Trp Val Val Leu 

20 25 30 

Leu Val Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu lie lie Leu Leu 

35 40 45 

Thr Gin Val Ser Pro Ala Leu His Ser Pro Met Tyr Phe Phe Leu Arg 

50 55 60 

Gin Leu Ser Val Val Glu Leu Phe Tyr Thr Thr Asp lie Val Pro Arg 
65 70 75 80 

Thr Leu Ala Asn Leu Gly Ser Pro His Pro Gin Ala lie Ser Phe Gin 

85 90 95 

Gly Cys Ala Ala Gin Met Tyr Val Phe lie Val Leu Gly lie Ser Glu 

100 105 110 

Cys Cys Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys 

115 120 125 

Gin Pro Leu Arg Tyr Ser Thr Leu Leu Ser Pro Arg Ala Cys Met Ala 

130 135 140 

Met Val Gly Thr Ser Trp Leu Thr Gly He He Thr Ala Thr Thr His 
145 150 155 160 

Ala Ser Leu He Phe Ser Leu Pro Phe Arg Ser His Pro He He Pro 

165 170 175 

His Phe Leu Cys Asp He Leu Pro Val Leu Arg Leu Ala Ser Ala Gly 

180 185 190 

Lys His Arg Ser Glu He Ser Val Met Thr Ala Thr He Val Phe He 

195 200 205 

Met He Pro Phe Ser Leu He Val Thr Ser Tyr He Arg He Leu Gly 

210 215 220 

Ala He Leu Ala Met Ala Ser Thr Gin Ser Arg Arg Lys Val Phe Ser 
225 230 235 240 

Thr Cys Ser Ser His Leu Leu Val Val Ser Leu Phe Phe Gly Thr Ala 

245 250 255 

Ser He Thr Tyr He Arg Pro Gin Ala Gly Ser Ser Val Thr Thr Asp 

260 265 270 

Arg Val Leu Ser Leu Phe Tyr Thr Val He Thr Pro Met Leu Asn Pro 

275 280 285 

He He Tyr Thr Leu Arg Asn Lys Asp Val Arg Arg Ala Leu Arg His 

290 295 300 

Leu Val Lys Arg Gin Arg Pro Ser 
305 310 

<210> 1638 
<211> 310 
<212> PRT 
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<213> Unknovm (H38g555 protein) 
<220> 

<223> Synthetic construct 
<400> 1638 

Met Ala Gly Asn Asn Phe Thr Glu Val Thr Val Phe He Leu Ser Gly 

1 5 10 15 

Phe Ala Asn His Pro Glu Leu Gin Val Ser Leu Phe Leu Met Phe Leu 

20 25 30 

Phe He Tyr Leu Phe Thr Val Leu Gly Asn Leu Gly Leu He Thr Leu 

35 40 45 

He Arg Met Asp Ser Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ala Phe He Asp He Phe Tyr Ser Ser Thr Val Thr Pro Lys 
65 70 75 80 

Ala Leu Val Asn Phe Gin Ser Asn Arg Arg Ser He Ser Phe Val Gly 

85 90 95 . 

Cys Phe Val Gin Met Tyr Phe Phe Val Gly Leu Val Cys Cys Glu Cys 

100 105 110 

Phe Leu Leu Gly Ser Met Ala Tyr Asn Arg Tyr He Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Ser Val Val Met Ser Gin Lys Val Ser Asn Trp Leu 

130 135 140 

Gly Val Met Pro Tyr Val He Gly Phe Thr Ser Ser Leu He Ser Val 
145 150 155 160 

Trp Val He Ser Ser Leu Ala Phe Cys Asp Ser Ser He Asn His Phe 

165 170 175 

Phe Cys Asp Thr Thr Ala Leu Leu Ala Leu Ser Cys Val Asp Thr Phe 

180 185 190 

Gly Thr Glu Met Val Ser Phe Val Leu Ala Gly Phe Thr Leu Leu Ser 

195 200 205 

Ser Leu Leu He He Thr Val Thr Tyr He He He He Ser Ala He 

210 215 220 

Leu Arg He Gin Ser Ala Ala Gly Arg Gin Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ala Ser His Leu Met Ala Val Thr He Phe Tyr Gly Ser Leu He Phe 

245 250 255 

Thr Tyr Leu Gin Pro Asp Asn Thr Ser Ser Leu Thr Gin Ala Gin Val 

260 265 270 

Ala Ser Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Asn Ala Leu Leu Arg Val He 

290 295 300 

His Arg Lys Leu Phe Pro 
305 310 

<210> 1639 
<211>« 157 
<212> PRT 

<213> Unknown (H38g556 protein) 
<220> 

<223> Synthetic construct 
<400> 1639 

He Cys Ser Pro Leu Leu Tyr Ser Val He He Ser Asn Lys Ala Cys 

1 5 10 15 

Phe Ser Leu He Leu Gly Val Tyr He He Gly Leu Val Cys Ala Ser 

20 25 30 

Val His Thr Gly Cys Met Phe Arg Val Gin Phe Cys Lys Phe Asp Leu 
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35 










40 


He 


Asn 


His 


Tyr 


Phe 


Cys 


Asp 


Leu 




50 










55 




OCX. 


Sex* 


He 


Tvr 


Val 


Asn 


Lvs 


Leu 












70 






Asn 




Leu 


Val 


Pro 


Ser 


Leu 


Thr 










85 








He 


Ala 


Ser 


He 


Leu 


His 


He 


Arg 








100 










Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Met 






115 










120 


Ser 


Ala 


Ala 


Phe 


Met 


Tyr 


Leu 


Gin 




130 










135 




Gin 


Gly 


Lys 


Val 


Ser 


Ser 


Val 


Phe 



145 150 

<210> 1640 
<211> 178 
<212> PRT ' 

<213> Unknovm (H38g557 ' protein) 
,<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (178) 

<223> Xaa = Any Amino Acid 



<400> 1640 



Leu 


Ala 


Pro 


Ser 


Ser 


Ser 


Leu 


Ala 


1 








5 








His 


Ser 


Met 


Thr 


Glu 


Leu 


Val 


Leu 








20 










Val 


Arg 


Gly 


Leu 


Leu 


Phe 


Trp 


Ala 






35 










40 


Leu 


Leu 


Asp 


Asn 


Ser 


Leu 


He 


Val 




50 










55 




Leu 


Arg 


Trp 


Pro 


Thr 


His 


Phe 


Leu 


65 










70 






Val 


Pro 


Arg 


His 


Ser 


Gly 


Gly 


Val 










85 








Pro 


Ala 


Ala 


Leu 


Ala 


His 


Arg 


Xaa 








100 










Phe 


Ala 


Leu 


Pro 


Gly 


He 


Ala 


Glu 






115 










120 


Tyr 


Arg 


Arg 


Cys 


Asp 


Ala 


He 


Cys 




130 










135 




Gly 


Ala 


Leu 


Val 


Phe 


Arg 


Ala 


Arg 


145 










150 






Gly 


Ala 


Ala 


Arg 


Thr 


Arg 


Tyr 


Phe 










165 








Arg 


Pro 















<210> 1641 
<211> 314 
<212> PRT 

<213> Unknovm (H38g558 protein) 
<220> 

<223> Synthetic construct 



45 



Leu 


Pro 


Leu 


Leu 
60 


Lys 


Leu 


Ser 


Cys 


Leu 


He 


Leu 


Cys 


Val 


Gly Ala 


Phe 






75 










80 


He 


Leu 
90 


Cys 


Ser 


Tyr 


He 


Phe 
95 


He 


Ser 


Thr 


Glu Gly Arg 


Ser 


Lys 


Ala 


105 










110 






Leu 


Ala 


Val 


Val 


He 
125 


Phe 


Phe 


Gly 


Pro 


Ser 


Ser 


He 
140 


Ser 


Ser 


Met 


Asp 


Tyr 


Thr 


He 
155 


He 


Val 









Leu 


Gly 


Thr 


Trp Arg 


Trp 


Gin 


Trp 




10 








15 




Leu 


Val 


Leu 


Ser Gly 


Phe 


Gly 


Ser 


25 








30 




Val 


Leu 


Cys 


Lys His 


Leu 


Val 


Thr 








45 








Val 


Leu 


Ala 


Leu Val 


Ser 


Leu 


Cys 








60 








Leu 


His 


His 


Phe Ser 


Leu 


Gly Glu 






75 








80 


Ser 


Asp 


Ala 


Gly Arg 


Phe 


Pro 


Ser 




90 








95 




Ala 


Ala 


Ser 


Arg Cys 


Trp 


Val 


Phe 


105 








110 






Cys 


Cys 


Leu 


Arg Arg 


Ala 


Met 


Ala 








125 








Arg 


Pro 


Leu 


His Ser 


Thr 


Thr 


Xaa 








140 








Phe 


Ala 


Phe 


Thr Leu 


Pro 


Phe 


Cys 






155 








160 


Arg 


Leu 


Asp 


Ser Arg 


Pro 


Val 


Leu 




170 








175 
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<400> 1641 

Met Thr Arg Lys Asn Tyr Thr Ser Leu Thr Glu Phe Val Leu Leu Gly 

15 10 15 

Leu Ala Asp Thr Leu Glu Leu Gin lie lie Leu Phe Leu Phe Phe Leu 

20 25 30 

Val lie Tyr Thr Leu Thr Val Leu Gly Asn Leu Gly Met lie Leu Leu 

35 40 45 

lie Arg lie Asp Ser Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Val Asp Val Cys Asn Ser Thr Thr lie Thr Pro Lys 
65 70 75 80 

Met Leu Ala Asp Leu Leu Ser Glu Lys Lys Thr lie Ser Phe Ala Gly 

85 , 90 95 

Cys Phe Leu Gin Met Tyr Phe Phe lie Ser Leu Ala Thr Thr Glu Cys 

100 105 110 

lie Leu Phe Gly Leu Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Arg 

115 120 125 

Pro Leu Leu Tyr Ser Leu lie Met Ser Arg Thr Val Tyr Leu Lys Met 

130 135 140 

[Ala Ala Gly Ala Phe Ala Ala Gly Leu Leu Asn Phe Met Val Asn Thr 
145 150 155 160 

Ser His Val Ser Ser Leu Ser Phe Cys Asp Ser Asn Val lie His His 

165 170 175 

Phe Phe Cys Asp Ser Pro Pro Leu Phe Lys Leu Ser Cys Ser Asp Thr 

180 185 190 

lie Leu Lys Glu Ser lie Ser Ser lie Leu Ala Gly Val Asn lie Val 

195 200 205 

Gly Thr Leu Leu Val lie Leu Ser Ser Tyr Ser Tyr Val Leu Phe Ser 

210 215 220 

lie Phe Ser Met His Ser Gly Glu Gly Arg His Arg Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Ala lie lie Leu Phe Tyr Ala Thr Cys lie 

245 250 255 

Tyr Thr Tyr Leu Arg Pro Ser Ser Ser Tyr Ser Leu Asn Gin Asp Lys 

260 265 270 

Val Ala Ser Val Phe Tyr Thr Val Val lie Pro Met Leu Asn Pro Leu 

275 280 285 

lie Tyr Ser Leu Arg Ser Lys Glu Val Lys Lys Ala Leu Ala Asn Val 

290 295 300 

lie Ser Arg Lys Arg Thr Ser Ser Phe Leu 
305 310 

<210> 1642 
<211> 314 
<212> PRT 

<213> Unknown (H38g559 protein) 
<220>< 

<223> Synthetic construct 
<400> 1642 

Met Thr Arg Lys Asn Tyr Thr Ser Leu Thr Glu Phe lie Leu Leu Gly 

15 10 15 

Leu Ala Asp Thr Leu Glu Leu Gin He He Leu Phe Leu Leu Phe Leu 

20 25 30 

Val He Tyr Thr Leu Thr Val Leu Gly Asn He Gly Met He Leu Leu 

35 40 45 

lie Arg He Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Val 

50 55 60 

Asn Leu Ser Phe Val Asp He Cys Tyr Ser Thr Thr He Thr Pro Lys 



891 



BNSDOCID: <WO 0127158A2 I > 



WO 01/27158 



PCT/US00/27582 



65 70 



Met 


Leu 


Ala 


Asp 


Leu 


Leu 


Ser 


Glu 










85 








Cvs 

V. J i» 


Phe 


Leu 


Gin 


Met 


Tyr 


Phe 


Phe 








100 










lie 


Leu 


Phe 


Gly Leu 


Met 


Ala 


Tyr 






115 










120 


Pro 


Leu 


Leu 


Tyr 


Ser 


Leu 


He 


Met 




130 










135 




Ala 


Ala 


Gly Ala 


Phe 


Ala 


Ala Gly 


145 










150 






Ser 


Tvr 


Val 


Ser 


Ser 


Leu 


Ser 


Phe 










165 








Phe 


Phe 


Cys 


Asn 


Ser 


Pro 


Pro 


Leu 








180 










His 


Leu 


Lys 


Glu 




He 


Phe 


Ser 






195 










200 




Ala 


Leu 


Leu 


vai 


He 


Leu 


Ser 




210 










215 




lie 


Phe 


Ser 


Met 


His 


Ser 


Gly Glu 


225 










230 






v-y» 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


He 










245 








Tyr 


Thr 


Tyr Leu 


Arg 


Pro 


Ser 


Ser 








260 










Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 






275 










280 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 




290 










295 




He 


Ser 


Arg 


Lys 


Arg 


He 


Pro 


Ser 


305 










310 







<210> 1643 
<211> 314 
<212> PRT 

<213> Unknown (H38g560 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 



<400> 1643 



Met 


Ser 


Gly 


Glu 


Asn 


Val 


Thr 


Lys 


1 








5 








Leu 


Pro 


Thr 


Ala 
20 


Pro 


Gly 


Leu 


Gin 


Leu 


Thr 


Tyr 
35 


Leu 


Phe 


Val 


Leu 


Val 
40 


Val 


Trp 
50 


Ser 


Ser 


Thr 


Ser 


Leu 
55 


His 


Ser 


Met 


Ser 


Phe 


Leu 


Glu 


He 


Trp 


65 










70 






Met 


Leu 


Glu 


Gly 


Phe 
85 


Leu 


Leu 


Gin 


Cys 


Met 


Thr 


Gin 
100 


Leu 


Tyr 


Phe 


Phe 


Val 


Leu 


Leu 
115 


Ser 


Ser 


Met 


Ala 


Tyr 
120 







75 










80 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Ala 


Gly 




90 










95 




He 


Ala 


Leu 


Ala 


Thr 


Thr 


Glu 


Cvs 


105 










110 






Asp 


Arg 


Tyr 


Val 


Thr 


He 


Cvs 
•< 


Arg 










125 








Ser 


Arg 


Thr 


Val 


Cvs 


Leu 


Lvs 


Met 








140 










Leu 


Leu 


Asn 


Ser 


Met 


Val 


Asn 


Thr 






155 










160 


Cys 


Gly 


Ser 


Asn 


Val 


He 


His 


His 




170 










175 




Phe 


Lys 


Leu 


Ser 


Cys 


Ser 


Asd 


Thr 


185 










190 






Thr 


Phe 


Ala Gly Val 


Asn 


Lys 


Val 










205 








Ser 


Tyr 


Ser 


Tyr 


Val 


Leu 


Phe 


Ser 








220 










Glv 


Arg His Arg Ala 


Phe 


Ser 


Thr 






235 










240 


He 


Leu 


Phe 


Tyr 


Thr 


Thr 


Ser 


He 




250 










OCR 




Ser 


Tyr 


Ser 


Leu 


Asn 


Gin 


Asp 


Lys 


265 










270 






Val 


He 


Pro 


He 


Leu 


Asn 


Pro 


Leu 










285 








Val 


Lys 


Lys 


Ala 


Leu 


Ala 


Asn 


Val 








300 










Phe 


Leu 















Val 


Ser 


Thr 


Phe 


He 


Leu 


Val 


Gly 




10 










15 




Tyr 


Leu 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu 


25 










30 






Glu 


Asn 


Leu 


Ala 


He 


He 


Leu 


He 










45 








Arg 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ser 








60 










Tyr 


Val 


Ser 


Asp 


He 


Thr 


Pro 


Lys 






75 










80 


Gin 


Lys 


Arg 


He 


Ser 


Phe 


Val 


Gly 




90 










95 




Ser 


Ser 


Leu 


Val 


Cys 


Thr 


Glu 


Cys 


105 










110 






Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 



125 
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Pro 


Leu 


Arg 


Tyr 


His 


Val 


Leu 


Val 


Thr Ala Gly 


Leu 


Cvs 


Val 


Gin 






130 










135 








140 










Val 


Gly 


Phe 


Ser 


Phe 


Val 


Ser 


Gly 


Phe Ser 


He 


Ser 


Met 


He 


i-i jr 


VaJ. 


145 










150 








155 








160 


Cys 


Phe 


lie 


Ser 


Ser 


Val 


Thr 


Phe 


Cys Gly 


Ser 


Asn 


Val 


Leu 


Asn 


nib 










165 








170 










175 




Phe 


Phe 


Cys 


Asp 


lie 


Ser 


Pro 


He 


Leu Lys 


Leu 


Ala 


Cys 


Thr 


Asp 


* lie 








180 










185 








190 




Ser 


Thr 


Ala 


Glu 


Leu 


Val 


Asp 


Phe 


He Leu 


Ala 


Phe 


He 


He 


Leu 


Val 






195 










200 








205 








Phe 


Pro 


Leu 


Leu 


Ala 


Thr 


He 


Leu 


Ser Tyr 


At 


His 


He 


Thr 


Leu 


Ala 




210 










215 








220 










Val 


Leu 


Arg 


lie 


Pro 


Ser 


Ala 


Thr Gly Cys 


Tro 


Arg Ala 


Phe 


OCX 


«I I AX 


225 










230 






Thr Val 


_} J 










240 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Val 


Val 


.true 


Tyr 


Thr 




Leu 


Leu 










245 








250 














Phe 


Met 


Tvr 


Val 


Arg 


Pro 


Gin 


Ala 


He Asp 


Ser 


Gin 


Ser 


Ser 


Asn 


Lys 








260 










265 








270 




Leu 


lie 


Ser 


Ala 


Val 


Tyr 


Thr 


Val 


Val Thr 


Pro 


He 


He 


Asn 


Pro 


Leu 






275 










280 








285 








lie 


Tyr 


Cys 


Leu 


Arg 


Asn 


Lys 


Glu 


Phe Lys 


Asp 


Ala 


Leu 


Lys 


Lys 


Ala 




290 










295 








300 








Leu 


Gly 


Leu 


Gly Gin 


Thr 


Ser 


His 


Xaa Asp 














305 










310 





















<210> 1644 
<211> 214 
<212> PRT 

<213> Unknown (H38g561 protein) 
<220> 

<223> Synthetic construct 
<400> 1644 

Leu Ala Asp Leu Cys Phe Ser Thr Asn He Val Pro Gin Ala Leu Val 

1 5 10 15 

His Leu Leu Ser Arg Lys Lys Val He Val Phe Thr Leu Cys Ala Ala 

20 25 30 

Arg Leu Leu Phe Leu Leu He Gly Gly Cys Thr Gin Cys Ala Leu Leu 

35 40 45 

Gly Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys Asn Pro Leu Arg 

50 55 60 

Tyr Pro Asn He Met Thr Trp Lys Val Cys Val Gin Leu Ala Thr Ala 
65 70 75 80 

Pro Trp Thr Ser Gly He Leu Val Ser Val Val Asp Thr Thr Phe Thr 

85 90 95 

Leu Arg Leu Pro Tyr Arg Gly Ser Asn Ser He Ala His Phe Trp Cys 

100 105 HO 

Glu Ala Pro Ala Leu Leu He Leu Ala Ser Thr Asp Thr His Ala Ser 

115 120 125 

Glu Met Ala He Phe Leu Thr Gly Val Val He Leu Leu He Pro Val 

130 135 140 

Phe Leu He Leu Val Ser Tyr Gly Arg He He Val Thr Val Val Lys 
145 150 155 160 

Met Lys Ser Thr Val Gly Ser Leu Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Met Val Val He Leu Phe Tyr Gly Ser Ala He He Thr Tyr 

180 185 190 

Met Thr Pro Lys Ser Ser Lys Gin Gin Glu Lys Ser Val Ser Val Phe 

195 200 205 

Tyr Pro He Val Thr Pro 
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210 

<210> 1645 
<211> 316 
<212> PRT 

<213> Unknown (H38g562 protein) 
<220> 

<223> Synthetic construct 



<400> 1645 



Met 


Leu 


Glu 


Ser 


Asn 


Tyr 


Thr 


Met 


Pro 


Thr 


Glu 


Phe 


Leu 


Phe 


Val 


Glv 


1 








c 
D 










10 










15 




Phe 


Thr 


Asp 


Tyr 


Leu 


Pro 


Leu 


Arg 


Val 


Thr 


j_>eu 


Phe 


Leu 


Val 


Phe 


Leu 






20 










25 
















Leu 


Val 


Tyr 


Thr 


Leu 


Thr 


Met 


Val 


Gly Asn 


lie 


Leu 


Leu 


He 


He 


Leu 






35 










40 










45 








Val 


Asn 


He 


Asn 


Ser 


Ser 


Leu 


Gin 


He 


Pro 


Met 


Tyr Tyr 


Phe 


Leu 


Ser 




50 










55 










60 






Pro 




Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Ser 


Cys 


Ser 


Thr 


Ala 


He 


Thr 


Lys 


65 










70 




















fin 


Met 


Leu 


Ala 


Asn 


Phe 


Leu 


Ala 


Ser 


Arg Lys 


Ser 


He 


Ser 


Pro 


Tyr 


vjj.y 










85 










90 










QC 




Cys 


Ala 


Leu 


Gin 


Met 


Phe 


Phe 


Phe 


Ala 


Ser 


Pne 


Ala 


Asp 


Ala 


LjXU 


Cys 






100 










105 










110 






Leu 


He 


Leu 
115 


Ala 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Ala 


Ala 
125 


He 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Thr 


Leu 


Met 


Ser 


Arg 


Arg 


Val 


Cys 


Val 


Cys 


Phe 




130 








135 










140 










He 


Val 


Leu 


Ala 


Tyr 


Phe 


Ser Gly 


Ser 


Thr 


lnr 


Ser 


Leu 


Val 




Val 


145 










150 










i j j 










160 


Cys 


Leu 






Arg 


Leu 


Ser 


Phe Cys 


Gly 


Ser 


Asn 


He 


Val 


Asn 


His 








165 










170 










175 




Phe 


Phe 


Cys 


Asp 


He 


Pro 


Pro 


Leu 


Leu 


Ala 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 






180 










185 










190 






Gin 


He 


Asn 
195 


Gin 


Leu 


Leu 


Leu 


Phe 
200 


Ala 


Leu 


Cys 


Ser 


Phe 
205 


He 


Gin 


Thr 


Ser 


Thr 
210 


Phe 


Val 


Val 


He 


Phe 
215 


He 


Ser 


Tyr 


Phe 


Cys 
220 


He 


Leu 


He 


Thr 


Val 


Leu 


Ser 


He 


Lys 


Ser 


Ser 


Gly Gly Arg 


Ser 


Lys 


Thr 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


He 


Ala 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly Ala 


Leu 


Leu 








245 










250 










255 




Phe 


Met 


Tyr 


Leu 


Gin 


Pro 


Thr 


Thr 


Ser 


Tyr 


Ser 


Leu 


Asp 


Thr 


Asp 


Lys 






260 










265 










270 






Val 


Val 


Ala 
275 


Val 


Phe 


Tyr 


Thr 


Val 
280 


Val 


Phe 


Pro 


Met 


Phe 
285 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Phe 


Arg 


Asn Lys 


Asp Val 


Lys 


Asn 


Ala 


Leu 


Lys 


Lys 


Leu 




290 










295 










300 










Leu 


Glu 


Arg 


He 


Gly Tyr 


Ser 


Asn 


Glu 


Trp 


Tyr 


Leu 











305 310 315 



<210> 1646 
<211> 314 
<212> PRT 

<213> Unknown (H3 8g563 protein) 
<220> 

<223> Synthetic construct 
<221> VARIANT 
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<222> (314) 

<223> Xaa = Any Amino Acid 

<400> 1646 

Met Ser Thr His Arg Met Glu lie Ser Gin Cys Val Pro Leu Trp Glu 

15 10 15 

Ser Met Leu Lys Gly Leu Glu Gly Gly Leu Glu Asn Gin Ala Leu Leu 

20 25 30 

Phe Ala Val Phe Pro Gly Leu Tyr Met Val Thr He Pro Gly Asn Leu 

35 40 45 

Thr Met Thr Met Val He He Leu Asp Thr His Leu His Phe Pro Val 

50 55 60 

Asn Phe Phe Leu Gly Ala Ser Pro Phe Leu Asp Leu Gly His Ala Ser 
65 70 75 80 

He He Pro Asn Ala Leu Val Asn Phe Ser Ser Ser Ser Lys Val Val 

85 90 95 

Thr Phe Ala Gly Cys Ala Ala Arg Phe Phe Phe Ser Leu Leu Ser Thr 

100 105 HO 

Thr Glu Thr Phe Leu Leu Ala Val Met Ala Tyr Asp Cys Phe Val Ala 

115 120 125 

He Cys Ser Leu Val Trp Cys Pro Val Thr Thr Cys Leu Ser He Cys 

130 135 140 

He He Leu Gly Pro Gly Thr Tyr Cys Arg Val Cys Leu Ser Ser He 
145 150 155 160 

Val Gin Thr Gly Leu Met Phe Gin Leu Pro Ser Ala Gly Thr Asn His 

165 170 175 

He Asp His Tyr Cys Asp Met Pro Gin Leu Leu Arg Leu Ala Cys Ala 

180 185 190 

Cys Leu Ala Leu Asn Glu Leu Thr Lys Phe Ser Leu Cys Gly Leu Met 

195 200 205 

Met Val Asn Ala Thr Leu Val Val Leu Val Ser Phe Gly Cys Val Thr 

210 215 220 

Val Thr He Leu Arg Thr Pro Ser Gly Ser Gin Xaa His Lys Val Phe 
225 230 235 240 

Thr Cys Ser Ser His Val Met Thr Val Ser Leu Phe Asp Gly Thr Val 

245 250 255 

Phe Val Thr Tyr Ala Gin Pro Gly Thr Met Glu Ser Met Glu Gin Gly 

260 265 270 

Lys Val Val Ser Val Phe Tyr Ser Leu Val He Pro Met Leu Gly Pro 

275 280 285 

Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Glu Ala Leu Arg Arg 

290 295 300 

Leu Gly Gin Arg Gin Ala Leu Met Gly Arg 
305 310 

<210> 1647 
<211> 252 
<212> PRT 

<213>* Unknown (H38g564 protein) 
<220> 

<223> Synthetic construct 
<400> 1647 

Met Tyr Phe Phe Leu Gly Asn Leu Ser Phe Cys Asp He Cys Tyr Ser 

1 5 10 15 

Thr Val Phe Ala Pro Lys Met Leu Val Asn Phe Leu Ser Lys His Lys 

20 25 30 

Ser Ser Thr Phe Ser Gly Cys Val Leu Gin Ser Phe Pro Phe Ala Val 

35 40 45 

Tyr Val Thr Thr Lys Asp He Leu Leu Ser Met Met Ala Tyr Asp His 
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55 










60 










Tyr 


v a J. 


Ala 


lie 


Ala 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


He 


Met 


Ala 


Gin 












70 










75 










80 


Lys 


Vol J. 


V* V o 


lie 


Gin 


Met 


Val 


Leu 


Ala 


Ser 


Tyr 


Leu Gly Gly 


Leu 


He 
















90 










95 




Asn 


Ser 


.Lieu 


Thr 


His 


Thr 


He 


Gly 


Leu 


Leu 


Lys 


Leu Asp 


Phe 


Cys 


Gly 








i on 










105 










110 






Pro 


Asn 


Tie* 


Vol 


Asn 


Hi s 




Phe Cys Asp Val 


Pro 


Pro 


Leu 


Leu 


Arg 






115 










120 










125 








Leu. 


i>er 


Cys 


Ser 


Asp 


Ala 


His 


He 


Asn 


Glu 


Met 


Leu 


Pro 


Leu 


Val 


Phe 




130 








135 










140 










Ser 


Lj ±y 


Leu 


lie 


Al CI 


Met 


Phe 


Thr 


Phe 


He 


Val 


He 


Met 


Val 


Ser 


Tyr 


145 








150 










155 










160 


Tl a, 

1 le 


Cys 


11c 


Tip 

lit; 


lie 


Ala 


He 


Gin 


Arg 


He 


His 


Ala 


Ala 


Glu 


Gly 


Arg 








1 O J 










170 










175 




Tyr 


J-i jf & 


Ala 


Phe 


Ser 


Thr 


Cvs 


Val 


Ser 


His 


Leu 


Thr 


Thr 


Val 


Thr 


Leu 




180 










185 










190 






Iriie 


Tyr 


m w 
uiy 


Car 


VOl 


cr p» ~r" 

OCX 


Phe 


Ser 


Tyr 


He 


Gin 


Pro 


Ser 


Ser 


Gin 


Tyr 




195 










200 










205 








Ser 


Leu 
210 


Glu 


Gin 


Glu 


Lys 


Val 
215 


Leu 


Ala 


Val 


Phe 


Tyr 
220 


Thr 


Leu 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


225 










230 










235 










240 


Asp 


Ala 


Ala 


Lys 


Arg 


Leu 


He 


Trp Trp Gly Glu Lys 
















245 










250 















<210> 1648 
<211> 319 
<212> PRT 

<213> Unknown (H38g565 protein) 
<220> 

<223> Synthetic construct 



<400> 1648 



Met 


Ser 


Gly Glu Asn Val 


Thr 


Arg 


Val 


Gly Thr 


Phe 


He 


Leu 


Val 


Gly 


1 








5 










10 










15 




Phe 


Pro 


Thr 


Ala 
20 


Pro 


Gly 


Leu 


Gin 


Tyr 
25 


Leu 


Leu 


Phe 


Leu 


Leu 
30 


Phe 


Leu 


Leu 


Thr 


Tyr 
35 


Leu 


Phe 


Val 


Leu 


Val 
40 


Glu 


Asn 


Leu 


Ala 


He 
45 


He 


Leu 


Thr 


Val 


Trp 
50 


Ser 


Ser 


Thr 


Ser 


Leu 
55 


His 


Arg 


Pro 


Met 


Tyr 
60 


Tyr 


Phe 


Leu 


Ser 


Ser 


Met 


Ser 


Phe 


Leu 


Glu 


He 


Trp 


Tyr 


Val 


Ser 


Asp 


He 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Glu 


Gly 


Phe 


Leu 


Leu 


Gin 


Gin 


Lys 


Arg 


He 


Ser 


Phe 


Val 


Gly 








85 










90 










95 




Cys 


Met 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Ser 


Ser 


Leu 


Val 


Cys 


Thr 


Glu 


Cys 






100 










105 










110 






Val 


Leu 


Leu 
115 


Ala 


Ser 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


His 


Val 


Leu 


Val 


Thr 


Pro Gly Cys 


Ala 


Ser 


Arg 


Leu 




130 






135 










140 










Val 


Gly 


Phe 


Ser 


Phe 


Val 


Ser 


Gly 


Phe 


Thr 


He 


Ser 


Met 


He 


Lys 


Val 


145 








150 










155 










160 


Cys 


Phe 


He 


Ser 


Ser 


Val 


Thr 


Phe 


Cys 


Gly 


Ser 


Asn 


Val 


Leu 


Asn 


His 








165 










170 










.175 




Phe 


Phe 


Cys 


Asp 


He 


Ser 


Pro 


He 


Leu 


Lys 


Leu 


Ala 


Cys 


Thr 


Asp 


Phe 






180 










185 










190 






Ser 


Thr 


Ala 


Glu 


Leu 


Val 


Asp 


Phe 


He 


Leu 


Ala 


Phe 


He 


He 


Leu 


Val 



195 200 205 
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Phe 


Pro 


Leu Leu 


Ala 


Thr 


Met 


Leu 


Ser Tyr 


Ala 


His 


He 


Thr 


Leu 


Ala 




210 








215 








220 










Val 


Leu 


Arg He 


Pro 


Ser 


Pro 


Arg Gly Cys 


Trp 


Arg 


Ala 


Phe 


Phe 


Thr 


225 








230 








235 










240 


Cys 


Ala 


Ser His 


Leu 


Thr 


Val 


Val 


Thr Val 


Phe 


Tyr 


Thr 


Ala 


Leu 


Leu 








245 








250 










255 




Phe 


Met 


Tyr Val 


Arg 


Pro 


Arg 


Pro 


Leu Tyr 


Ser 


Arg 


Ser 


Ser 


Asn 


Lys 






260 










265 








270 




Leu 


He 


Ser Val 


Leu 


Tyr 


Thr 


Val 


He Thr 


Pro 


He 


Leu 


Asn 


Pro 


Leu 






275 








280 








285 








lie 


Tyr 


Cys Leu 


Arg 


Asn 


Lys 


Glu 


Phe Lys 


Asn 


Ala 


Leu 


Lys 


Asn 


Ser 




290 








295 








300 








Arg 


Leu 


Asp Asp 


Cys 


Ala 


Val 


Glu 


Gly Arg 


Leu 


Ser 


Ser 


Leu 


Leu 




305 








310 








315 













<210> 1649 

<211> 320 

<212> PRT 

<213> Unknown (H38g566 protein) 
i<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <1)...(320) 

<223> Xaa = Any Amino Acid 

<400> 1649 

Met Ala Asp Val Asn Phe Thr Leu Val Thr Glu Phe He Leu Leu Glu 

1 5 10 15 

Leu Thr Asp Arg Ala Glu Leu Lys Met Val Leu Phe Val Leu Phe Leu 

20 25 30 

Leu He Tyr Thr He Ser Leu Val Gly Asn He Gly Met Leu Phe Leu 

35 40 45 

He Tyr Val Thr Pro Lys Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 

50 55 60 

Cys Leu Ser Phe Val Asp Ala Cys Tyr Ser Ser Val Phe Ala Pro Arg 
65 70 75 80 

Met Leu Leu Asn Phe Phe Val Glu Arg Glu Thr He Leu Phe Ser Ala 

85 90 95 

Cys He Val Gin Tyr Phe Leu Phe Val Ser Leu Leu Thr Thr Glu Gly 

100 105 no 

Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Met Ala He Val Asn 

115 120 125 

Pro Leu Leu Tyr Thr Val Ala Met Thr Lys He Val Cys He Val Leu 

130 135 140 

Ala Phe Gly Ser Cys Met Gly Gly Leu He Asn Ser Leu Thr His Thr 
145 150 155 160 

He Gly Leu Val Lys Leu Ser Phe Cys Gly Pro Asn Val He Ser His 

165 170 175 

Phe Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ser Cys Ser Glu Thr 

180 185 "* 190 

Ser Met Asn Glu Leu Leu Leu Leu He Phe Ser Gly He He Ala Thr 

195 200 205 

Leu Thr Phe Leu Thr Val Val He Ser Tyr He Phe He Val Ala Ala 

210 215 220 

He Leu Arg lie Arg Xaa Ala Ala Gly Arg Arg Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Thr Ser His Leu He Thr Val Thr Leu Phe Tyr Gly Ser He Ser 

245 250 255 

Phe Ser Tyr He Gin Pro Asn Ser Gin Tyr Ser Leu Glu Gin Glu Lys 
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260 

Val Val Ser Val Phe 
275 

lie Tyr Ser Leu Arg 
290 

lie Glu Met Lys His 
305 



265 

Tyr Thr Leu Val Val Pro 
280 

Asn Lys Glu Val Lys Glu 
295 

Phe Pro Cys Xaa Phe His 
310 315 



270 

Met Leu Asn Pro Leu 
285 

Ala Val Lys Arg Ala 
300 

He Ser He Ser Lys 
320 



<210> 1650 
<211> 313 
<212> PRT 

<213> Unknown (H38g567 protein) 

<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(313) 

<223> Xaa = Any Amino Acid 



<400> 1650 



Met 


Leu 


Gly Asn 


Tyr 


Ser 


Ser 


Ala 


Thr 


Glu 


Phe 


Phe 


Leu 


Leu Gly 


Phe 


1 








5 










10 










15 




Pro 


Gly 


Ser 


Gin 


Glu 


Val 


Arg 


Arg 


He 


Leu 


Phe 


Val 


Asn 


Phe 


Phe 


Phe 






20 










25 










30 






Leu 


Tyr 


Ala 


Val 


Thr 


Val 


Met 


Gly Asn 


Thr 


Val 


He 


He 


Val 


Thr 


Val 




35 










4U 










45 








Cys 


Val 


Asp 


Lys 


His 


Leu 


Gin 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Gly His 


50 










55 










60 










Leu 


Cys 


Val 


Leu 


Glu 


He 


Leu 


He 


Thr 


Ser 


Thr 


Ala 


Ala 


Pro 


Phe 


Met 


65 








70 










75 










80 


Leu 


Trp 


Gly Leu 


Leu 


Leu 


Pro 


Ser 


Thr 


Gin 


He 


Met 


Ser 


Leu 


Thr 


Ala 








85 










90 










95 




Cys 


Ala 


Ala 


Gin 


Leu 


Leu 


Tyr 


Leu 


Ser 


Leu Gly Thr 


Ser 


Glu 


Leu 


Ala 






100 










105 










110 






Leu 


Met 


Gly Val 


Met 


Ala 


Val 


Asp 


His 


Tyr Val 


Ala 


Val 


Cys 


Asn 


Pro 






115 










120 










125 








Leu 


Arg 
130 


Tyr 


Asn 


He 


He 


Met 
135 


Asn 


Ser 


Ser 


Thr 


Cys 
140 


Val 


Trp 


Met 


Val 


He 


Val 


Ser 


Trp 


Val 


Phe 


Gly 


Phe 


Leu 


Phe 


Gin 


He 


Trp 


Pro 


Val 


Tyr 


145 










150 










155 










160 


Ala 


Thr 


Phe 


Gin 


Leu 
165 


Thr 


Phe 


Cys 


Lys 


Ser 
170 


Asn 


Val 


Leu 


Asp 


His 
175 


Phe 


Tyr 


Cys 


Asp 


Xaa 


Gly 


Gin 


Leu 


Leu 


Lys 


Val 


Ser 


Cys 


Glu 


Asp 


Thr 


Leu 






180 










185 










190 






Phe 


Thr 


Glu 
195 


Phe 


He 


Leu 


Phe 


Leu 
200 


Met 


Ala 


Val 


Phe 


He 
205 


He 


He 


Gly 


Ser 


Leu 
210 


He 


Pro 


Thr 


He 


Val 
215 


Ser 


Tyr 


Thr 


Tyr 


He 
220 


He 


Ser 


Thr 


He 


Leu 


Lys 


He 


Pro 


Leu 


Ala 


Ser 


Gly 


Trp 


Arg 


Lys 


Ser 


Phe 


Ser 


Thr 


Cys 


225 








230 










235 










240 


Ala 


Ser 


His 


Phe 


Thr 


Cys 


Val 


Val 


He 


Gly Tyr 


Ser 


Ser 


Cys 


Leu 


Phe 










245 










250 










255 




Leu 


Tyr 


Thr 


Lys 


Pro 


Lys 


Gin 


Thr 


Gin 


Ala 


Ala 


Lys 


Tyr 


Asn 


Arg 


He 






260 










265 










270 






Ala 


Ser 


Leu 
275 


Leu 


Val 


Leu 


Val 


Val 
280 


Thr 


Pro 


Phe 


Leu 


Asn 
285 


Pro 


Phe 


He 


Phe 


Thr 


Leu 


Arg 


Asn 


Asp 


Lys 


Phe 


He 


Gin 


Ala 


Phe 


Gly Asp 


Gly Met 




290 










295 










300 










Lys 


His 


Cys 


Tyr Gin 


Leu 


Leu 


Arg 


lie 

















305 310 
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<210> 1651 
<211> 314 
<212> PRT 

<213> Unknown (H38g568 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 

<400> 1651 

lie Xaa Met Ala Asp Arg Asn Val Thr Val lie Thr Glu Phe He Leu 

15 10 15 

Leu Gly Leu Thr Asp Asn Pro Glu Met Asn Val Val Leu Ser Val Leu 

20 25 30 

Phe Leu Leu He Tyr Leu He Thr Val Leu Gly Asn Phe Trp He He 

35 40 45 

He He He Leu Ala Ser Ala Gin Leu His Ser Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Gin Leu Ala Phe Leu Asp Phe Cys Tyr Ser Ser Val Leu He 
65 70 75 80 

Pro Lys Met Leu Val Asn Tyr He Ala Gly Gin Lys Val He Ser Tyr 

85 90 95 

His Gly Cys Leu Leu Gin Tyr Ser Phe Val Ser Leu Phe Leu Thr Thr 

100 105 110 

Glu Cys Phe Leu Leu Ala Ala Met Ala Cys Asp Arg Tyr Leu Ala Val 

115 120 125 

Cys His Pro Leu His Tyr Lys Gly Leu Met Thr Pro Thr Phe Xaa He 

130 135 140 

Tyr Leu Val Thr Val Ser Tyr Leu Leu Gly Ser Val Asn Ser Leu Thr 
145 150 155 160 

His Leu Ser Ser Leu Leu Ser Leu Ser Phe Cys Gly Ser Asn Val He 

165 170 * 175 

Asn Arg Tyr Phe Cys Asp He Pro Leu Leu Phe Gin Leu Ser Cys Ser 

180 185 190 

Asn Thr Gin His Ser Lys He Leu Phe Thr Val Leu Ser Gly Ala Thr 

195 200 205 

Ser Val Thr Thr Phe Leu He Val Val Ser Ser Tyr Leu Val He Leu 

210 215 220 

Leu He Val Leu Lys He His Ser Thr Arg Gly Arg Asn Lys Ala He 
225 230 235 240 

Ser Thr Cys Ala Ser His Leu Met Val Val Thr Leu Phe Tyr Arg Thr 

245 250 255 

Val He Phe Thr Tyr Leu Gly Ala Asn Pro Gly Tyr Ser Gin Asp Arg 

260 265 270 

Pro Lys He Leu Pro Val Glu Cys Thr Leu Leu Leu Ser He Leu Asn 

275 280 285 

Leu Leu He Tyr Ser Val Arg Asn Arg Glu Val Lys Glu Ala He Lys 

290 295 300 

He He He Lys Arg Lys He Leu Pro Gin 
305 310 

<210> 1652 
<211> 314 
<212> PRT 

<213> Unknown (H38g569 protein) 
<220> 
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<223> Synthetic construct 



<400> 1652 



Met 


Leu 


Met Asn Tyr 


Ser 


Ser 


Ala 


Thr 


Glu 


Phe 


Tyr 


Leu 


Leu 


Gly 


Phe 


1 








5 










10 










15 




Pro 


Gly 


Ser 


Glu 


Glu 


Leu 


His 


His 


He 


Leu 


Phe 


Ala 


He 


Phe 


Phe 


Phe 






20 










25 










30 






Phe 


Tvr 


Leu 


Val 


Thr 


Leu 


Met 


Gly 


Asn 


Thr 


Val 


He 


He 


Met 


He 


Val 




35 










40 










45 








Cys 


Val 
50 


Asp 


Lys 


Arg 


Leu 


Gin 
55 


Ser 


Pro 


Met 


Tyr 


Phe 
60 


Phe 


Leu 


Gly 


His 


Leu 


Ser 


Ala 


Leu 


Glu 


He 


Leu 


Val 


Thr 


Thr 


He 


He 


Val 


Pro 


Val 


Met 


65 










70 










75 










80 


Leu 


Tro 


Glv Leu 


Leu 


Leu 


Pro 


Gly 


Met 


Gin 


Thr 


He 


Tyr 


Leu 


Ser 


Ala 








85 










90 










95 




Cys 


Val 


Val 


Gin 
100 


Leu 


Phe 


Leu 


Tyr 


Leu 
105 


Ala 


Val 


Gly 


Thr 


Thr 
110 


Glu 


Phe 


Ala 


Leu 


Leu 


Gly Ala 


Met 


Ala 


Val 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 


Asn 






115 










120 










125 








Pro 


JUeu 


Arg Tyr Asn 


He 


He 


Met 


Asn 


Arci 


His 


Thr 


Cys 


Asn 


Phe 


Val 




J. J w 










135 










140 










va jl 


Leu 


Val 


Ser 


Trp 


Val 


Phe 


Glv 


Phe 


Leu 


Phe 


Gin 


He 


TrD 


Pro 


Val 












1^0 










155 










160 


Tyr 


Val 


Met 


Phe 


Gin 


T .01 1 

iJC LA 


Thr 




Cys 


Lys 


Ser 


Asn 


Val 


Val 


Asn 


Asn 








165 










170 










175 




irne 


rne 


Cys 


Asp 
180 


Arg 


Gly 


Gin 


Leu. 


Leu 
185 


Lys 


Leu 


Ser 


Cvs 


Asn 
190 


Asn 


Thr 


Leu 


Phe 


Thr 
195 


Glu 


Phe 


He 


Leu 


Phe 

900 


Leu 


Met 


Ala 


Val 


Phe 
205 


Val 


Leu 


Phe 


Gly 


Ser 


Leu 


He 


Pro 


Thr 


He 


Val 


Ser 


Asn 


Ala 


Tyr 


He 


He 


Ser 


Thr 












215 










220 










lie 


Leu 


Lys 


He 


Pro 


Ser 


Ser 


Ser 


Gly Arg 


Arg 


Lys 


Ser 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Phe 


Thr 


Cys 


Val 


Val 


He 


Gly 


Tyr 


Gly 


Ser 


Cys 


Leu 








245 










250 










255 




Phe 


Leu 


Tyr Val 


Lys 


Pro 


Lys 


Gin 


Thr 


Gin 


Ala 


Ala 


Asp 


Tyr 


Asn 


Trp 








260 










265 










270 






Val 


Val 


Ser 
275 


Leu 


Met 


Val 


Ser 


Val 
280 


Val 


Thr 


Pro 


Phe 


Leu 
285 


Asn 


Pro 


Phe 


lie 


Phe 
290 


Thr 


Leu 


Arg 


Asn 


Asp 
295 


Lys 


Val 


He 


Glu 


Ala 
300 


Leu 


Arg 


Asp 


Gly 


Val 


Lys 


Arg 


Cys 


Cys 


Gin 


Leu 


Phe 


Arg 


Asn 















305 310 



<210> 1653 
<211> 312 
<212> PRT 

<213> Unknown (H38g570 protein) 

<220> n 
<223> Synthetic construct 

<400> 1653 



Met Met 


Gly 


Arg 


Arg 


Asn Asp 


Thr 


Asn 


Val 


Ala 


Asp 


Phe 


He 


Leu 


Thr 


1 






5 








10 










15 




Gly Leu 


Ser 


Asp 


Ser 


Glu Glu 


Val 


Gin 


Met 


Ala 


Leu 


Phe 


Met 


Leu 


Phe 




20 








25 










30 






Leu Leu 


He 


Tyr 


Leu 


He Thr 


Met 


Leu 


Gly 


Asn 


Val 


Gly 


Met 


Leu 


Leu 




35 








40 










45 








He He 


Arg 


Leu 


Asp 


Leu Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


50 








55 










60 
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Thr His Leu Ser Phe lie Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 

Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr lie Ser Phe Thr Gly 

85 90 95 

Cys Phe Ala Gin Met Phe Cys Phe Val Phe Leu Gly Thr Ala Glu Cys 

100 105 ' 110 

Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Ser 

115 120 125 

Pro Leu His Tyr Thr Val lie Met Pro Lys Arg Leu Cys Leu Ala Leu 

130 135 140 

lie Thr Gly Pro Tyr Val lie Gly Phe Met Asp Ser Phe Val Asn Val 
145 150 155 160 

Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn lie lie His His 

165 170 175 

Phe Phe Cys Asp Thr Ser Pro lie Leu Ala Leu Ser Cys Thr Asp Thr 

180 185 190 

Asp Asn Thr Glu Met Leu lie Phe lie lie Ala Gly Ser Thr Leu Met 

195 200 205 

Val Ser Leu He Thr He Ser Ala Ser Tyr Val Ser He Leu Ser Thr 

210 215 220 

He Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Val Ser His Leu Leu Gly Val Thr He Phe Tyr Gly Thr Met He 

245 250 255 

Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 

260 265 270 

Val Ala Pro Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu 

275 280 . 285 

He Tyr Ser Leu Arg Asn Arg Glu Val Lys Asn Ala Leu He Arg Val 

290 295 300 

Met Gin Arg Arg Gin Asp Ser Arg 
305 310 



<210> 1654 
<211> 245 
<212> PRT 

<213> Unknown (H38g571 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (245) 

<223> Xaa = Any Amino Acid 



<400> 1654 


























Met 


Ser Xaa 


Xaa 


He 


Phe 


Cys 


Leu 


Pro 


Lys 


He He 


He 


Thr 


Leu 


Leu 


1 






5 










10 








15 




Gin 


Xaa Glu 


Trp 


Asp 


Ala 


Leu 


Asn 


Leu 


Glu 


Thr Arg 


Val 


Phe 


Leu 


Glu 






20 










25 








30 






Glu 


Asp Phe 


Pro 


Cys 


Gly 


Phe 


Ser 


Leu 


Trp 


He Val 


Arg 


Gin 


Leu 


Ser 




35 










40 








45 








Phe 


Phe Leu 


Glu 


He 


Asn 


Xaa 


Phe 


Ala 


His 


Leu Lys 


Lys 


Xaa 


Cys 


Arg 




50 








55 








60 






Lys 


His Thr 


Ser 


Thr 


Phe 


Ser 


Leu 


Ser 


Asn 


Leu Ala 


Phe 


Xaa 


Asp 


Phe 


65 








70 










75 






80 


Cys 


Tyr Ala 


Ser 


Val 


He 


Thr 


Ser 


Lys 


Met 


Phe Gly 


Ser 


Phe 


Leu 


Tyr 








85 










90 








95 




Lys 


Gin Lys 


Lys 


Leu 


Thr 


Phe 


Asn 


Ala 


Leu Gly Cys 


Ser 


Leu 


Thr 


Phe 






100 










105 








110 






Met 


Thr Thr 


Glu 


Cys 


Leu 


Leu 


Leu 


Ala 


Phe 


Met Ala 


Cys 


Asp 


Gin 


Tyr 
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115 120 125 

Leu Val lie Cys Asn Pro Pro Leu Tyr Met Val Thr Met Ser Pro Pro 

130 135 140 

Gin Gly Val Cys lie Gin Leu Met Pro Ala Ser Tyr Ser Tyr Ser Phe 
145 150 155 160 

Leu Met Thr Leu Ser His Tyr Leu Ser Ala Phe Arg Leu Pro Tyr Cys 

165 170 175 

Pro Ser Val Ser Leu Met Phe Asn Gly Ser Leu Phe Leu Tyr Cys Thr 

180 185 190 

Xaa Cys Ser Glu Asn Ser Leu Asp Thr Asp Arg Met Ala Ser Val Phe 

195 200 205 

Tyr Thr Val Val lie Pro Met Leu Ser Pro Leu lie Trp Ser Leu Arg 

210 215 220 

Asn Lys Asp Val Lys Asp Ala Leu Arg Lys Val lie Val Asn Arg Asn 
225 230 235 240 

Gin Ala Leu Phe Cys 
245 



<210> 1655 
<211> 312 
<212> PRT 

<213> Unknown (H3 8g572 protein) 

I 

<220> 

<223> Synthetic construct 



<400> 1655 



Met 


Ala 


Pro 


Glu 


Asn 


Phe 


Thr 


Arg 


1 








5 








Val 


Ser 


Ser 


Cys 


Pro 


Glu 


Leu 


Gin 








20 










Val 


Leu 


Tyr 


Val 


Leu 


Thr 


Met 


Ala 






35 










40 


Thr 


Ser 


Val 


Asp 


Ser 


Arg 


Leu 


Gin 




50 










55 




His 


Leu 


Ala 


lie 


He 


Asn 


Leu Gly 


65 










70 






Met 


Leu 


Met 


Asn 


Phe 


Leu 


Val 


Lys 










85 








Cys 


Ala 


Thr 


Gin 


Leu 


Gly Gly 


Phe 








100 










Met 


Met 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 






115 










120 


Pro 


Leu 


Leu 


Tyr 


Met 


Val 


Val 


Val 




130 










135 




Val 


Ser 


Leu 


Thr 


Tyr 


Leu 


Tyr 


Gly 


145 










150 






Pro 


Cys 


He 


Phe 


Ser 


Val 


Ser 


Tyr 










165 








Phe 


Tyr 


Cys 


Asp 


He 


Ala 


Pro 


Leu 








180 










Tyr 


He 


Pro 


Glu 


Thr 


He 


Val 


Phe 






195 










200 


Phe 


Ser 


Met 


He 


Thr 


Val 


Leu 


Val 




210 










215 




He 


Leu 


Arg 


He 


Arg 


Ser 


Pro 


Glu 


225 










230 






Cys 


Ala 


Ser 


His 


Met 


He 


Ala 


Val 










245 








Phe 


Met 


Tyr 


Leu 


Gin 


Pro 


Gin 


Thr 



260 > 



Val 


Thr 
10 


Glu 


Phe 


He 


Leu 


Thr 
15 


Gly 


He 


Pro 


Leu 


Phe 


Leu 


Val 


Phe 


Leu 


25 










30 






Gly Asn Leu 


Gly 


He 


He 


Thr 


Leu 










45 








Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Arg 


Asn 


Ser 


Thr 
75 


Val 


He 


Ala 


Pro 


Lys 
80 


Lys 


Lys 
90 


Thr 


Thr 


Ser 


Phe 


Tyr 
95 


Glu 


Leu 


Phe 


Phe 


He 


Val 


Ser 


Glu 


Val 


105 










110 






Asp 


Arg 


Tyr 


Val 


Ala 

125 


He 


Cys 


Asn 


Ser 


Arg Arg 


Leu 


Cys 


Leu 


Leu 


Leu 








140 










Phe 


Ser 


Thr 
155 


Ala 


He 


Val 


Val 


Ser 
160 


Cys 


Ser 
170 


Ser 


Asn 


He 


He 


Asn 
175 


His 


Leu 


Ala 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


185 










190 






He 


Ser 


Ala 


Ala 


Thr 
205 


Asn 


Leu 


Phe 


Ser 


Tyr 


Phe 


Asn 
220 


He 


Val 


Leu 


Ser 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 






235 










240 


Thr 


Val 


Phe 


Tyr 


Gly Thr 


Met 


Leu 




250 










255 




Asn 


His 


Ser 


Leu 


Asp 


Thr 


Asp 


Lys 


265 










270 
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Met Ala Ser Val Phe Tyr Thr Leu Val lie Pro Met Leu Asn Pro Leu 

275 280 285 

lie Tyr Ser Leu Arg Asn Asn Asp Val Asn Val Ala Leu Lys Lys Phe 

290 295 300 

Met Glu Asn Pro Cys Tyr Ser Phe 
305 310 

<210> 1656 
<211> 161 
<212> PRT 

<213> Unknown (H38g573 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (161) 

<223> Xaa = Any Amino Acid 



<400> 1656 



,Ile 


Cys 


Gly Ser 


His 


Ser 


Gly Val 


Thr 


Glu 


Phe 


Cys 


Leu 


Leu 


Gly 


Phe 


1 








5 








10 










15 




Pro 


Gly 


Ser 


Gin 


Xaa 


Val 


Cys His 


Leu 


Leu 


Pro 


Ser 


Ser 


Phe 


Val 


Ser 








20 








25 










30 






He 


Val 


He 


Arg 


Asn 


Tyr 


Val He 


He 


He 


Val 


Cys 


Val 


Glu 


Lys 


Cys 






35 








40 










45 








Leu 


Leu 


Phe 


Leu 


Leu 


Tyr 


Leu Phe 


Tyr Gly Asp 


Leu 


Ser 


Val 


Met 


Glu 




50 










55 








60 










He 


Leu 


He 


Thr 


Tyr 


Thr 


Ala Val 


Pro 


Leu 


Met 


Leu 


Arg 


Gly Cys 


Tyr 


65 










70 








75 










80 


Phe 


Pro 


Xaa 


Phe 


Lys 


Gin 


Tyr Leu 


Xaa 


Xaa 


His 


Val 


Ser 


Val 


Gin 


Leu 










85 








90 










95 




Tyr 


Met 


Asn 


Phe 


Phe 


Gly 


Gly Thr 


Gin 


Glu 


Phe 


Ala 


Leu 


Leu 


Gly 


Val 








100 








105 










110 






Met 


Thr 


Val 


Asn 


His 


Tyr 


Val Ala 


Leu 


Cys 


Asn 


Ser 


Leu 


Lys 


Xaa 


Asn 






115 








120 










125 








He 


He 


Met 


Ser 


Ser 


Thr 


His Cys 


He 


Trp 


Leu 


Val 


He 


Val 


Leu 


Leu 




130 










135 








140 










He 


Gly 


Phe 


Leu 


Ser 


Glu 


He Trp 


Ser 


Val 


Tyr 


Ala 


Thr 


Phe 


Gin 


Leu 


145 










150 








155 










160 



Pro 



<210> 1657 
<211> 324 
<212> PRT 

<213> Unknown (H38g574 protein) 
<220>< 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(324) 

<223> Xaa = Any Amino Acid 

<400> 1657 

His Thr Glu Pro Arg Asn Leu Thr Gly Val Xaa Glu Phe Leu Leu Leu 

15 10 15 

Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Leu Leu Ser 

20 25 30 

Leu Ser Leu Ser Met Tyr Leu Val Thr Val Leu Arg Asn Leu Leu Ser 
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35 










40 










45 








lie 


Leu 
50 


Ala 


Val 


ser 


Ser 


Asp 
55 


Ser 


Pro 


Leu 


HIS 


inr 
60 


Pro 


Met 


Tyr 


Phe 


Pne 


Leu 


Ser 


Asn 


Leu 


Cys 


Trp 


Ala 


Asp 


lie 


v^iy 


Pne 


Thr 


Ser 


Ala 


Met 


65 










70 










75 










80 


Val 


Pro 


Lys 


Met 


He 


Val 


Asp Met 


Gin 


Ser 


His 


Ser 


Arg Val 


He 


Ser 




















q r\ 










95 




His 


Glu 


Gly 


Cys 
100 


Leu 


Thr 


Gin 


Met 


Pne 
105 


pne 


Leu 


val 


Leu 


Phe 
110 


Ala 


Cys 


lie 


Glu 


Gly 
115 


Met 


He 


Leu 


Thr 


Val 
120 


Met 


Ala 


Tyr 


Asp 


Cys 

IOC 

125 


Phe 


Val 


Ala 


He 


Cys 
130 


Arg 


Pro 


Leu 


Asn 


Tyr 
135 


Pro 


Val 


Tl a 

lie 


Val 


Asn 
140 


Pro 


His 


Leu 


Cys 




Phe 




He 










Phe 




Ser 






-n 


Ser 




VUJL 




Phe 




Leu 


Met 


Ser 


Phe 




Leu 


Leu 


Leu 




Gin 


145 










150 










155 










160 


Leu 


His 


Ser 


Trp 


He 
165 


Val 


Leu 


Gin 


Phe 


Thr 
170 


He 


He 


Lys 


Asn 


Val 
175 


Glu 


He 


Ser 


Asn 


Phe 
180 


Val 


Cys 


Asp 


Pro 


Ser 
185 


Gin 


Leu 


Leu 


Lys 


Leu 
190 


Ala 


Cys 


Ser 


Asp 


Ser 
195 


Val 


He 


Asn 


Ser 


He 
200 


Phe 


Thr 


Tyr 


Phe 


His 
205 


Ser 


Thr 


Met 


Phe 


Ala 
210 


Phe 


Leu 


Pro 


He 


Ser 
215 


Ala 


He 


Leu 


Leu 


Ser 
220 


Tyr 


Tyr 


Lys 


He 


Val 


Thr 


Ser 


He 


Leu 


Arg 


He 


Ser 


Ser 


Ser 


Asp 


Gly 


Lys 


Tyr 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Cys 


Asp 


Ser 


His 


Leu 


Ala 


Val 


Val 


Cys 


Xaa 


Phe Tyr 


Gly 










245 










250 










255 




Thr 


Asp 


He 


Gly Met 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Pro 


Pro 


Arg 








260 










265 










270 






Asn 


Gly 


Val 
275 


Val 


Ala 


Ser 


Met 


Met 
280 


Tyr 


Ala 


Val 


Val 


Thr 
285 


Pro 


Met 


Leu 


Asn 


Leu 
290 


Phe 


He 


Tyr 


Ser 


Leu 
295 


Arg 


Asn 


Arg 


Asp 


He 
300 


Gin 


Ser 


Ala 


Leu 


Arg 


Arg 


Leu 


Arg 


Ser 


Arg 


Thr 


Val 


Glu 


Ser 


Pro 


Xaa 


Ser 


Val 


Pro 


Ser 


305 










310 










315 










320 


Phe 


Phe 


Leu 


Cys 



























<210> 1658 
<211> 320 
<212> PRT 

<213> Unknown <H38g575 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (320) 

<223> "Xaa = Any Amino Acid 



<400> 1658 




























His 


Thr 


Lys 


Pro 


Arg 


Asn 


Leu 


Thr 


Gly Val 


Xaa 


Glu 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Pro 


He 


Leu 


Ala 


Gly Leu 


Ser 








20 










25 










30 






Leu 


Ser 


Met 
35 


Tyr 


Leu 


Val 


Thr 


Val 
40 


Leu 


Arg 


Asn 


Leu 


Leu 
45 


He 


He 


Leu 


Ala 


Val 
50 


Ser 


Ser 


Asp 


Ser 


His 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Cys 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Cys 


Trp 


Ala 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Ala 


Thr 


Val 


Pro 


65 










70 










75 










80 
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Lys Met lie Val Asp Met Gin Ser His Ser Arg Val He Ser Tyr Glu 

85 90 95 

Gly Cys Leu Thr Arg Met Ser Phe Leu Val Leu Phe Ala Cys Thr Glu 

.100 105 no 

Asp Met Leu Leu Thr Val Met Ala Tyr Asp Cys Phe Val Ala He Cys 

115 120 t " 125 

Arg Pro Leu His Tyr Pro Val He Val Asn Pro His Leu Cys Val Phe 

130 135 140 

Phe He Leu Val Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His 
145 150 155 160 

Ser Xaa Val Val Leu Gin Phe Thr Phe Phe Asn Asn Val Glu He Ser 

165 170 175 

Asn Phe Val Cys Glu Pro Ser Gin Leu Val Asn Leu Ala Ser Ser Asp 

180 185 190 

Ser Val Val Asn Ser He Phe He Tyr Phe Asp Ser Thr Met Phe Gly 

195 200 205 

Phe Leu Pro He Leu Gly Val Leu Leu Ser His Tyr Lys He Val Pro 

210 215 220 

Ser He Leu Arg He Ser Ser Ser Asp Gly Lys Tyr Lys Val Phe Ala 
225 230 235 240 

-Thr Cys Gly Ser His Leu Ala Val Val Cys Xaa Phe Asp Gly Thr Gly 
245 250 255 

He Asp Met Tyr Leu Thr Ser Ala Val Ser Pro Pro His Arg Asn Gly 

260 265 270 

Val Val Ala Ser Val Met Tyr Ala Val Phe Thr Pro Met Leu Asn Pro 

275 280 285 

Phe He Tyr Ser Leu Arg Asn Arg Asp He Gin Ser Ala Leu Arg Arg 

290 295 3Q0 

Leu Leu Ser Arg Thr Val Glu Ser His Asp Leu Phe His Pro Phe Ser 
3 °5 310 315 320 

<210> 1659 

<211> 270 

<212> PRT 

<213> Unknown (H3 8g576 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(270) 

<223> Xaa = Any Amino Acid 



<400> 1659 




























Val 


Ser 


Leu 


He 


Thr 


Tyr 


Leu 


He 


Thr 


Val 


Met 


Ser 


Asn 


Leu 


Gly Met 


1 








5 










10 










15 




Asn 


He 


Leu 


Thr 


Lys 


Leu 


Asp 


Ser 


His 


Leu 


Tyr 


Thr 


Pro 


Val 


Val 


Tyr 








20 










25 










30 




Phe 


Leu 


He 


Lys 


His 


He 


Phe 


Phe 


He 


Asp 


Phe 


Tyr 


Asn 


Cys 


He 


Val 






35 










40 










45 






He 


Tyr 
50 


Thr 


Asn 


Lys 


Met 


Leu 
55 


Asn 


Phe 


Val 


Val 


Asp 
60 


Gin 


Asn 


Asn 


He 


Ser 


Tyr 


Tyr 


Ala 


Cys 


Ala 


Thr 


His 


Met 


Thr 


Phe 


Phe 


Met 


Phe 


He 


He 


65 










70 










75 










80 


Thr 


Glu 


Leu 


Leu 


He 


Leu 


Val 


Ser 


Met 


Ala 


Tyr Asp Cys 


Tyr 


Val 


Val 










85 










90 










95 




Asn 


Ser 


Asn 


Pro 


Leu 


Phe 


Tyr 


He 


Val 


He 


Met 


Cys 


Leu 


Xaa 


Leu 


Xaa 


His 






100 










105 










110 






Val 


Leu 
115 


Met 


Ser 


He 


Pro 


Tyr 
120 


Leu 


Cys 


Asn 


Thr 


Phe 
125 


Gin 


Ser 


Leu 


He 


He 


Thr 


He 


Asp 


Leu 


Phe 


Leu 


Thr 


Phe 


Cys 


Ser 


Phe 


He 


He 


Ser 
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130 










135 










140 










Hi c: 

nib 


rile 


1 J r 




lyx 


Asp Val 


Leu 


Phe 


Phe 


His 


Met 


Leu 


Cvs 


Ser 


Asn 


145 










150 










155 










160 


Ala 
MXd 


bill 




y 


Glu 
165 


Leu 


Leu 


He 


Thr 


Leu 
170 


Leu 


Thr 


Ala 


Phe 


Asn 
175 


Leu 


Tin 

lie 


Pro 




1—1 tr Li 




V CL X 


Leu 


Leu 


Val 
185 


Leu 


Asn 


He 


Leu 


He 
190 


Leu 


Leu 


Ala 


X lc 


Cys 


Add 


Met: 


nib 




Ala 


Leu 


Gly Arg Lys 


Lvs 


Ala 


Phe 


Ser 






195 










200 










205 








Mat- 

wet 


Cys 
210 






n -L o 


Leu 


Thr 
215 


Met 


Val 


Val 


Met 


Phe 
220 


Tvr 


Glv 


Ser 


Leu 


Leu 


Phe 


Asp 


Met 


Asp 


Lys 


Val 


Ala 


Ser 


Leu 


Phe 


Tyr 


Thr 


Leu 


Met 


He 


225 










230 










235 










240 


Leu 


Arg 


Phe 


Asn 


Leu 


Leu 


He 


Tyr 


Ser 


Phe 


Ser 


Asn 


Leu 


Gly 


Val 


Lys 








245 










250 










255 




Asn 


Val 


Phe 


Tyr 
260 


Arg 


Val 


Phe 


Lys 


Asn 
265 


Xaa 


Cys 


Lys 


Leu 


Cys 
270 







<210> 1660 
<211> 128 
<212> PRT 

<213> Unknown (H3 8g577 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(128) 

<223> Xaa = Any Amino Acid 



<400> 1660 



Met 


Gly 


Gly 


Lys 


Gin 


Pro 


Trp 


Val 


Thr 


Glu Phe 


He 


Leu 


Val 


Gly 


Phe 


1 








5 










10 








15 




Gin 


Leu 


Cys 


Ala 
20 


Glu 


Met 


Glu 


He 


Phe 
25 


Leu Ser 


Cys 


He 


Phe 
30 


Ser 


Arg 


Phe 


Tyr 


Ala 
35 


Phe 


Ser 


Leu 


Leu 


Arg 
40 


Asn 


Gly Met 


Asn 


Met 
45 


Gly 


Leu 


Thr 


Tyr 


Leu 
50 


Asp 


Asp 


Arg 


Asp 


Asp 
55 


Arg 


Leu 


His Thr 


Leu 
60 


He 


Tyr 


lie 


Phe 


Leu 


Ser 


His 


Leu 


Ala 


He 


Asn 


Asp 


Met 


Tyr Tyr 


Ala 


Ser 


Asn 


Asn 


Val 


65 










70 








75 










80 


Pro 


Lys 


Arg 


Gin 


Val 
85 


Asn 


Gin 


Met 


Asn 


Gin Lys 
90 


Lys 


Lys 


Asn 


Phe 
95 


Val 


Leu 


Trp 


He 


Lys 
100 


Gin 


He 


Phe 


Leu 


Tyr 
105 


Leu Ala 


Phe 


Ala 


His 
110 


Thr 


Glu 


Cys 


Leu 


He 
115 


Xaa 


Ala 


Met 


Met 


Ser 
120 


Cys 


Asn Arg 


Tyr 


Val 
125 


Ala 


He 


Cys 



<210>,1661 
<211> 307 
<212> PRT 

<213> Unknown (H38g578 protein) 
<220> 

<223> Synthetic construct 
<400> 1661 

Met Gly Gin His Asn Leu Thr Val Leu 

1 5 
Leu Thr Arg Arg Pro Glu Leu Gin He 
20 25 



Thr Glu Phe He Leu Met Glu 
10 15 
Pro Leu Phe Gly Val Phe Leu 
30 
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Val lie Tyr Leu lie Thr Val Val Gly Asn Leu Thr Met He He Leu 

35 40 45 

Thr Lys Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Ser He Arg 

50 55 60 

His Leu Ala Ser Val Asp Leu Gly Asn Ser Thr Val He Cys Pro Lys 
65 70 75 80 

Val Leu Ala Asn Phe Val Val Asp Arg Asn Thr He Ser Tyr Tyr Ala 

85 90 95 

Cys Ala Ala Gin Leu Ala Phe Phe Leu Met Phe He He Ser Glu Phe 

100 105 110 

Phe He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Tyr Val He Met Ser Gin Arg Leu Cys His Val Leu 

130 135 140 

Val Gly He Gin Tyr Leu Tyr Ser Thr Phe Gin Ala Leu Met Phe Thr 
145 150 155 160 

He Lys He Phe Thr Leu Thr Phe Cys Gly Ser Asn Val He Ser His 

165 170 175 

Phe Tyr Cys Asp Asp Val Pro Leu Leu Pro Met Leu Cys Ser Asn Ala 

180 185 190 

Gin Glu He Glu Leu Leu Ser He Leu Phe Ser Val Phe Asn Leu He 

195 200 205 

Ser Ser Phe Leu He Val Leu Val Ser Tyr Met Leu He Leu Leu Ala 

210 215 220 

He Cys Gin Met His Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Thr Val Val Val Val Phe Tyr Gly Ser Leu Leu 

245 250 255 

Phe Met Tyr Met Gin Pro Asn Ser Thr His Phe Phe Asp Thr Asp Lys 

260 265 270 

Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Glu Glu Val Lys Asn Ala Phe Tyr Lys Leu 

290 295 300 

Phe Glu Asn 
305 

<210> 1662 
<211> 218 
<212> PRT 

<213> Unknown <H38g579 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 

<400> 1662 

Leu Pro Asp He Ser Phe Thr, Ser Thr Thr Val Pro Lys Met He Val 

15 10 15 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Val He Phe Gly Gly Met Glu Glu Ser Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Trp Phe Val Ala He Cys His Pro Leu 

50 55 60 

Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly Phe Leu Val Leu 
6 5 70 75 80 

Leu Ser Phe Phe Phe Ser Val Phe Xaa His Ala Gin Leu His Asn Leu 
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85 90 95 



He 


Ala 


Leu 


Gin 
100 


Val 


Thr 


Cys 


Phe 


Lys 
105 


Asp 


Val 


Glu 


He 


Pro Asn 
110 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 


Cys 


Cys 


Asp Thr 


Phe 




115 










120 










125 






Thr 


He 
130 


Asn 


He 


He 


Met 


Tyr 
135 


Phe 


Pro 


Ala 


Ala 


He 
140 


Phe 


Gly Phe 


Leu 


Pro 


He 


Ser 


Gly Thr 


Leu 


Phe 


Ser 


Tyr 


Ser 


Lys 


He 


Val 


Ser Ser 


He 


145 










150 










155 








160 


Leu 


Arg 


Val 


Ser 


Ser 


Ser Gly 


Gly Arg 


Tyr 


Lys 


Ala 


Leu 


Ser Thr 


Cys 








165 










170 








175 




Gly 


Ser 


His 


Val 


Ser 


Val 


Val 


Cys 


Xaa 


Val 


Tyr 


Gly 


Thr 


Gly Val 


Gly 






180 










185 










190 




Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Phe 


Ser 


Pro 


Arg 


Lys 


Gly Ala Val 


195 










200 










205 






Ala 


Ser 
210 


Val 


Met 


Tyr 


Ala 


Val 
215 


Val 


Thr 


Pro 













<210> 1663 
<211> 227 
<212> PRT 

<213> Unknown (H3 8g580 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(227) 

<223> Xaa = Any Amino Acid 



<400> 1663 



Met 


Tyr 


Phe 


Phe 


Phe 


Ser 


Asn 


Leu 


Ser 


Leu 


Pro Asp Asp Gly 


Phe 


Thr 


1 






5 










10 










15 




Ser 


Thr 


Thr 


Val 
20 


Pro 


Lys 


Met 


He 


Val 
25 


Asp 


He 


Gin 


Ser 


His 
30 


Ser 


Arg 


Val 


Thr 


Ser 


Tyr 


Ala 


Gly Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 






35 










40 










45 








Phe 


Gly 


Gly Met 


Glu 


Glu 


Ser 


Met 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 




50 










55 










60 










Arg 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Cys 


His 


Ser 


Ala 


He 


Thr 


Asn 


65 










70 










75 










8 0 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


Leu 


Ser 


Phe 


Phe 


Phe 


Leu 


Ser 








85 










90 










95 




Leu 


Leu 


Asp 


Ala 


Gin 


Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Arg 


Thr 


Cys 






100 










105 










110 






Phe 


Lys 


Asp 


Val 


Glu 


He 


Pro 


Asn 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Phe 




115 










120 










125 








Pro 


Arg 
130 


Leu 


Ala 


Cys 


Cys 


Gly 
135 


Thr 


Phe 


Thr 


Asn 


Asn 
140 


He 


He 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


He 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser Gly Thr Leu 


Phe 


145 










150 










155 










160 


Ser 


Tyr 


Asp 


Lys 


He 


Val 


Phe 


Ser 


He 


Leu Arg Val 


Ser 


Ser 


Ser Gly 








165 










170 










175 




Gly 


Lys 


His 


Lys 


Ala 


Phe 


Ser 


Thr 


Arg 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 




180 










185 










190 






Cys 


Xaa 


Phe 


Tyr 


Gly 


Thr Gly 


He 


Gly 


Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 




195 










200 










205 








Ser 


Ser 
210 


Ser 


Pro 


Arg 


Lys 


Ala 
215 


Ala 


Val 


Ala 


Ser 


Val 
220 


Met 


Tyr 


Thr 


Val 


Ala 


He 


Pro 





























225 
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<210> 1664 
<211> 194 
<212> PRT 

<213> Unknown (H38g581 protein) 
<220> 

<223> Synthetic construct 



<400> 1664 



Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Phe 


Thr He 


1 








5 










10 










15 


Ser 


Cys 


Val 


Pro Gly Met 


Leu 


Val 


Asn 


Leu 


Trp 


Glu 


Pro 


Lys 


Lys Thr 








20 










25 










30 




He 


He 


Leu 


Leu 


Gly 


Cvs 


Ser 


Val 


Gin 


Phe 


Phe 


He 


Phe 


Leu 


Ser Leu 






35 










40 










45 






Gly Thr 


Thr 


Glu 


Cys 


He 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Phe 


Asp Arg Tyr 




50 










55 










60 








Met 


Ala 


He 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 


Val 


His 


Pro Leu 


65 










70 










75 








80 


iLeu 


Cys 


Trp 


Gin 


Leu 


Ala 


Ser 


Val 


Ala 


Trp 


Val 


Met 


Ser 


Leu 


Val Glu 










85 










90 










95 


Ser 


Val 


Val 


Gin 


Thr 


Pro 


Ser 


Thr 


Leu 


His 


Leu 


Pro 


Phe 


Cys 


Pro Asp 








100 










105 










110 




Arg 


Gin 


Val 


Asp 


Asp 


Phe 


Val 


Cys 


Glu 


Val 


Pro 


Ala 


Leu 


He 


Arg Leu 






115 










120 










125 






Ser 


Cys 


Glu 


Asp 


Thr 


Ser 


Tyr 


Asn 


Glu 


He 


Gin 


Leu 


Ala 


Val 


Ala Ser 




130 










135 










140 








Val 


Phe 


He 


Leu 


Ala 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 


Val 


Ser 


Tyr Gly 


145 










150 










155 








160 


Ala 


He 


Ala 


Trp 


Ala 


Val 


Leu 


Arg 


Thr 


Asn 


Ser 


Ala 


Lys 


Gly Gin Arg 










165 










170 










175 


Lys 


Ala 


Phe 


Gly Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu Phe 








180 










185 










190 




Tyr 


Ser 





























<210> 1665 
<211> 320 
<212> PRT 

<213> Unknown (H38g582 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (320) 

<223> Xaa = Any Amino Acid 



<400> 1665 



Met Val 


Ser 


Ser 


Asn 


Gin 


Thr 


Ser 


Pro 


Val 


Leu 


Gly 


Phe 


Leu 


Leu 


Leu 


1 






5 










10 










15 




Gly Leu 


Ser 


Ala 


His 


Pro 


Lys 


Leu 


Glu 


Lys 


Thr 


Phe 


Phe 


Val 


Leu 


He 






20 










25 










30 






Leu Leu 


Met 


Tyr 


Leu 


Val 


He 


Leu 


Leu 


Gly Asn Gly Val 


Leu 


He 


Leu 




35 










40 










45 








Val Thr 


He 


Leu 


Asp 


Ser 


Arg 


Leu 


Asp 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


50 










55 










60 










Gly Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


Tyr 


Thr 


Thr 


Ser 


Ser 


Val 


Leu 


65 








70 










75 










80 


Asp Ser 


Phe 


Leu 


Thr 


Pro 


Arg 


Lys 


Thr 


He 


Ser 


Phe 


Ser 


Ala 


Cys 


Ala 
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85 90 95 



Val 


Gin 


Met 


Phe 
100 


Leu 


Ser 


Leu 


Ala 


Met 
105 


Gly 


Ala 


Thr 


Glu 


Cys 
110 


Val 


Leu 


Leu 


Ser 


Met 
115 


Met 


Ala 


Phe 


Asp 


Arg 
120 


Tyr 


Val 


Ala 


He 


Cys 
125 


Asn 


Pro 


Leu 


Trp 


Tyr 
130 


Pro 


Glu 


Val 


Met 


Asn 
135 


Lys 


Ala 


Thr 


Tyr 


Val 
140 


Pro 


Met 


Ala 


Ala 


Gly 


Ser 


Trp 


Val 


Ala 


Gly 


Ser 


Leu 


Thr 


Ala 


Met 


Val 


Gin 


Thr 


Pro 


Leu 


145 










150 










155 










160 


Ala 


Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly Asp 


Asn 


He 


He 


Asn 


His 


Phe 


Thr 










165 










170 










175 




Cys 


Glu 


He 


Leu 
180 


Ala 


Val 


Leu 


Lys 


Leu 
185 


Ala 


Cys 


Ala 


Asp 


He 
190 


Ser 


Val 


Asn 


Val 


He 


Ser 


Met 


Gly Val 


Ala 


Asn 


Val 


He 


Phe 


Leu 


Gly Val 


Pro 






195 










200 










205 








Val 


Leu 
210 


Phe 


He 


Ser 


Phe 


Ser 
215 


Tyr 


Val 


Phe 


He 


He 
220 


Ala 


Thr 


He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Glu Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


225 










230 










235 










240 


Ala 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


Phe 


Tyr Gly Thr 


He 


Leu 


Phe 


Met 










245 










250 










255 




Tyr 


Gly 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu 


Gly Ala 


Asp 


Lys 


Gin Asp 








260 










265 










270 






Leu 


Ala 


Asp 


Lys 


Leu 


He 


Ser 


Leu 


Phe 


Tyr 


Gly Val 


Val 


Thr 


Pro 


Met 






275 










280 










285 








Leu 


Asn 
290 


Pro 


He 


He 


Tyr 


Ser 
295 


Leu 


Arg 


Asn 


Lys 


Glu 
300 


Val 


Lys 


Ala 


Ala 


Val 


Arg 


Asn 


Leu 


Val 


Phe 


Gin 


Lys 


Arg 


Phe 


Leu 


Gin 


Xaa 


Trp 


Trp 


Arg 


305 










310 










315 










320 



<210> 1666 
<211> 318 
<212> PRT 

<213> Unknown (H38g583 protein) 
<220> 

<223> Synthetic construct 



<400> 1666 



Met 


Val 


Ser 


Ala 


Asn 


Gin 


Thr 


Ala 


Ser 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Leu 


Ser 


Ala 


His 


Pro 


Lys 


Leu 


Glu 


Lys 


Thr 


Phe 


Phe 


Val 


Leu 


He 








20 










25 










30 






Leu 


Leu 


Met 


Tyr 


Leu 


Val 


He 


Leu 


Leu 


Gly Asn Gly 


Val 


Leu 


He 


Leu 






35 










40 










45 








Met 


Thr 


Val 


Ser 


Asn 


Ser 


His 


Leu 


His 


Met 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 










60 










Gly 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


He 


Cys 


Tyr 


Thr 


Thr 


Tyr 


Ser 


Val 


Pro 


65 


« 








70 










75 










80 


Leu 


He 


Leu 


Asp 


Ser 


Phe 


Leu 


Thr 


Pro 


Arg 


Lys 


Thr 


He 


Ser 


Phe 


Ser 










85 










90 










95 




Ala 


Cys 


Ala 


Val 


Gin 


Met 


Phe 


Leu 


Ser 


Phe 


Ala 


Met 


Gly Ala 


Thr 


Glu 








100 










105 










110 






Cys 


Val 


Leu 


Leu 


Ser 


Met 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 






115 










120 










125 








Asn 


Pro 


Leu 


Arg Tyr 


Pro 


Val 


Val 


Met 


Ser 


Lys 


Ala 


Ala 


Tyr 


Met 


Pro 




130 










135 










140 










Met 


Ala 


Val 


Gly 


Ser 


Trp 


Val 


Ala 


Gly 


Ser 


Thr 


Ala 


Ser 


Met 


Val 


Gin 


145 










150 










155 










160 


Thr 


Ser 


Leu 


Ala 


Met 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly Asp 


Asn 


He 


He 


Asn 










165 










170 










175 
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His Phe Thr Cys Glu lie Leu Ala Val Gin Lys Leu Ala Cys Ala Asp 

180 185 190 

He Ser Val Asn Val He Ser Met Gly Val Thr Asn Val He Phe Leu 

195 200 205 

Gly Val Pro Val Leu Phe He Ser Phe Ser Tyr Val Phe He He Ala 

210 215 220 

Thr He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser 
225 230 235 ^ 240 

Thr Cys Ser Ala His Leu Thr Val Val Val He Phe Tyr Gly Thr He 

245 250 255 

Leu Phe Met Tyr Gly Lys Pro Lys Ser Lys Asp Pro Leu Gly Ala Asp 

260 265 270 

Lys Gin Asp Phe Ala Asp Lys Leu He Ser Leu Phe Tyr Gly Val Val 

275 280 285 

Thr Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val 

290 295 300 

Lys Ala Ala Val Arg Asp Leu He Phe Gin Lys Cys Phe Ala 
305 310 315 

<210> 1667 
<211> 321 
<212> PRT 

<213> Unknown (H38g584 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 

<400> 1667 

Met Asn Arg Ser Asn Glu Ala Ser Pro Val Leu Gly Phe Val Leu Leu 

1 5 10 15 

Gly Leu Ser Ala His Pro Xaa Leu Glu Lys Thr Phe Phe Val Phe He 

20 25 30 

Leu Leu Val Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu 

35 40 45 

Val Thr He Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Gly Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser Val Leu 
65 70 75 80 

Asp Ser Phe Leu Thr Pro Arg Lys Thr He Ser Phe Ser Ala Cys Ala 

85 90 95 

Val Gin Met Phe Leu Ser Phe Ala Met Gly Ala Thr Glu Cys Val Leu 

100 105 110 

Leu Ser Met Met Ala Phe Asp His Tyr Leu Asp Met Cys Asn Pro Leu 

115 120 125 

Arg Tyr Pro Val Val Met Ser Lys Ala Ala Tyr Met Pro Met Ala Val 

130 135 140 

Gly Ser Trp Ala Ala Gly He Thr Asn Ser Val Val Gin He Ser Leu 
145 150 155 160 

Ala Met Xaa Leu Pro Phe Cys Gly Asp Asn Val He Asn His Phe Thr 

165 170 175 

Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp lie Cys He 

180 185 190 

Asn Val He Ser Met Val Val Thr Asn Met He Phe Leu Ala Leu Pro 

195 200 205 

Val Leu Phe He Phe Val Ser Tyr Val Phe He He Ala Thr He Leu 

210 215 220 

Arg He Pro Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr Cys Ser 
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225 










230 






235 








240 


Ala 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


Phe Tyr Gly Met 


He 


Leu 


Phe 


Met 










245 








250 






255 




Tyr 


Gly 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro Met Gly Ala 


Asp 


Lys 


Gin 


Asp 


260 










265 




270 






Leu 


Ala 


Asp 


Lys 


Leu 


He 


Ser 


He 


Phe Tyr Gly Val 


Val 


Thr 


Pro 


He 






275 








280 




285 








Leu 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Pro 


Arg Asn Lys Asp 


Leu 


Lys 


Ala 


Ala 




290 










295 




300 










Met 


Arg 


Asn 


Leu 


Val 


Ala 


Gin 


Lys 


His Leu Thr Glu 


Xaa 


Leu 


Ser 


Gin 


305 








310 






315 








320 


He 



























<210> 1668 
<211> 125 
<212> PRT 

<213> Unknown (H38g585 protein) 
<220> 

<223> Synthetic construct 

'<221> VARIANT 
<222> (1) . . . (125) 
<223> Xaa = Any Amino Acid 

<400> 1668 



Arg 


Leu 


Asn 


Val 


He 


Ser 


His 


Leu 


Pro 


Phe 


Tyr 


Gly 


Asp 


He 


He 


Asn 


1 








5 










10 










15 




His 


Leu 


Thr 


Cys 
20 


Glu 


Val 


Leu 


Ala 


Val 
25 


Leu 


Lys 


Leu 


Ala 


Cys 
30 


Ala 


Asp 


He 


Ser 


He 
35 


Asn 


Met 


He 


Arg 


Gin 
40 


Lys 


Ala 


Phe 


Ser 


Thr 
45 


Cys 


Ser 


Ala 


His 


Leu 
50 


Thr 


Val 


Val 


Val 


He 
55 


Phe 


Tyr 


Arg 


Thr 


He 
60 


Leu 


Phe 


Thr 


His 


Gly 


Lys 


Pro 


Lys 


Ser 


Lys 


Asp 


Pro 


Leu 


Gly Ala 


Asp 


Lys 


Gin 


Asp 


Phe 


65 








70 










75 










80 


Ala 


Asp 


Lys 


Leu 


He 


Ser 


Leu 


Ser 


Tyr 


Gly Val 


Val 


Thr 


Pro 


Met 


Leu 






85 










90 










95 




Asn 


Thr 


He 


He 


Tyr 


Ser 


Leu 


Arg 


Lys 


Lys 


Gly Val 


Lys 


Ala 


Ala 


Val 








100 








105 










110 






Lys 


Asn 


Leu 


Val 


Phe 


Gin 


Lys 


Pro 


Leu 


Thr 


Glu 


Xaa 


Gin 










115 










120 










125 









<210> 1669 
<211> 216 
<212> PRT 

<213> Unknown (H3 8g586 protein) 
<220> 

<223> Synthetic construct 
<400> 1669 

Phe Val Asp Met Gly Leu Thr Ser Ser Thr Val Thr Lys Met Leu Val 

1 5 10 15 

Asn He Gin Thr Arg His His Thr He Thr Tyr Thr Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Phe Leu Met Phe Gly Asp Leu Asp ser Phe Phe Leu 

35 40 45 

Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu Cys 
50 55 60 
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Tyr 


Ser 


Thr 


Val 


Met 


Arg 


Pro 


Gin Val Cys 


Ala 


Leu 


Met 


Leu 


Ala 


Leu 


65 










70 






75 










80 


Cys 


Trp 


Val 


Leu 


Thr 
85 


Asn 


He 


Val Ala Leu 
90 


Thr 


His 


Thr 


Phe 


Leu 
95 


Met 


Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Val 


Thr Gly Glu 
105 


He 


Ala 


His 


Phe 
110 


Phe 


Cys 


Asp 


He 


Thr 
115 


Pro 


Val 


Leu 


Lys 


Leu Ser Cys 
120 


Ser 


Asp 


Thr 
125 


His 


He 


Asn 


Glu 


Met 


Met 


Val 


Phe 


Val 


Leu 


Gly Gly Thr Val 


Leu 


He 


Val 


Pro 


Phe 




130 










135 






140 










Leu 


Cys 


He 


Val 


Thr 


Ser 


Tyr 


He His He 


Val 


Pro 


Ala 


He 


Leu 


Arg 


145 










150 






155 










160 


Val 


Arg 


Thr 


Arg 


Gly Gly 


Val 


Gly Lys Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 










165 






170 










175 




His 


Leu 


Cys 


Val 


Val 


Cys 


Val 


Phe Tyr Gly Thr 


Leu 


Phe 


Ser 


Ala 


Tyr 








180 








185 








190 






Leu 


Cys 


Pro 
195 


Pro 


Ser 


He 


Ala 


Ser Glu Glu 
200 


Lys 


Asp 


He 
205 


Ala 


Ala 


Ala 


Ala 


Met 
210 


Tyr 


Thr 


He 


Val 


Thr 
215 


Pro 















<210> 1670 
<211> 319 
<212> PRT 

<213> Unknown (H38g587 protein) 
<220> 

<223> Synthetic construct 
<400> 1670 

Met Glu Lys Ala Asn Glu Thr Ser Pro Val Met Gly Phe Val Leu Leu 

15 10 15 

Arg Leu Ser Ala His Pro Glu Leu Glu Lys Thr Phe Phe Val Leu He 

20 25 30 

Leu Leu Met Tyr Leu Val He Leu Leu Gly Asn Gly Val Leu He Leu 

35 40 45 

Val Thr He Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Gly Asn Leu Ser Phe Leu Asp He Cys Phe Thr Thr Ser Ser Val Pro 
65 70 75 80 

Leu Val Leu Asp Ser Phe Leu Thr Pro Gin Glu Thr He Ser Phe Ser 

85 90 95 

Ala Cys Ala Val Gin Met Ala Leu Ser Phe Ala Met Ala Gly Thr Glu 

100 105 110 

Cys Leu Leu Leu Ser Met Met Ala Phe Asp Arg Tyr Val Ala He Cys 

115 120 125 

Asn Pro Leu Arg Tyr Ser Val He Met Ser Lys Ala Ala Tyr Met Pro 

130 135 140 

Met Ala Ala Ser Ser Trp Ala He Gly Gly Ala Ala Ser Val Val His 
145 150 155 160 

Thr Ser Leu Ala He Gin Leu Pro Phe Cys Gly Asp Asn Val He Asn 

165 170 175 

His Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ala Asp 

180 185 190 

He Ser He Asn Val He Ser Met Glu Val Thr Asn Val He Phe Leu 

195 200 205 

Gly Val Pro Val Leu Phe He Ser Phe Ser Tyr Val Phe He He Thr 

210 215 220 

Thr He Leu Arg He Pro Ser Ala Glu Gly Arg Lys Lys Val Phe Ser 
225 230 235 240 

Thr Cys Ser Ala His Leu Thr Val Val lie Val Phe Tyr Gly Thr Leu 
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245 

Phe Phe Met Tyr Gly 
260 

Lys Glu Asp Leu Ser 
275 

Thr Pro Met Leu Asn 
290 

Lys Ala Ala Val Arg 
305 



250 

Lys Pro Lys Ser Lys Asp 
265 

Asp Lys Leu He Pro Leu 
280 

Pro He He Tyr Ser Leu 
295 

Arg Leu Leu Arg Pro Lys 
310 315 



255 

Ser Met Gly Ala Asp 
270 

Phe Tyr Gly Val Val 
285 

Arg Asn Lys Asp Val 
300 

Gly Phe Thr Gin 



<210> 1671 
<211> 218 
<212> PRT 

<213> Unknown (H38g588 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(218) 

<223> Xaa = Any Amino Acid 



<400> 1671 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys Met 


He 


Val 


1 








5 










10 










15 




Asp 


He 


Gin 


Ser 
20 


His 


Ser 


Arg 


Val 


He 
25 


Ser 


Tyr 


Ala 


Gly 


Cys 
30 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly 


Gly 


Met 


Glu 


Glu 


Ser 


Met 


Leu 






35 










40 










45 








Leu 


Ser 
50 


Val 


He 


Ala 


Tyr 


Glu 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


65 










70 










75 










80 


Leu 


Ser 


Phe 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp Ala 


Gin 


Leu 


His 


Asn 


Leu 










85 










90 










95 




He 


Ala 


Leu 


Gin Arg 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 


He 


Pro 


Asn 


Phe 








100 










105 










110 






Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 


Tyr 


Cys 


Gly Thr 


Phe 






115 










120 










125 








Thr 


Asn 


Asn 


He 


He 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


He 


Phe Gly 


Phe 


Leu 




130 










135 










140 










Pro 


He 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Tyr 


Asn 


Lys 


He 


Val 


Phe 


Ser 


He 


145 










150 










155 










160 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 










165 










170 










175 




Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly Thr Gly He Gly 








180 










185 










190 






Gly 


Tyr 


Leu 


Gly 


Ser 


Asp 


Val 


Ser 


Ser Ser 


Pro 


Arg 


Lys 


Ala 


Ala 


Val 






195 










200 










205 








Ala 


Ser 
210 


Val 


Met 


Tyr 


Thr 


Val 
215 


Val 


He 


Pro 















<210> 1672 
<211> 216 
<212> PRT 

<213> Unknown (H38g589 protein) 
<220> 

<223> Synthetic construct 
<400> 1672 
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Phe Val Asp Val Cys Phe Ser Ser Thr Thr Val Pro Lys Val Leu Ala 

15 10 15 

Asn His lie Leu Gly Ser Gin Ala lie Ser Phe Ser Gly Cys Leu Thr 

20 25 30 

Gin Leu Tyr Phe Leu Ala Val Cys Gly Asn Met Asp Asn Phe Leu Leu 

35 40 45 

Gly Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His Pro Leu His 

50 55 60 

Tyr Thr Thr Lys Met Thr Arg Gin Leu Cys Val Leu Leu Val Val Gly 
65 70 75 80 

Ser Trp Val Val Ala Asn Met Asn Cys Leu Leu His He Leu Leu Met 

85 90 95 

Ala Arg Leu Ser Phe Cys Ala Asp Asn Met He Pro His Phe Phe Cys 

100 105 no 

Asp Gly Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His Leu Asn 

115 120 125 

Glu Leu Met He Leu Thr Glu Gly Ala Val Val Met Val Thr Pro Phe 

130 135 140 

Val Cys He Leu He Ser Tyr He His He Thr Cys Ala Val Leu Arg 
145 150 155 160 

i Val Ser Ser Pro Arg Gly Gly Trp Lys Ser Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ala Val Val Cys Leu Phe Tyr Gly Thr Val He Ala Val Tyr 

180 185 190 

Phe Asn Pro Ser Ser Ser His Leu Ala Gly Arg Asp Met Ala Ala Ala 

195 200 205 

Val Met Tyr Pro Val Val Thr Pro 
210 215 

<210> 1673 
<211> 329 
<212> PRT 

<213> Unknown (H38g590 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(329) 

<223> Xaa = Any Amino Acid 

<400> 1673 

Met Ala Glu Glu Asn Lys He Leu Val Thr His Phe Val Leu Thr Gly 

1 5 10 15 

Leu Thr Asp His Pro Gly Leu Gin Ala Pro Leu Phe Leu Val Phe Leu 

20 25 30 

Val He Tyr Leu He Thr Leu Val Gly Asn Leu Gly Leu Met Ala Leu 

35 40 45 

He Trp Lys Asp Pro His Leu His Thr Pro He Tyr Leu Phe Leu Gly 

50 55 60 

Ser Leu Ala Phe Ala Asp Ala Cys Thr Ser Ser Ser Val Thr Ser Lys 
65 70 75 80 

Met Leu He Asn Phe Leu Ser Lys Asn His Met Leu Ser Met Ala Lys 

85 90 95 

Cys Ala Thr Gin Phe Tyr Phe Phe Gly Ser Asn Ala Thr Thr Glu Cys 

100 105 no 

Phe Leu Leu Val Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Pro Val Val Met Ser Asn Ser Leu Cys Thr Gin Phe 

130 135 140 

He Gly He Ser Tyr Phe He Gly Phe Leu His Ser Ala He His Val 
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145 150 155 160 



Gly 


Leu 


Leu 


Phe 


Arg 


Leu 


Thr 


Phe 


Cys 


Arg 


Ser 


Asn 


He 


He 


His 


Tyr 








165 










170 










175 




Phe 


Tvr 


Cys 


Glu 


He 


Leu 


Gin 


Leu 


Phe 


Lys 


He 


Ser 


Cys 


Thr 


Asn 


Pro 




180 










185 










190 






Thr 


Val 


Asn 
195 


He 


Leu 


Leu 


He 


Phe 
200 


He 


Phe 


Ser 


Ala 


Phe 
205 


He 


Gin 


Val 


Phe 


Thr 
210 


Phe 


Met 


Thr 


Leu 


He 
215 


Val 


Ser 


Tyr 


Ser 


Tyr 
220 


He 


Leu 


Ser 


Ala 


He 


Leu 


Lys 


Lys 


Lys 


Ser 


Glu 


Lys 


Gly Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Ser 


Ala 


His 


Leu 


Leu 


Ser 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


Leu 


Phe 








245 










250 










255 




Phe 


Met 


Tyr 


Val 


Ser 


Ser 


Arg 


Ser 


Gly 


Ser 


Ala 


Ala 


Asp 


Gin 


Ala 


Lys 






260 










265 










270 






Met 


Tyr 


Ser 


Leu 


Phe 


Tyr 


Thr 


He 


He 


He 


Pro 


Leu 


Leu 


Asn 


Pro 


Phe 




275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


He 


Asp 


Ala 


Leu 


Arg 


Arg 


He 




290 










295 










300 






Phe 




Met 


Lys 


Lys 


Xaa 


He 


Val 


Val 


Arg Gin His 


Ser 


Asn 


His 


Phe 


Phe 


305 






310 










315 










320 


He 


Phe 


Cys 


Xaa 


Arg 
325 


Lys 


Pro 


Gin 


Val 

















<210> 1674 
<211> 212 
<212> PRT 

<213> Unknown <H38g591 protein) 
<220> 

<223> Synthetic construct 
<400> 1674 



Cys 


His 


Ser 


Gin 


Val 


Ser 


Arg 


Leu 


Ala 


Gly 


Leu Gly Tyr 


Leu 


Glu 


Gly 


1 








5 










10 










15 




Arg 


Arg 


Leu 


Ser 


Ser 


Ser 


Tyr 


Asn 


Ala 


Cys 


Ala 


Ala 


Gin 


Met 


Phe 


Phe 




20 










25 










30 






Phe 


Val 


Ala 

35 


Leu 


Ala 


Thr 


Val 


Glu 
40 


Asn 


He 


Leu 


Leu 


Thr 
45 


Ser 


Met 


Ala 


Tyr 


Asp 
50 


His 


Tyr 


He 


Ala 


Val 
55 


Cys 


Lys 


Pro 


Leu 


His 
60 


Tyr 


Thr 


Thr 


Thr 


Thr 


He 


Ala 


Ser 


Val 


Cys 


Ala 


His 


Leu 


Val 


He 


Gly 


Ser 


Tyr 


Val 


Cys 


65 










70 










75 










80 


Gly 


Phe 


Leu 


Asn 


Ala 


Ser 


Leu 


Arg 


He 


Val 


Asp 


He 


Phe 


Ser 


Leu 


Ser 








85 










90 










95 




Phe 


Cys 


Lys 


Ser 


Asn 


Leu 


Val 


His 


His 


Leu 


Phe Cys Asp Val 


Pro 


Pro 






100 










105 










110 






Val 


Met 


Ala 
115 


Val 


Ser 


Cys 


Ser 


Gly 
120 


Lys 


His 


He 


Ser 


Lys 
125 


Lys 


He 


Leu 


Val 


Phe 
130 


Met 


Ser 


Ser 


Phe 


Asn 
135 


Val 


Phe 


Leu 


Ala 


Leu 
140 


Leu 


Val 


He 


Leu 


Thr 


Ser 


Tyr 


Leu 


Phe 


He 


Phe 


He 


Thr 


He 


Leu 


Lys 


Met 


His 


Ser 


Ala 


145 








150 










155 










160 


Gin 


Gly 


His 


Leu 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


He 


Ala 








165 










170 










175 




Val 


Ser 


He 


Phe 
180 


Tyr 


Gly 


Thr 


Thr 


He 
185 


Phe 


Met 


Tyr 


Leu 


Gin 
190 


Pro 


Ser 


Ser 


Ser 


His 
195 


Ser 


Met 


Asp 


Thr 


Asp 
200 


Glu 


Met 


Ala 


Ser 


Leu 
205 


Phe 


Tyr 


Ala 


Val 


Phe 
210 


He 


Ser 
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<210> 1675 
<211> 314 
<212> PRT 

<213> Unknown (H38g592 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . <314) 

<223> Xaa = Any Amino Acid 

<400> 1675 

Met Gly Asp Asn Gin Ser Arg Val Thr Glu Phe He Leu Val Gly Phe 

1.5 10 15 

Gin Leu Ser Val Glu Met Glu Val Leu Leu Phe Trp He Phe Ser Leu 

20 25 30 

Leu Tyr Leu Phe Ser Leu Leu Gly Asn Gly Val He Phe Gly Leu He 

35 40 45 

Cys Leu Asp Ser Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala Val He Asp Met Ser Tyr Ala Ser Asn Asn Val Pro Lys Met 
65 70 75 80 

Leu Ala Asn Leu Val Asn Gin Lys Arg Thr He Ser Phe He Ser Cys 

85 90 95 

He Met Gin Thr Phe Leu Tyr Leu Ala Phe Ala Val Thr Val Cys Leu 

100 105 no 

He Leu Val Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His Pro 

120 125 
Leu His Tyr Thr Val He Met Ser Trp Arg Val Cys Thr Val Leu Ala 

130 135 140 

Val Ala Ser Trp Val Phe Ser Phe Leu Leu Ala Leu Val His Leu Val 
145 150 155 160 

Leu He Leu Arg Leu Pro Phe Cys Gly Pro Gin Glu Val Asn His Phe 

165 170 175 

Phe Gly Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp 

180 185 190 

Leu Asn Gin Val Val He Phe Ala Ala Cys Met Phe He Leu Val Gly 

135 200 205 

Xaa Leu Cys Leu Val Leu Val Ser Tyr Leu His He Leu Ala Ala He 

210 215 220 

Leu Arg He Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Phe Phe Gly Ser Ala He Val 

245 250 255 

Met Tyr Met Ala Pro Lys Ser Ser His Ser Gin Glu Arg Arg Lys He 

260 265 270 

Leu Ser Leu Phe Tyr Ser Leu Phe Asn Pro He Leu Asn Pro Leu He 

, 275 280 285 

Tyr Ser Leu Arg Asn Ala Glu Val Lys Gly Ala Leu Lys Arg Val Leu 

290 295 3 00 

Trp Lys Gin Arg Ser He Glu Glu Ser Phe 
305 310 

<210> 1676 
<211> 216 
<212> PRT 

<213> Unknown (H38g593 protein) 
<220> 
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<223> Synthetic construct 
<400> 1676 

Phe Ser Asp Leu Cys Phe Ser Ser Val Thr He Pro Lys Leu Leu Gin 

x 5 10 15 

Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Phe Leu Leu Phe Gly Asp Leu Glu Ser Phe Leu Leu 

35 40 45 

Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Leu His 

50 55 60 

Tvr Thr Ala He Met Ser Pro Met Leu Cys Leu Ala Leu Val Ala Leu 
65 70 75 80 

Ser Trp Val Leu Thr Thr Phe His Ala Met Leu His Thr Leu Leu Met 

85 90 55 

Ala Arg Leu Cys Phe Cys Ala Asp Asn Val He Pro His Phe Phe Cys 

100 105 HO 

Asp Met Ser Ala Leu Leu Lys Leu Ala Phe Ser Asp Thr Arg Val Asn 

115 120 125 

Glu Trp Val He Phe He Met Gly Gly Leu He Leu Val He Pro Phe 

130 135 140 

Leu Leu He Leu Gly Ser Tyr Ala Arg He Val Ser Ser He Leu Lys 
! 145 150 155 160 

Val Pro Ser Ser Lys Gly He Cys Lys Ala Phe Ser Thr Cys Gly Ser 

165 170 175 

His Leu Ser Val Val Ser Leu Phe Tyr Gly Thr Val He Gly Leu Tyr 

180 185 190 

Leu Cys Ser Ser Ala Asn Ser Ser Thr Leu Lys Asp Thr Val Met Ala 

195 200 205 

Met Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 1677 
<211> 312 
<212> PRT 

<213> Unknown (H38g594 protein) 
<220> 

<223> Synthetic construct 



<400> 1677 




















Gly 


Met 


Asp Gly 


Glu 


Asn 


His 


Ser Val Val 


Ser 


Glu 


Phe 


Leu Phe 


Leu 


1 








5 






10 








15 




Leu 


Thr 


His 


Ser 


Trp 


Glu 


He Gin Leu 


Leu 


Leu 


Leu 


Val Phe 


Ser 


Ser 








20 




25 








30 






Val 


Leu 


Tyr 


Val 


Ala 


Ser 


He Thr Gly Asn 


He 


Leu 


He Val 


Phe 


Ser 






35 








40 








45 




Ala 


Val 


Thr 


Thr 


Asp 


Pro 


His 


Leu His Ser 


Pro 


Met 


Tyr 


Phe Leu 


Leu 


50 








55 






60 








Ser 


Leu 


Ser 


Phe 


He 


Asp 


Leu Gly Ala 


Cys 


Ser 


Val 


Thr Ser 


Pro 


Lys 


65 










70 






75 








80 


Met 


He 


Tyr 


Asp 


Leu 


Phe 


Arg Lys Arg 


Lys 


Val 


He 


Ser Phe Gly Gly 






85 






90 








95 




Cys 


He 


Ala 


Gin 


He 


Phe 


Phe He His 


Val 


Val 


Gly Gly Val 


Glu 


Met 






100 






105 








110 






Val 


Leu 


Leu 


He 


Ala 


Met 


Ala Phe Asp 


Arg 


Tyr 


Val 


Ala Leu 


Cys 


Lys 




115 








120 








125 




Phe 


Pro 


Leu 


His 


Tyr 


Leu 


Thr 


He Met Ser 


Pro 


Arg 


Met 


Cys Leu 


Ser 


130 








135 






140 








Leu 


Ala 


Val 


Ala 


Trp Thr 


Leu Gly Val 


Ser 


His 


Ser 


Leu Phe 


Gin 


Leu 


145 










150 






155 








160 
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Ala Phe Leu Val Asn Leu Ala Phe Cys Gly Pro Asn Val Leu Asp Ser 

165 170 175 

Phe Tyr Cys Asp Leu Pro Arg Leu Leu Arg Leu Ala Cys Thr Asp Thr 

180 185 190 

Tyr Arg Leu Gin Phe Met Val Thr Val Asn Ser Gly Phe He Cys Val 

195 200 205 

Gly Thr Phe Phe He Leu Leu He Ser Tyr Val Phe He Leu Phe Thr 

210 215 220 

Val Trp Lys His Ser Ser Gly Gly Ser Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 

Ser Ala His Ser Thr Val Val Leu Leu Phe Phe Gly Pro Pro Met Phe 

245 250 255 

Val Tyr Thr Arg Pro His Pro Asn Ser Gin Met Asp Lys Phe Leu Ala 

260 265 270 

He Phe Asp Ala Val Leu Thr Pro Phe Leu Asn Pro Val Val Tyr Thr 

275 280 285 

Phe Arg Asn Lys Glu Met Lys Ala Ala He Lys Arg Val Cys Lys Gin 

290 295 300 

Leu Val He Tyr Lys Arg He Ser 
305 310 

i 

<210> 1678 
<211> 128 
<212> PRT. 

<213> Unknown (H38g595 protein) 
<220> 

<223> Synthetic construct 
<400> 1678 

Met Asn Ser Glu Asn Leu Thr Arg Ala Ala Val Ala Pro Ala Glu Phe 

1 5 10 15 

Val Leu Leu Gly He Thr Asn Arg Trp Asp Leu Arg Val Ala Leu Phe 

20 25 30 

Leu Thr Cys Leu Pro Val Tyr Leu Val Ser Leu Leu Gly Asn Met Gly 

35 40 45 

Met Ala Leu Leu He Arg Met Asp Ala Arg Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe Leu Ala Asn Leu Ser Leu Leu Asp Ala Cys Tyr Ser Ser Ala 
65 70 75 80 

He Gly Pro Lys Met Leu Val Asp Leu Leu Leu Pro Arg Ala Thr He 

85 90 ^ 95 

Pro Tyr Thr Ala Cys Ala Leu Gin Met Phe Val Phe Ala Gly Leu Ala 

100 105 110 

Asp Thr Glu Cys Ser Met Gin Leu Met Pro Lys Val Asn Gin Asn Val 
115 120 125 

<210> 1679 
<211>»270 
<212> PRT 

<213> Unknown (H38g596 protein) 
<220> 

<223> Synthetic construct 
<400> 1679 

Met Thr He Val Leu Leu Ser Ala Leu Asp Ser Arg Leu His Thr Pro 

1 5 10 15 

Met Tyr Phe Phe Leu Ala Asn Leu Ser Phe Leu Asp Met Cys Phe Thr 

20 25 30 

Thr Gly Ser He Pro Gin Met Leu Tyr Asn Leu Trp Gly Pro Asp Lys 
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35 










40 










45 










Tie 
lie 




Tyr 


Val 


Glv 


Cvs 

v- jr 

55 


Ala 


He 


Gin 


Leu 


Tyr 
60 


Phe 


Val 


Leu 


Ala 


Leu 


pi v 
yjXy 




Val 


Glu 


Cys 


Val 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 








70 










75 








His 


80 


Tyr 


/\±CL 


/\x c* 


Val 


Cys 


Lvs 


Pro 


Leu 


His 


Tyr 


Thr 


He 


He 


Met 


Pro 








85 










90 










95 




Arg 


Leu 


Cys 


Gly Gin 


Leu 


Ala 


Ser 


Val 


Ala 


Trp 


Leu 


Ser 


Gly 


Phe 


Gly 




100 










105 










110 






Asn 


Ser 


Leu 


He 


Met 


Ala 


Pro 


Gin 


Thr 


Leu 


Met 


Leu 


Pro 


Arg 


Cys 


Gly 














120 










125 








nlS 


Arg 


Arg 


Val 


Asp 


His 


Phe 


Leu 


Cvs 


Glu 


Met 


Pro 


Ala 


Leu 


He 


Gly 




130 








135 










140 














Cys 


Val 


Asp 


Thr 


Met 


Met 


Leu 


Glu 


Ala 


Leu 


Ala 


Phe 


Ala 


Leu 










150 










155 










160 


Ala 


lie 


rne 


He 


lie 
165 


LlCU 


Ala 


Pro 


Leu 


He 
170 


Leu 


He 


Leu 


He 


Ser 
175 


Tyr 


Giy 


Tyr 


Val 


Gly Gly 


Thr 


Val 


Leu 


Ara 


He 


Lvs 


Ser 


Ala 


Ala 


Gly Arg 




180 










185 










190 






Lys 


Lys 


Aia 


Phe 


Asn 


x 11 JL 




Ser 


Ser 


His 


Leu 


He 


Val 


Val 


Ser 


Leu 


1QC 

iy d 










200 










205 








pne 


Tyr 


i^xy 


Thr 


He 


Tie 


Tyr 


Met 


Tvr 


Leu 


Gin 


Pro 


Ala 


Asn 


Thr 


Tyr 




210 








215 










220 










Ser 


Gin 


Asp 


Gin 


Gly 


Lys 


Phe 


Leu 


Thr 


Leu 


Phe 


Tyr 


Thr 


He 


Val 


Thr 


225 








230 










235 










240 


Pro 


Ser 


Val 


Asn 


Pro 
245 


Leu 


He 


Tyr 


Thr 


Leu 
250 


Arg 


Asn 


Lys 


Asp 


Val 
255 


Lys 


Glu 


Ala 


Met 


Lys 


Lys 


Val 


Leu Gly 


Lys 


Gly 


Ser 


Ala Glu 


He 












260 










265 










270 







<210> 1680 
<211> 114 
<212> PRT 

<213> Unknown (H38g597 protein) 
<220> 

<223> Synthetic construct 



<400> 1680 



He 


Cys 


Phe 


Pro 


Leu 


His 


Tyr 


Pro 


He 


Arg 


He 


Ser Lys 


Arg 


Val 


Cys 


1 






5 










10 








15 




Val 


Met 


Met 


He 


Thr 


Gly 


Ser 


Trp 


Met 


He 


Ser 


Ser He 


Asn 


Ser 


Cys 








20 










25 








30 






Ala 


His 


Thr 


Val 


Tyr 


Ala 


Leu 


Cys 


He 


Pro 


Tyr 


Cys Lys 


Ser 


Arg 


Ala 






35 








40 








45 








He 


Asn 


His 


Phe 


Phe 


Cys 


Asp 


Val 


Pro 


Ala 


Met 


Leu Thr 


Leu 


Ala 


Cys 




50 










55 










60 








Thr 


Asp 


Thr 


Trp 


Val 


Tyr 


Glu 


Ser 


Thr 


Val 


Phe 


Leu Ser 


Ser 


Thr 


He 


65 










70 










75 








80 


Phe 


Leu 


Val 


Leu 


Pro 


Phe 


Thr 


Gly 


He 


Ala 


Cys 


Ser Tyr Gly Arg Val 










85 










90 








95 




Leu 


Leu 


Ala 


Val 


Tyr 


Arg 


Met 


His 


Ser 


Ala 


Glu Gly Arg 


Lys 


Lys 


Ala 








100 










105 








110 







Tyr Ser 



<210> 1681 
<211> 212 
<212> PRT 

<213> Unknown (H38g598 protein) 
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<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (I)... (212) 

<223> Xaa = Any Amino Acid 

<400> 1681 

Phe Val Asp He Ala Cys Ser Ser Ala Thr Ala Pro Lys Met He Val 

* 5 10 15 

Asp Ser Val Ser Glu Lys Lys Thr He Ser Tyr Trp Gly Cys He Thr 

20 25 30 

Gin Met Phe Thr Phe His Phe Phe Gly Cys Ala Asp He Phe Val Leu 

35 40 45 

Thr Val Met Ala Phe Asp Arg Tyr Ala Ala He Cys Gin Pro Leu Arg 

50 55 60 

Tyr Thr Val He Met Ser Ala Asn Ala Tyr Thr Val Leu Ala Ser Leu 

I 70 75 80 

Ser Trp Leu Gly Ala Leu Gly His Ser Phe Val Gin Thr Leu Leu Thr 

85 90 95 

i Phe Gin Leu Pro Phe Cys Asn Ala Gin Val He Asp His Tyr Phe Cys 

100 105 110 

Asp Val His Pro Val Leu Lys Leu Ala Cys Ala Asp Thr Thr Leu Val 

115 120 125 

Ser Met Leu Val Val Ala Asn Ser Gly Leu He Ser Leu Gly Cys Phe 

130 135 140 

Leu He Leu Leu Ala Ser Tyr Thr Val He Leu Phe Ser Leu Gin Lys 

150 155 1 60 

Gin Ser Ala Glu Ser Xaa His Lys Val Leu Ser Thr Cys Gly Ser His 

165 170 i 7 c * 

Leu Thr He Val Thr Phe Phe Phe Val Pro Cys Thr Phe He Tyr Arc 

180 185 i9 0 

Pro Ser Thr Thr Phe Pro Leu Asp Lys Ala Val Ser Val Phe Tyr Thr 

195 200 205 

Thr He Thr Pro 

210 

<210> 1682 
<211> 212 
<212> PRT 

<213> Unknown (H38g599 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 

<400> 1682 

Phe Val Asp Phe Cys Tyr Ser Thr Thr He Thr Pro Lys Leu Leu Glu 

/ 5 10 15 

Asn Leu Val Ala Glu Asp Arg Thr He Ser Phe Thr Gly Cys Thr Met 

Gin Leu Phe Phe Val Cys lie Phe Val Val Thr Glu Thr Cys Met Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asn Pro Leu Leu 

_ 55 60 

Tyr Thr Val Ala Met Tyr Gin Arg Leu Cys Ser Leu Leu Val Ala Thr 

70 75 

Ser Tyr Cys Trp Gly He Val Cys Ser Leu Thr Leu Thr Xaa Phe Leu 
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Leu Glu 


Leu 


Ser 


Phe Arg Gly Asn 






100 






Glu His 


Ala 


Ala 


He Val Ala 


Val 




115 






120 


Gin Xaa 


He 


Thr 


Leu Val Ser 


Ala 


130 






135 




Thr Ser 


Tyr 


Ala 


Phe He Phe 


He 


145 






150 




Gly Gly 


Arg 


Lys 


Lys Ala Phe 


Ser 








165 




lie Thr 


He 


Phe His Gly Thr 


lie 






180 






Ala Lys 


Ser 


Ser 


Trp Leu Met 


Val 


195 






200 


Val Val 


Met 


Pro 






210 










<210> 1683 








<211> 215 








<212> PRT 









85 90 95 

Asn lie lie Asn Asn Phe Val Cys 
105 HO 
Ser Cys Ser Asp Pro Cys Val Ser 
125 

Thr Phe Asn Glu lie Ser Ser Leu 
140 

Thr Val Met Lys Thr Ala Ser Thr 
155 160 
Thr Ser Ala Ser His Leu Thr Ala 

170 175 
Leu Phe Leu Tyr Cys Val Pro Asn 
185 190 
Lys Val Ala Ser Gly Phe Tyr Thr 
205 



<220> 

<223> Synthetic construct 

Phe°vai 6 Asp lie Cys Val Thr Ser Thr Thr Val Pro Lys Thr Leu Ser 

1 5 1° 

Asn He Arg Thr Gin Ser Lys Val He Thr Tyr Ala Gly Cys He Thr 

20 25 30 

Gin Met Tyr Phe Phe Val Leu Phe He Val Leu Asp Ser Leu Leu Leu 

35 40 45 

Thr Val Met Ala Tyr Asp Gin Phe Val Ala He Cys His Pro Leu His 

50 55 60 

Tyr Thr Val He Val Asn Pro Arg Leu Cys Gly Leu Leu Val Leu Ala 
65 70 75 »0 

Ser Trp He Met Ser Ala Leu Asn Ser Leu He Glu Ser Leu Met Val 

85 90 95 

Leu Pro Leu Leu Phe Cys Thr Asp Leu Lys He Pro His Phe Phe Cys 

100 105 HO 

Glu Leu Asn Gin He He Arg Ser Ala Cys Ser Asp Thr Phe Leu Asn 

115 120 125 

ASP Met Val Met Tyr Leu Ser Ala Val Leu Leu Gly Arg Gly Cys Phe 

130 135 140 

Thr Gly He Leu Tyr Ser Tyr Phe Lys Thr Val Ser Ser He Arg Ala 
145 150 155 160 

He Ser Ser Ala Gin Gly Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser 

165 170 175 

His Leu Ser Val Val Ser Leu Phe Tyr Cys Met Gly Leu Gly Val Tyr 

180 185 190 

Leu Ser Ala Ala Ala Pro Thr Thr His Ser Gin Val Gin Gin Pro Leu 

195 200 205 

Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 1684 
<211> 114 
<212> PRT 

<213> Unknown (H38g601 protein) 
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<220> 

<223> Synthetic construct 



<400> 1684 



lie 


Cvs 


Phe 


Pro 


Leu 


His 


TVr 

* jr 


Pro 


Tip 


Arg 


Met 


Arg Lys 


Arg Val 


Cys 


1 








5 










10 






15 


Ala 


Leu 


Met 


He 


Thr 


Glv 


Ser 


Tro 


Met 


He 


Gly 


Ser He 


Asn Ser 


Cys 








20 










25 








30 


Ala 


His 


Thr 


Val 


Tyr 


Ala 


Leu 


Arg 


He 


Pro 


Tyr 


Cys Lys 


Ser Arg Ala 






35 










40 








45 






He 


Asn 


His 


Phe 


Phe 


Cys 


Asp 


Val 


Pro 


Ala 


Met 


Leu Thr 


Leu Ala 


Cys 




50 










55 










60 




Thr 


Asp 


Thr 


Trp 


Val 


Tyr 


Glu 


Cys 


Thr 


Val 


Phe 


Leu Ser 


Thr Thr 


He 


65 










70 










75 






80 


Phe 


Leu 


Val 


Phe 


Pro 


Phe 


He 


Cys 


He 


Ala Cys 


Ser Tyr Gly Arg 


He 










85 










90 






95 




Leu 


Leu 


Ala 


Val 
100 


Tyr 


His 


Met 


His 


Ser 
105 


Ala 


Glu 


Gly Arg 


Lys Lys 
110 


Ala 



Tyr Ser 



<210> 1685 
<211> 216 
<212> PRT 

<213> Unknown (H38g602 protein) 
<220> 

<223> Synthetic construct 
<400> 1685 

Leu Val Asp Val Ser Tyr Ala Thr Ser Val Val Pro Gin Leu Leu Ala 

1 5 10 15 

His Phe Leu Ala Glu His Lys Ala He Pro Phe Gin Ser Cys Ala Ala 

20 25 30 

Gin Leu Phe Phe Ser Leu Ala Leu Gly Gly He Glu Phe Val Leu Leu 

35 40 45 

Ala Val Met Gly Tyr Asp Arg Tyr Val Ala Val Cys Asp Ala Leu Arg 

50 55 60 

Tyr Ser Ala He Met His Gly Gly Leu Cys Ala Arg Leu Ala lie Thr 
65 70 75 80 

Ser Trp Val Ser Gly Phe He Ser Ser Pro Val Gin Thr Ala He Thr 

85 90 95 

Phe Gin Leu Pro Met Cys Arg Asn Lys Phe He Asp His He Ser Cys 

100 105 HO 

Glu Leu Leu Ala Val Val Arg Leu Ala Arg Val Asp Thr Ser Ser Asn 

115 120 125 

Glu Val Thr He Met Val Ser Ser He Val Leu Leu Met Thr Pro Phe 

130 135 140 

Cys Leu Val Leu Leu Ser Tyr He Gin He He Ser Thr He Leu Lys 
145 150 155 160 

He Gin Ser Arg Glu Gly Arg Lys Lys Ala Phe His Thr Cys Ala Ser 

165 170 175 

His Leu Thr Val Val Ala Leu Cys Tyr Gly Val Ala He Phe Thr Tyr 

180 185 190 

He Gin Pro His Ser Ser Pro Ser Val Leu Gin Glu Lys Leu Phe Ser 

195 200 205 

Val Phe Tyr Ala He Leu Thr Pro 
210 215 

<210> 1686 
<211> 212 
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<212> PRT 

<213> Unknovm (H38g603 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 

<400> 1686 



Phe 


Val 


Asp 


He 


Ala 


Cys 


Ser 


Ser 


Ala 


Thr 


Ala 


Pro 


Lys 


Met 


He 


Glu 


1 






5 










10 










15 




Asp 


Phe 


Val 


Ser 


Glu 


Lys 


Lys 


Thr 


He 


Ser 


Tyr 


Trp Gly 


Cys 


He 


Thr 






20 










25 










30 






Gin 


Met 


Phe 


Thr 


Phe 


His 


Phe 


Phe Gly Cys 


Ala 


Glu 


He 


Phe 


Val 


Leu 






35 










40 










45 








Thr 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Ala 


Ala 


He 


Cys 


Gin 


Pro 


Leu Arg 




50 










55 










60 










Tyr 


Thr 


Val 


He 


Met 


Ser 


Ala 


Asn 


Ala 


Tyr 




Val 


Leu 


Ala 


Ser 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Leu 


Gly Ala 


Leu Gly His 


Ser 


Phe 


Val 


Gin 


Thr 


Val 


Leu 


Thr 


i 






85 










90 










95 




Phe 


Gin 


Leu 


Pro 
100 


Phe 


Cys 


Asn 


Ala 


Gin 
105 


Val 


He 


Asp 


His 


Tyr 
110 


Phe 


Cys 


Asp 


Val 


His 


Pro 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Thr 


Leu 


Val 




115 










120 










125 








Asn 


Met 


Leu 


Val 


Val 


Ala 


Asn 


Ser 


Gly 


Leu 


He 


Ser 


Leu Gly 


Cys 


Phe 




130 










135 










140 










Leu 


He 


Leu 


Leu 


Ala 


Ser 


Tyr 


Thr 


Val 


He 


Leu 


Phe 


Ser 


Leu 


Gin 


Lys 


145 










150 










155 










160 


Gin 


Ser 


Ala 


Glu 


Ser 
165 


Xaa 


His 


Lys 


Val 


Leu 
170 


Ser 


Thr 


Cys 


Gly 


Ser 
175 


His 


Leu 


Thr 


He 


Val 
180 


Thr 


Phe 


Phe 


Phe 


Val 
185 


Pro 


Cys 


He 


Phe 


He 
190 


Tyr 


Arg 


Pro 


Ser 


Thr 
195 


Thr 


Phe 


Pro 


Leu 


Asp 
200 


Lys 


Ala 


Val 


Ser 


Val 
205 


Phe 


Tyr 


Thr 


Thr 


He 


Thr 


Pro 



























210 



<210> 1687 
<211> 114 
<212> PRT 

<213> Unknovm (H3 8g604 protein) 
<220> 

<223> Synthetic construct 
<400>*1687 

He Cys Lys Pro Leu Leu Tyr Pro Ala He Met Thr Asn Gly Leu Cys 

1 5 10 15 

He Arg Leu Leu He Leu Ser Tyr Val Gly Gly Leu Leu His Ala Leu 

20 25 30 

He His Glu Gly Phe Leu Phe Arg Leu Thr Phe Cys Asn Ser Asn He 

35 40 45 

Val His His He Tyr Cys Asp He He Pro Leu Ser Lys He Ser Cys 

50 55 60 

Thr Asp Ser Ser He Asn Phe Leu Met Val Phe He Phe Ser Gly Ser 
65 70 75 80 

He Gin Val Phe Ser He Val Thr He Leu Val Ser Tyr Thr Phe Val 
85 90 95 
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Leu Phe Ala lie Leu Lys Arg Lys Ser Asp Lys Gly Val Arg Lys Ala 
100 105 no 

Phe Ser 



<210> 1688 
<211> 111 
<212> PRT 

<213> Unknown (H38g605 protein) 
<220> 

<223> Synthetic construct 
<400> 1688 

He Cys Asn Pro Leu Arg Tyr Pro lie He Met Ser Arg His Val Cys 

\ 5 10 15 

Val Gin Met Ala Ala He Ser Trp Val Thr Gly Cys Leu Thr Ala Leu 

20 25 30 

Leu Val Thr Ser Cys Ala Leu Gin He Pro Leu Cys Gly Asn Val He 
35 40 45 

i Asp His Phe Thr Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Val 

50 55 60 

Ser Ser Leu Leu Val Asp Met Val Met Leu Val Val Ser He Leu Leu 
65 70 75 80 

Leu Pro He Pro Met Leu Leu He Cys He Ser Tyr Gly Phe He Leu 

85 90 95 

Ser Thr He Leu Arg He Gly Ser Thr Glu Gly Arg Asn Lys Ala 
100 105 no 

<210> 1689 
<211> 223 
<212> PRT 

<213> Unknown (H38g606 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (223) 

<223> Xaa = Any Amino Acid 

<400> 1689 

Leu Pro Asp He Gly Phe Thr Ser Thr Thr Val Pro Lys Met He Val 

1 5 10 15 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala He Cys Gly Gly Met Glu Glu Ser Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Gly Arg Phe Val Ala He Cys His Pro Leu 

50 55 60 

Tyr Arg Ser Ala He Leu Asn Pro Cys Phe Cys Gly Phe Leu Asp Leu 
65 70 75 80 

Leu Ser Ser Phe Cys Phe Val Ser Val Phe Leu Ser Leu Leu Asp Ser 

85 90 95 

Gin Leu His Asn Leu He Ala Leu Gin Met Thr Gly Phe Lys Asp Val 

100 105 no 

Asp He Pro Asn Phe Phe Trp Glu Pro Ser Gin Leu Leu His Leu Ala 

115 120 125 

Cys Cys Asp Thr Phe Thr Arg Asn He Asn Leu Tyr Phe Pro Ala Ala 

13 0 135 140 

Val Phe Gly Phe Leu Pro He Leu Gly Thr Phe Phe Ser Tyr Cys Lys 
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145 150 155 160 

He Val Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys 

165 170 175 

Ala Phe Ser Thr Cys Gly Ser His Leu Pro Val Val Cys Xaa Phe Cys 

180 185 190 

Gly Thr Gly Val Gly Gly Tyr Leu Gly Ser Asp Val Ser Ser Ser Pro 

195 200 205 

Arg Lys Ser Ala Val Pro Ser Val Met Tyr Pro Val Val Thr Ser 
210 215 220 

<210> 1690 
<211> 215 
<212> PRT 

<213> Unknown (H3 8g607 protein) 
<220> 

<223> Synthetic construct 
<400> 1690 

Phe Val Asp He Cys Val Thr Ser Thr Thr Val Pro Lys Thr Leu Ser 

15 10 15 

Asn He Arg Thr Gin Ser Lys Val He Thr Tyr Ala Asp Cys He Thr 

20 25 30 

Gin Met Tyr Phe Phe Val Leu Phe He Val Leu Asp Ser Leu Leu Leu 

35 40 45 

Thr Val Met Ala Tyr Asp Gin Phe Val Ala He Cys His Pro Leu His 

50 55 60 

Tyr Thr Val He Val Asn Pro Arg Leu Cys Gly Leu Leu Val Leu Ala 
65 70 75 80 

Ser Trp He Met Ser Ala Leu Asn Ser Leu He Glu Ser Leu Met Val 

85 90 95 

Leu Pro Leu Leu Phe Cys Thr Asp Leu Lys He Pro His Phe Phe Cys 

100 105 HO 

Glu Leu Asn Gin He He Arg Ser Ala Cys Ser Asp Thr Phe Leu Asn 

115 120 125 

Asp Met Val Met Tyr Leu Ser Ala Val Leu Leu Gly Arg Gly Cys Phe 

130 135 140 

Thr Gly He Leu Tyr Ser Tyr Phe Lys Thr Val Ser Ser He Arg Ala 
145 150 155 160 

He Ser Ser Ala Gin Gly Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser 

165 170 175 

His Leu Ser Val Val Ser Leu Phe Tyr Cys Met Ser Leu Gly Val Tyr 

180 185 190 

Leu Ser Ala Ala Ala Pro Thr Thr His Ser Gin Val Gin Gin Pro Leu 

195 200 205 

Met Tyr Thr Val Val Thr Pro 
210 215 

<210>< 1691 
<211> 278 
<212> PRT 

<213> Unknown (H38g608 protein) 
<220> 

<223> Synthetic construct 

<400> 1691 _ 

Met Ala He Arg Asn His Ser Thr Leu His Lys Fro Met iyr rue me 

15 10 15 

Leu Ala Asn Met Ser Phe Leu Glu He Trp Tyr Val Thr Val Thr He 
20 25 30 
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Pro Lys Met Leu Ala Gly Phe Val Gly Ser Lys Gin Asp His Gly Gin 

35 40 45 

Leu He Ser Phe Glu Gly Cys Met Thr Gin Leu Tyr Phe Phe Leu Glv 

50 55 60 

Leu Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Asn Asp Arg 
65 7 ° 75 80 

Tyr Met Ala He Cys Tyr Leu Leu His Asn Pro Val He Val Ser Gly 

85 90 95 

Arg Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe Gly 

100 105 no 

He Ser Met Val Lys Val Phe Leu He Ser Gly Leu Ser Asn Gly Gly 

115 120 125 

Pro Asn He He Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn 

130 135 140 

Leu Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe He Leu 
145 150 155 ~ 160 

Ala He Phe He Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser Tyr 

165 170 175. 

Val Ala He Thr Gly Ala Val Met His He Pro Ser Ala Ala Gly Arg 

180 185 190 

Tyr Lys Ala Phe Ser Thr Cys Ala Ser His Phe Asn Val Val He He 

195 200 205 

Phe Tyr Ala Ala Ser He Phe He Tyr Ala Arg Pro Lys Ala Leu Ser 

210 215 220 

Ala Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val He Val 
225 230 235 240 

Pro Leu Leu Asn Pro He He Tyr Cys Leu Arg Asn Gin Glu Val Lys 

245 250 255 

Arg Ala Leu Cys Cys He Leu His Leu Tyr Gin His Gin Asp Pro Asp 

260 265 270 

Pro Lys Lys Gly Ser Arg 
275 

<210> 1692 
<211> 314 
<212> PRT 

<213> Unknown (H38g609 protein) 
<220> 

<223> Synthetic construct 
<400> 1692 

Met Glu Phe Thr Asp Arg Asn Tyr Thr Leu Val Thr Glu Phe He Leu 

15 io 15 

Leu Gly Phe Pro Thr Arg Pro Glu Leu Gin He Val Leu Phe Leu Met 

20 25 30 

Phe Leu Thr Leu Tyr Ala He He Leu He Gly Asn He Gly Leu Met 

35 40 45 

Leu Leu He Arg He Asp Pro His Leu Gin Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Ser Phe Val Asp Leu Cys Tyr Phe Ser Asp He Val 
65 * 70 75 80 

Pro Lys Met Leu Val Asn Phe Leu Ser Glu Asn Lys Ser He Ser Tyr 

85 90 95 

Tyr Gly Cys Ala Leu Gin Phe Tyr Phe Phe Cys Thr Phe Ala Asp Thr 

100 105 no 

Glu Ser Phe He Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He 

H5 120 125 

Cys Asn Pro Leu Leu Tyr Thr Val Val Met Ser Arg Gly He Cys Met 

130 135 140 

Arg Leu He Val Leu Ser Tyr Leu Gly Gly Asn Met Ser Ser Leu Val 



927 



BNSOOCID: <WQ 0127156A2 I > 



WO 01/27158 



PCT/US00/27582 



145 










150 




His 


Thr 


Ser 


Phe 


Ala 
165 


Phe 


He 


Asn 


His 


Phe 


Phe 
180 


Cys 


Asp 


Leu 


Asp 


Thr 


Thr 
195 


He 


Asn 


Glu 


Trp 


Glu 


He 
210 


He 


Cys 


Phe 


He 


lie 
215 


Leu 


Ser 


Val 


Leu 


Lys 


He 


Arg 


225 










230 




Ser 


Thr 


Cys 


Ala 


Ser 
245 


His 


Leu 


Leu 


Leu 


Phe 


He 
260 


Tyr 


Ser 


Arg 


Asp 


Lys 


He 
275 


He 


Ser 


Val 


Phe 


Pro 


Leu 
290 


He 


Tyr 


Ser 


Leu 


Arg 
295 


Lys 


Val 


Leu 


Arg 


Ser 


Lys 


Val 


305 










310 





155 160 
Leu Lys Tyr Cys Asp Lys Asn Val He 

170 175 
Pro Pro Leu Leu Lys Leu Ser Cys Thr 

185 190 
Leu Leu Ser Thr Tyr Gly Ser Ser Val 
200 205 
He He He Ser Tyr Phe Phe He Leu 
220 

Ser Phe Ser Gly Arg Lys Lys Thr Phe 
235 240 
Thr Ser Val Thr He Tyr Gin Gly Thr 

250 255 
Pro Ser Tyr Leu Tyr Ser Pro Asn Thr 

265 270 
Tyr Thr He Phe He Pro Val Leu Asn 
280 , 285 

Asn Lys Asp Val Lys Asp Ala Ala Glu 
300 



<210> 1693 
<211> 316 
<212> PRT 

<213> Unknown (H3 8g610 protein) 
<220> 

<223> Synthetic construct 

<400> 1693 _ - _ 

Met Asp Asn Gin Ser Ser Thr Pro Gly Phe Leu Leu Leu Gly Phe Ser 

1 5 10 I 5 

Glu His Pro Gly Leu Gly Arg Thr Leu Phe Val Asp Val He Thr Ser 

20 25 30 

Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu He He Leu Leu Ser Ala 

35 40 45 

Leu Asp Thr Lys Leu His Ser Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 60 

Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser Cys Val Pro Gin Met Leu 
65 70 75 80 

Ala Asn Leu Trp Gly Pro Lys Lys Thr He Ser Phe Leu Asp Cys Ser 

85 90 95 

Val Gin He Phe He Phe Leu Ser Leu Gly Thr Thr Glu Cys He Leu 

100 105 HO 

Met Lys Val Met Ala Phe Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 

115 120 125 

His Tyr Ala Thr He He His Pro Arg Leu Cys Trp Gin Leu Ala Ser 

130 135 140 

Val Ala Trp Val He Gly Leu Val Gly Ser Val Val Gin Thr Pro Ser 
145 150 155 160 

Thr Leu His Leu Pro Phe Cys Pro Asp Arg Gin Val Asp Asp Phe Val 

165 170 175 

Cvs Glu Val Pro Ala Leu He Arg Leu Ser Cys Glu Asp Thr Ser Tyr 

180 185 190 

Asn Glu He Gin Val Ala Val Ala Ser Val Phe He Leu Val Val Pro 

195 200 205 

Leu Ser Leu He Leu Val Ser Tyr Gly Ala He Thr Trp Ala Val Leu 

210 215 220 

Arg He Asn Ser Ala Thr Ala Trp Arg Lys Ala Phe Gly Thr Cys Ser 
225 230 235 240 
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Ser His Leu Thr Val Val Thr Leu Phe Tyr Ser Ser Val lie Ala Val 

245 250 255 

Tyr Leu Gin Pro Lys Asn Pro Tyr Ala Gin Gly Arg Gly Lys Phe Phe 

260 265 270 

Gly Leu Phe Tyr Ala Val Gly Thr Pro Ser Leu Asn Pro Leu Val Tyr 

275 280 285 

Thr Leu Arg Asn Lys Glu lie Lys Arg Ala Leu Arg Arg Leu Leu Gly 

290 295 300 

Lys Glu Arg Asp Ser Arg Glu Ser Trp Arg Ala Ala 
305 310 315 

<210> 1694 
<211> 309 
<212> PRT 

<213> Unknown (H38g611 protein) 
<220> 

<223> Synthetic construct 
<400> 1694 

Met Lys Arg Glu Asn Phe Thr Leu lie Thr Asp Phe Val Phe Gin Gly 

1 5 10 15 

Phe Ser Ser Phe His Glu Gin Gin lie Thr Leu Phe Gly Val Phe Leu 

20 25 30 

Ala Leu Tyr lie Leu Thr Leu Ala Gly Asn lie lie lie Val Thr lie 

35 40 45 

lie Arg He Asp Leu His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60. 

Met Leu Ser Thr Ser Glu Thr Val Tyr Thr Leu Val He Leu Pro Arg 
65 70 75 80 

Met Leu Ser Ser Leu Val Gly Met Ser Gin Pro Met Ser Leu Ala Gly 

85 90 95 

Cys Ala Thr Gin Met Phe Phe Phe Val Thr Phe Gly He Thr Asn Cys 

100 105 110 

Phe Leu Leu Thr Ala Met Gly Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Arg Tyr Met Val He Met Asn Lys Arg Leu Arg He Gin Leu 

130 135 140 

Val Leu Gly Ala Cys Ser He Gly Leu He Val Ala He Thr Gin Val 
145 150 155 160 

Thr Ser Val Phe Arg Leu Pro Phe Cys Ala Arg Lys Val Pro His Phe 

165 170 175 

Phe Cys Asp He Arg Pro Val Met Lys Leu Ser Cys He Asp Thr Thr 

180 185 190 

Val Asn Glu He Leu Thr Leu He He Ser Val Leu Val Leu Val Val 

195 200 205 

Pro Met Gly Leu Val Phe He Ser Tyr Val Leu He He Ser Thr He 

210 215 220 

Leu Lys He Ala Ser Val Glu Gly Arg Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 

Ala Ser His Leu Thr Val Val He Val His Tyr Ser Cys Ala Ser He 

245 250 255 

Ala Tyr Leu Lys Pro Lys Ser Glu Asn Thr Arg Glu His Asp Gin Leu 

260 265 270 

He Ser Val Thr Tyr Thr Val He Thr Pro Leu Leu Asn Pro Val Val 

275 280 285 

Tyr Thr Leu Arg Asn Lys Glu Val Lys Asp Ala Leu Cys Arg Ala Val 

290 295 300 

Gly Gly Lys Phe Ser 
305 
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<210> 1695 
<211> 216 
<212> PRT 

<213> Unknown (H38g612 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(216) 

<223> Xaa = Any Amino Acid 



<400> 1695 



Trp 


Ala 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Ala 


Thr 


Ala 


Pro Lys Met 


He 


Val 


1 








5 










1U 






15 




Asp 


Met 


Gin 


Ser 


His 


Arg Arg Ala 


He 


Ser 


His 


Ala Gly Cys 


Leu 


Thr 








20 










25 






30 






Gin 


Met 


Ser 
35 


Phe 


Leu 


Phe 


Leu 


Cys 
40 


Ala 


Cys 


Val 


Glu Gly Met 
45 


Leu 


Leu 


Thr 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Cys 
55 


Phe 


Val 


Asp 


He 


Cys Arg Pro 
60 


Leu 


His 


Tyr 


Pro 


Val 


He 


Gly 


Asn 


Pro 


His 


Phe 


Cys 


Val 


Phe Phe Val 


Gly Val 


65 










70 










75 






80 


Ser 


Phe 


Leu 


Leu 


Ser 


Leu 


Trp Asp 


Ser 


Gin 


Leu 


His Ser Trp 


He 


Val 










85 










90 






95 




Leu 


Gin 


He 


Thr 
100 


He 


Phe 


Lys 


Asn 


Val 
105 


Glu 


He 


Ser Asn Phe 
110 


Val 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser Asp Gly Val 


He 


Asn 






115 










120 








125 






Ser 


He 
130 


Phe 


He 


Tyr 


Phe 


Asp 
135 


Ser 


Thr 


Met 


Phe 


Gly Phe Leu 
140 


Pro 


He 


Ser 


Gly 


He 


Leu 


Trp 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Pro Ser He 


Leu 


Arg 


145 










150 










155 






160 


He 


Ser 


Ser 


Ser 


Asp 
165 


Gly 


Lys 


Tyr 


Lys 


Ala 
170 


Phe 


Ser Thr Cys 


Gly 
175 


Ser 


His 


Gin 


Ala 


Val 
180 


Val 


Cys 


Xaa 


Phe 


Tyr 
185 


Arg 


Thr 


Gly He Gly 
190 


Met 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Pro 


Pro Arg Asn Gly Val Val 


Ala 


Ser 






195 










200 








205 






Leu 


He 
210 


Tyr 


Ala 


Leu 


Val 


Thr 
215 


Pro 















<210> 1696 
<211> 214 
<212> PRT 

<213> Unknown (H38g613 protein) 
<220> 

<223> c Synthetic construct 



<400> 1696 



Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


He 


Ser 


Tyr 


Thr 


Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Leu 


Tyr 


Phe 


Leu 


Val 


Ser 


Leu 


Val 


Ala 


Leu 


Asp Asn 


Leu 


Asn 


Leu 






35 










40 










45 








Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Arg 


Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


He 


Pro Gly 


Leu 


Cys 


He 


Leu 


Leu 


Leu 


Ser 


Leu 



65 70 75 80 
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Cys Trp Val Phe Ser Ala Leu Tyr Gly Leu He His He Leu Leu Met 

85 90 95 

Thr Arg Val Thr Phe Cys Gly Ser Gin Lys He His Tyr Leu Phe Cys 

100 105 no 

Glu Met Tyr Phe Leu Leu Arg Leu Ala Cys Ser Asn He His Val Asn 

115 120 125 

His Thr Val Leu Val Ala Thr Gly Cys Phe He Phe Leu He Pro Leu 

130 135 140 

Gly Phe Met He Thr Ser Asn Ala Arg He Val Arg Ala He Leu Gin 
145 150 155 i 6 o 

He Pro Ser Ala Thr Gly Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser 

165 170 175 

His Leu Ala Val Val Ser Leu Phe Tyr Gly Thr Leu Gly Met Val Tyr 

180 185 190 

Leu Gin Pro Leu Gin Thr Tyr Ser Met Lys Asp Ser Val Ala Thr Val 

195 200 205 

Met His Ala Val Val Thr 
210 

<210> 1697 
i<211> 212 
<212> PRT 

<213> Unknown (H38g614 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 

<400> 1697 

Phe Val Asp Phe Cys Tyr Ser Thr Thr He Thr Pro Lys Leu Leu Glu 

1 5 10 15 

Asn Leu Val Val Glu Asp Arg Thr He Ser Phe Thr Gly Cys Thr Met 

20 25 30 

Gin Leu Phe Phe Val Cys He Phe Val Val Thr Glu Thr Phe Met Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asn Pro Leu Leu 

50 55 60 

Tyr Thr Val Ala Met Tyr Gin Arg Leu Cys Ser Leu Leu Val Ala Thr 
65 7 0 75 80 

Ser Tyr Cys Trp Gly He Val Cys Ser Leu Thr Leu Thr Xaa Phe Leu 

85 90 95 

Leu Glu Leu Ser Phe Arg Gly Asn Asn He He Asn Asn Phe Val Cys 

100 105 HO 

Glu His Ala Ala He Val Ala Val Ser Cys Ser Asp Pro Cys Val Ser 

H5 120 125 

Gin Glu He Thr Leu Val Ser Ala Thr Phe Ser Glu He Ser Ser Leu 

130 135 140 

Thr Ser Tyr Ala Phe He Phe He Thr Val Met -Lys Thr Pro Ser Thr 
145 150 155 160 

Gly Gly Arg Lys Lys Ala Phe Ser Thr Ser Ala Ser His Leu Thr Ala 

165 170 175 

He Thr He Phe His Gly Thr He Leu Phe Leu Tyr Cys Val Pro Asn 

180 185 190 

Ser Lys Ser Ser Trp Leu Met Val Lys Val Ala Ser Val Phe Tyr Thr 

195 200 205 

Val Val He Pro 
210 
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<210> 1698 
<211> 212 
<212> PRT 

<213> Unknown (H38g615 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 

<400> 1698 

Leu Val Asp Phe Cys Tyr Ser Thr Thr lie Thr Pro Lys Leu Leu Arg 

15 10 15 

Asn Leu Val Val Glu Asp Arg Thr He Ser Phe Thr Gly Cys Thr Met 

20 25 30 

Gin Leu Phe Phe Val Cys He Phe Val Val Thr Glu Thr Phe Val Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asn Pro Leu Leu 

50 55 60 

Tyr Thr Val Ala Met Tyr Gin Arg Leu Cys Ser Leu Leu Val Ala Thr 
65 70 75 80 

Ser Tyr Cys Trp Gly lie Val Cys Ser Leu Thr Leu Thr Xaa Phe Leu 

85 90 95 

Leu Glu Leu Ser Phe Arg Gly Asn Asn He He Asn Asn Phe Val Cys 

100 105 110 

Glu His Ala Ala He Val Ala Val Ser Cys Ser Asp Pro Cys Val Ser 

115 120 125 

Gin Glu He Thr Leu Val Ser Ala Thr Phe Asn Glu He Ser Ser Leu 

130 135 140 

Thr Ser Tyr Ala Phe He Phe He Thr Val Met Arg Thr Pro Ser Thr 
145 " 150 155 160 

Gly Gly Arg Lys Lys Ala Phe Ser Thr Ser Ala Ser His Leu Thr Ala 

165 170 175 

He Thr He Phe His Gly Thr He Leu Phe Leu Tyr Cys Val Pro Asn 

180 185 190 

Ser Lys Ser Ser Trp Leu Met Val Lys Val Ala Ser Val Phe Tyr Thr 

195 200 205 

Val Val He Pro 
210 

<210> 1699 
<211> 312 
<212> PRT 

<213> Unknown (H3 8g616 protein) 
<220> 

<223> ^Synthetic construct 
<400> 1699 

Met Ser He Ser Asn He Thr Val Tyr Met Pro Ser Val Leu Thr Leu 

15 10 15 

Val Gly He Pro Gly Leu Glu Ser Val Gin Cys Trp He Gly He Pro 

20 25 30 

Phe Cys Ala He Tyr Leu He Ala Met He Gly Asn Ser Leu Leu Leu 

35 40 45 

Ser He He Lys Ser Glu Arg Ser Leu His Glu Pro Leu Tyr He Phe 

50 55 60 

Leu Gly Met Leu Gly Ala Thr Asp He Ala Leu Ala Ser Ser He Met 
65 70 75 80 
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Pro Lys Met Leu Gly He Phe Trp Phe Asn Val Pro Glu He Tyr Phe 

85 90 95 

Asp Ser Cys Leu Leu Gin Met Trp Phe He His Thr Leu Gin Gly He 

100 105 HO 

Glu Ser Gly He Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 

115 120 125 

Cys Tyr Pro Leu Arg His Ala Asn He Phe Thr His Gin Leu Val He 

130 135 140 

Gin He Gly Thr Met Val Val Leu Arg Ala Ala lie Leu Val Ala Pro 
145 150 155 160 

Cys Leu Val Leu He Lys Cys Arg Phe Gin Phe Tyr His Thr Thr Val 

165 170 175 

He Ser His Ser Tyr Cys Glu His Met Ala He Val Lys Leu Ala Ala 

180 185 190 

Ala Asn Val Gin Val Asn Lys He Tyr Gly Leu Phe Val Ala Phe Thr 

195 200 205 

Val Ala Gly Phe Asp Leu Thr Phe He Thr Leu Ser Tyr He Gin He 

210 215 220 

Phe He Thr Val Phe Arg Leu Pro Gin Lys Glu Ala Arg Phe Lys Ala 
225 230 235 240 

Phe Asn Thr Cys He Ala His He Cys Val Phe Leu Gin Phe Tyr Leu 

245 • 250 255 

Leu Ala Phe Phe Ser Phe Phe Thr His Arg Phe Gly Ser His He Pro 

260 265 270 

Pro Tyr He His He Leu Phe Ser Ser He Tyr Leu Leu Val Pro Pro 

275 280 285 

Phe Leu Asn Pro Leu Val Tyr Gly Ala Lys Thr Thr Gin He Arg He 

290 295 30.0 

His Val Val Lys Met Phe Cys Ser 
305 310 



<210> 1700 
<211> 318 
<212> PRT 

<213> Unknown (H3 8g617 protein) 
<220> 

<223> Synthetic construct 



<400> 1700 




























Met 


Trp 


Gin 


Lys 


Asn 


Gin 


Thr 


Ser 


Leu 


Ala 


Asp 


Phe 


He 


Leu 


Glu 


Gly 


1 








5 










10 










15 


Leu 


Phe Asp Asp 


Ser 


Leu 


Thr 


His 


Leu 


Phe 


Leu 


Phe 


Ser 


Leu 


Thr 


Met 








20 










25 










30 






Val 


Val 


Phe 


Leu 


He 


Ala 


Val 


Ser Gly Asn 


Thr 


Leu 


Thr 


He 


Leu 


Leu 






35 










40 










45 








He 


Cys 
50 


He 


Asp 


Pro 


Gin 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ser 


Gin 


Leu 


Ser 


Leu 


Met 


Asp 


Leu 


Met 


His 


Val 


Ser 


Thr 


He 


lie 


Leu 


Lys 


65 










70 










75 










80 


Met 


Ala 


Thr 


Asn 


Tyr 


Leu 


Ser 


Gly Lys 


Lys 


Ser 


He 


Ser 


Phe 


Val 


Gly 










85 










90 










95 


Cys 


Ala 


Thr 


Gin 


His 


Phe 


Leu 


Tyr 


Leu 


Cys 


Leu Gly 


Gly Ala 


Glu 


Cys 








100 










105 










110 




Phe 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ser 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr Ala 


Val 


Leu 


Met 


Asn 


Lys 


Lys 


Val 


Gly Leu 


Met 


Met 




130 










135 










140 










Ala 


Val 


Met 


Ser 


Trp 


Leu 


Gly 


Ala 


Ser 


Val 


Asn 


Ser 


Leu 


He 


His 


Met 


145 










150 










155 










160 


Ala 


He 


Leu 


Met 


His 


Phe 


Pro 


Phe 


Cys 


Gly 


Pro 


Arg 


Lys 


Val 


Tyr 


His 
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165 










170 










175 




Phe Tyr 


Cys 


Glu 


Phe 


Pro 


Ala 


Val 


Val 


Lys 


Leu 


Val 


Cys 


Gly Asp 


He 




180 










185 










190 






Thr Val 


Tyr 


Glu 


Thr 


Thr 


Val 


Tyr 


He 


Ser 


Ser 


He 


Leu 


Leu 


Leu 


Leu 




195 










200 










205 








Pro lie 


Phe 


Leu 


He 


Ser 


Thr 


Ser 


Tyr 


Val 


Phe 


He 


Leu 


Gin 


Ser 


Val 


210 










215 










220 










lie Gin 


Met 


Arg 


Ser 


Ser 


Gly 


Ser 


Lys 


Arg 


Asn 


Ala 


Phe 


Ala 


Thr 


Cys 


225 






230 










235 










240 


Gly Ser 


His 


Leu 


Thr 


Val 


Val 


Ser Leu Trp Phe Gly Ala Cys 


He 


Phe 






245 










250 














Ser Tyr 


Met 


Arg 


Pro 


Arg 


Ser 


Gin 


Pvs 


Thr 


Leu 


Leu 


Gin 


Asn 


Lys 


Val 




260 










265 










270 






Gly Ser 


Val 


Phe 


Tyr 


Ser 


He 


He 




Pro 


Thr 


Leu 


Asn 


Ser 


Leu 


He 


275 










280 










285 








Tyr Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Ala 


Lys 


Ala 


Leu 


21 Y~Ct 




val 


Leu 


290 










295 










300 










Arg Arg 


Asp Val 


He 


Thr 


Gin 


Cys 


He 


Gin Arg 


Leu 


VJIU 


T .01 1 

J_lC= Li 






305 








310 










315 












<210> 1701 




























<211> 294 




























<212> PRT 




























<213> Unknown (H38g618 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1701 




























Ala Thr 


Tyr Asn 


Ser 


Ser 


Asn 


Thr 


Val 


Val 


Thr 


Glu 


rile 


V dX 


Phe 


Leu 


1 






5 










10 










15 




Ser Phe 


Pro 


Glu 


Leu 


His 


His 


Leu 


Gin Gly Leu 


Leu 


Phe 


Val 


Ser 


Leu 






20 










25 










30 






Leu lie 


He 


Tyr 


Val 


Val 


Thr 


He 


Leu 


Glu 


Asp 


Leu 


Ala 


Val 


Val 


Gly 




35 








40 










45 








Thr lie 


Arg 


Ala 


Ser 


His 


His 


Leu 


His 


He 


Ser 


Thr 


His 


Leu 


Phe 


Leu 


50 










55 










60 










Ala Gin 


Leu 


Ser 


Val 


Leu 


Glu 


Thr 


Leu 


Tyr 


Thr 


Ser 


Val 


Thr 


Val 


Pro 


65 








70 










75 










80 


Lys Leu 


Leu 


Ala 


Gly 


Leu 


Pro 


Ala 


Glu 


Arg 


Arg 


Pro 


Ser 


He 


Ser 


Phe 






85 










90 










95 




Ser Gly 


His 


Leu 


Thr 


Trp 


Leu 


Leu 


Leu 


Phe 


Leu 


Ser 


Leu 


Ser 


Ser 


Ser 




100 










105 










110 






Glu Cys 


Val 


Leu 


Pro 


Ala 


Asn 


Met 


Asp 


Cys 


Asp Trp 


His 


Pro 


Val 


He 


115 










120 










125 








Cys His 


Leu 


Leu 


His 


Tyr 


Leu 


Ser 


Pro 


Ser 


Trp 


Thr 


Pro 


Cys 


Ser 


Trp 


130 










135 










140 










Leu Cys 


Leu 


His 


Leu 


Ala 


He 


Ser 


Ala 


Gin 


Leu 


Ser 


Ser 


Phe 


Pro 


Ala 


145 « 








150 










155 










160 


Ser Phe 


Val 


Ser 


Thr 


Ala 


Leu 


Asn 


Ser 


Ser 


Leu Arg 


Leu 


Arg 


Ser 


Pro 








165 










170 










175 




Asp Val 


Leu 


Asn 


His 


Phe 


Cys 


Asp 


He 


Pro 


Pro 


Pro 


Leu 


Gly Leu 


Ser 




180 










185 










190 






Cys Ser 


Ser 


Thr 


Thr 


Thr 


He 


Glu 


Met 


Arg 


Thr 


Gin 


Ala 


Ala 


Gin 


Val 


195 










200 










205 








lie Leu 


Ala 


Ala 


Ser 


Leu 


Gin 


Ala 


Thr 


Thr 


Val 


Ser 


Tyr 


Thr 


His 


He 


, 210 










215 










220 










Leu Ala 


Arg 


Ser 


Leu 


Arg 


He 


Pro 


Glu 


Arg 


Pro 


Ser 


Lys 


Leu 


Lys 


Ala 


225 






230 










235 










240 


Phe Pro 


Thr 


Tyr 


Ala 


Ser 


His 


Leu 


Gly Cys 


Gly Ser 


Ser 


Asn 


Leu 


He 






245 










250 










255 
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Lys Leu Val Ser Gly Val Tyr Leu Val Gly lie Pro Leu Leu Lys Pro 

260 265 270 

He He Tyr Cys Leu Arg Asn Cys Asn He Arg Glu Ala Leu Ala Lys 

275 280 285 

Leu Leu Gin Ala Leu Pro 
290 

<210> 1702 
<211> 295 
<212> PRT 

<213> Unknown (H3 8g619 protein) 
<220> 

<223> Synthetic construct 
<400> 1702 

Ala Thr Tyr Asn Ser Ser Asn Thr Val Val Thr Glu Phe Val Phe Leu 

15 10 15 

Ser Phe Pro Glu Leu Arg His Leu Gin Gly Leu Leu Phe Gly Leu Leu 

20 25 30 

i Leu He He Tyr Val Val Thr He Leu Glu Asp Leu Ala Val Val Gly 

35 40 45 

Thr He Arg Ala Ser His His Leu His He Ser Thr His Leu Phe Leu 

50 55 60 

Ala Lys Leu Ser Val Leu Glu Thr Leu Tyr Thr Ser Val Thr Val Pro 
65 70 75 80 

Lys Leu Leu Ala Gly Leu Pro Gly Thr Ser Asp Asp His Leu He Ser 

85 90 95 

Phe Ser Gly His Leu Thr Trp Leu Leu Leu Phe Leu Ser Leu Ser Ser 

100 105 no 

Ser Glu Cys He Leu Pro Ala Asn Met Asp Cys Asp Trp His Pro Val 

115 120 125 

He Cys His Leu Leu His Tyr Pro Ala His His Gly Leu His Ala Ala 

130 135 140 

Arg Leu Cys Leu His Leu Ala He Ser Ala Gin Leu Ser Ser Phe Pro 
145 150 155 160 

Ala Ser Phe Val Ser Thr Ala Leu Asn Ser Ser Leu Arg Leu Arg Ser 

165 170 175 

Pro Asp Val Leu Asn His Phe Cys Asp He Pro Pro Pro Leu Gly Leu 

180 185 190 

Ser Cys Ser Ser Thr Thr Thr He Glu Met Arg Thr Gin Ala Ala Gin 

195 200 205 

Val He Leu Ala Ala Ser Leu Gin Ala Thr Thr Val Ser Tyr Thr His 

210 215 220 

He Leu Ala Arg Ser Leu Arg He Pro Ala Lys Ala Gin Gin Leu Lys 
225 230 235 240 

Ala Phe Pro Thr Tyr Ala Ser His Leu Gly Trp Arg Pro Ser Asn Leu 

245 250 255 

He Lys Leu Val Ser Gly Val Tyr Leu Val Gly He Pro Leu Leu Lys 

260 265 270 

Pro He He Tyr Cys Leu Arg Asn Cys Asn He Arg Glu Ala Leu Ala 

275 280 285 

Lys Leu Leu Gin Ala Leu Pro 
290 295 

<210> 1703 
<211> 175 
<212> PRT 

<213> Unknown (H38g620 protein) 
<220> 
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<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (175) 

<223> Xaa = Any Amino Acid 



<400> 1703 






















Phe 


Val 




Leu 


Leu 




Ala 


Ala 


Asp 


Asn 


His 


Thr 


Arg 


Val 


Glu 


Ala 


Leu 


1 






5 










10 










15 




Gin 


Gly 


Phe 


Ser 


Glu 


Asp 


Leu 


Pro 


Leu Gin Gly Cys 


Cys 


Phe 


Ala 


Phe 






20 




















30 






Phe 


Leu 


Leu 


Tyr 


Leu 


Met 


Ala 


Leu 


VoX 


Gly Asn 


He 


Leu 


Met 


Val 


Met 






35 








40 










45 








Ala 


He 


Ser 


Leu 


Asn 


Pro 


Gly 


Leu 


His 


Thr 


Pro 


Val 


Tyr 


Phe 


Phe 


Leu 




50 










55 










c r\ 








Ser 


Thr 


Asn 


Leu 


Ala 


Leu 


Leu 


Asp 


He 


Val 


Cys 


Thr 


Ser 


Met 


Asp 


Asn 


65 










70 










75 










80 


Arg 


Val 


Val 


Ala 


Val 


Leu 


Tyr 


Thr 


Val 


Val 


Ser 


Pro 


Thr 


Leu 


Asn 


Pro 








85 










90 










95 




Ser 


Pro 


Thr 


Pro 


Cys 


Gly Thr 


Arg 


Thr 


Tyr 


Gin 


Xaa 


His Xaa Gly Glu 








100 










105 










110 






Cys 


Phe 


Leu 


Ala 


Ser 


Gly 


Lys 


Arg 


Lys 


Gly 


Ser 


Phe 


Xaa 


Cys 


Glu 


Met 




115 










120 










125 








Phe 


Gin 


Val 


Leu 


Thr 


Asn 


Xaa 


Phe 


Gin 


His 


Met 


Thr 


Leu Arg 


He 


Ser 


130 










135 










140 


His 








Cys 


Lys 


Gin 


Gin 


Gly 


Thr 


Arg 


Lys 


Xaa 


Leu 


Met 


Pro 


lie 


Tyr 


Lys 


145 








150 










155 










160 


Xaa 


Cys 


Ala 


Pro 


Ala 


Arg 


Gly 


Cys 


His 


His 


Ser 


Met 


Trp 


Asn 


Ser 










165 










170 










175 





<210> 1704 
<211> 317 
<212> PRT 

<213> Unknown (H3 8g621 protein) 
<220> 

<223> Synthetic construct 
<400> 1704 

Met Glu Arg Thr Asn Asp Ser Thr Ser Thr Glu Phe Phe Leu Val Gly 

1 5 10 15 

Leu Ser Ala His Pro Lys Leu Gin Thr Val Phe Phe Val Leu He Leu 

20 25 30 

Trp Met Tyr Leu Met He Leu Leu Gly Asn Gly Val Leu He Ser Val 

35 40 45 

He He Phe Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Cys 

50 55 60 

Asn Leu Ser Phe Leu Asp Val Cys Tyr Thr Ser Ser Ser Val Pro Leu 
65 . 70 75 80 

He Leu Ala Ser Phe Leu Ala Val Lys Lys Lys Val Ser Phe Ser Gly 

85 90 95 

Cys Met Val Gin Met Phe He Ser Phe Ala Met Gly Ala Thr Glu Cys 

100 105 HO 

Met He Leu Gly Thr Met Ala Leu Asp Arg Tyr Val Ala He Cys Tyr 

115 120 125 

Pro Leu Arg Tyr Pro Val He Met Ser Lys Gly Ala Tyr Val Ala Met 

130 " 135 140 

Ala Ala Gly Ser Trp Val Thr Gly Leu Val Asp Ser Val Val Gin Thr 
145 150 155 160 

Ala Phe Ala Met Gin Leu Pro Phe Cys Ala Asn Asn Val He Lys His 
165 170 175 
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Phe Val Cys Glu He Leu Ala He Leu Lys Leu Ala Cys Ala Asp He 

180 185 190 

Ser He Asn Val He Ser Met Thr Gly Ser Asn Leu He Val Leu Val 

195 200 205 

He Pro Leu Leu Val He Ser He Ser Tyr He Phe He Val Ala Thr 

210 215 220 

He Leu Arg He Pro Ser Thr Glu Gly Lys His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Leu Thr Val Val He He Phe Tyr Gly Thr He Phe 

245 250 255 

Phe Met Tyr Ala Lys Pro Glu Ser Lys Ala Ser Val Asp Ser Gly Asn 

260 265 270 

Glu Asp He He Glu Ala Leu He Ser Leu Phe Tyr Gly Val Met Thr 

275 280 285 

Pro Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 

290 295 30.0 

Ala Ala Val Lys Asn He Leu Cys Arg Lys Asn Phe Ser 
305 310 315 

<210> 1705 
i<211> 318 
<212> PRT 

<213> Unknown (H38g622 protein) 
<220> 

<223> Synthetic construct 
<400> 1705 

Met Glu Trp Glu Asn Gin Thr He Leu Val Glu Phe Phe Leu Lys Gly 

15 10 15 

His Ser Val His Pro Arg Leu Glu Leu Leu Phe Phe Val Leu He Phe 

20 25 30 

He Met Tyr Val Val He Leu Leu Gly Asn Gly Thr Leu He Leu He 

35 40 45 

Ser He Leu Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu Gly 

50 55 60 

Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Thr Ser He Pro Ser 
65 70 75 80 

Thr Leu Val Ser Phe Leu Ser Glu Arg Lys Thr He Ser Phe Ser Gly 

85 90 95 

Cys Ala Val Gin Met Phe Leu Gly Leu Ala Met Gly Thr Thr Glu Cys 

100 105 110 

Val Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Arg Tyr Pro He He Met Ser Lys Asn Ala Tyr Val Pro Met 

130 135 140 

Ala Val Gly Ser Trp Phe Ala Gly He Val Asn Ser Ala Val Gin Thr 
145 150 155 160 

Thr Phe Val Val Gin Leu Pro Phe Cys Arg Lys Asn Val He Asn His 

165 170 175 

Phe Ser Cys Glu He Leu Ala Val Met Lys Leu Ala Cys Ala Asp He 

180 185 190 

Ser Gly Asn Glu Phe Leu Met Leu Val Ala Thr He Leu Phe Thr Leu 

195 200 205 

Met Pro Leu Leu Leu lie Val lie Ser Tyr Ser Leu He He Ser Ser 

210 215 220 

lie Leu Lys He His Ser Ser Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ser Ala His Leu Thr Val Val lie lie Phe Tyr Gly Thr lie Leu 

245 250 ~ 255 

Phe Met Tyr Met Lys Pro Lys Ser Lys Glu Thr Leu Asn Ser Asp Asp 
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260 265 270 

Leu Asp Ala Thr Asp Lys lie lie Ser Met Phe Tyr Gly Val Met Thr 

275 280 285 

Pro Met Met Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys 

290 295 300 

Glu Ala Val Lys His Leu Pro Asn Arg Arg Phe Phe Ser Lys 
305 310 315 

<210> 1706 
<211> 124 
<212> PRT 

<213> Unknown (H3 8g623 protein) 

<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (124) 

<223> Xaa = Any Amino Acid 

<400> 1706 



Phe 


Leu 


Leu 


Xaa 


Ala 


Asn 


Tyr 


Ser 


Ala 


Glu 


Glu 


Arg 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Phe 


Ser 


Asp 


Trp 


Pro 


Ser 


Leu 


Gin 


Pro 


Val 


Leu 


Phe 


Ala 


Leu 


Val 






20 










25 










30 






Leu 


Leu 


Cys 


Tyr 


Leu 


Leu 


Thr 


Leu 


Thr 


Gly Asn 


Ser 


Ala 


Leu 


Val 


Leu 






35 








40 










45 








Leu 


Ala 
50 


Val 


Asp 


Pro 


Arg 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Tyr 


Phe 


Leu 


Cys 


His 


Leu 


Ala 


Leu 


Val 


Asp 


Ala 


Gly 


Phe 


Thr 


Thr 


Ser 


Val 


Val 


Pro 


Pro 


65 










70 










75 










80 


Leu 


Leu 


Ala 


Asn 


Leu 
85 


Arg 


Gly 


Pro 


Ala 


Leu 
90 


Tyr 


Val 


Pro 


Arg 


Ser 
95 


His 


Cys 


Thr 


Ala 


Gin 


Leu 


Cys 


Ala 


Ser 


Leu Ala Leu Gly 


Ser 


Ala 


Glu 


Cys 






100 










105 










110 






Val 


His 


Leu 


Ala 


Val 


Met 


Ala 


Leu Gly 


Arg 


Ala 


Val 











115 120 



<210> 1707 
<211> 315 
<212> PRT 

<213> Unknown (H38g624 protein) 



<220> 

<223> Synthetic construct 



<400> 1707 
























Met 


Arg 


Gin 


Asn 


Asn 


Asn 


He 


Thr 


Glu 


Phe 


Val 


Leu Leu Gly 


Phe 


Ser 
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Val 


Gin 


Lys 


Ala 


Leu 


Phe 


Val 


Met Phe Leu 


Leu 


Thr 
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30 






Tyr 


Leu 


Val 


Thr 


Val 


Val 


Gly Asn 


Leu 


Leu 


He 


Val Val Asp 


He 


He 
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Ala 


Ser 
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Ser 


Leu 


Gly 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe Leu Ala 


Cys 


Leu 




50 










55 










60 






Ser 


Phe 


lie 


Asp 


Ala 


Ala 


Tyr 


Ser 


Thr 


Thr 


He 


Ser Pro Lys 


Leu 


He 


65 








70 










75 






80 


Val 


Gly 


Leu 


Phe 


Cys 


Asp 


Lys 


Lys 


Thr 


He 


Ser 


Phe Gin Gly Cys 


Met 








85 










90 






95 




Gly 


Gin 


Leu 


Phe 


He 


Asp 


His 


Phe 


Phe 


Gly Gly Ala Glu Val 


Phe 


Leu 






100 










105 






110 
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Leu Val 


Val 


Met 


Ala 


Cys 


Asp 


Arg Tyr Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 




115 










120 






125 








His Tyr 


Leu 


Thr 


He 


Met 


Asn 


Arg Gin Val 


Cys 


Phe 


Leu 


Leu 


Leu 


Val 


130 










135 






140 










Val Ala 


Met 


He Gly Gly 


Phe 


Val His Ser 


Ala 


Phe 


Gin 


He 


Val 


Val 


145 








150 






155 










160 


Tyr Ser 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro Asn Val 


He 


Val 


His 


Phe 


Ser 


Cys 








165 






170 










175 




Asp Met 


His 


Pro 


Leu 


Leu 


Glu 


Leu Ala Cys 


Thr 


Asp 


Thr 


Tyr 


Phe 


He 






180 








185 








190 






Gly Leu 


Thr 


Val 


Val 


Val 


Asn 


Ser Gly Ala 


He 


Cys 


Met 


Val 


He 


Phe 




195 










200 






205 








Asn Leu 


Leu 


Leu 


He 


Ser 


Tyr 


Gly Val He 


Leu 


Ser 


Ser 


Leu 


Lys 


Thr 


210 










215 






220 










Tyr Ser 


Gin 


Glu 


Lys 


Arg 


Gly 


Lys Ala Leu 


Ser 


Thr 


Cys 


Ser 


Ser 


Glv 


225 








230 






235 










240 


Ser Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe Val Pro Cys 


He 


Phe 


He 


Tvr 


Val 








245 






250 










255, 




Arg Pro 


Val 


Ser 


Asn 


Phe 


Pro 


Thr Asp Lys 


Phe 


Met 


Thr 


Val 


Phe 


Tyr 






260 








265 








270 






Thr He 


He 


Thr 


His 


Met 


Leu 


Ser Pro Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 




275 










280 






285 








Ser Glu 


Met 


Arg 


Asn 


Ala 


He 


Glu Lys Leu 


Leu Gly Lys 


Lys 






290 










295 






300 










He Phe 


He 


He Gly Gly 


Val 


Ser Val Leu 


Met 
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310 






315 












<210> 1708 
























<211> 117 
























<212> PRT 
























<213> Unknown (H38g625 protein) 














<220> 


























<223> Synthetic 


construct 
















<400> 1708 
























Arg Cys 


Ala 


Pro 


Arg 


Leu 


Leu 


Asp His Phe 


He 


Cys 


Glu 


Leu 


Pro 


Ala 
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Leu Leu 


Lys 


Leu 


Ala 


Cys 


Gly 


Gly Asp Gly Asp Thr 


Thr 


Glu 


Asn 


Gin 






20 
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30 






Met Phe 


Ala 


Ala 


Arg 


Val 


Val 


He Leu Leu 


Leu 


Pro 


Phe 


Ala 


Val 


He 




35 










40 






45 








Leu Ala 


Ser 


Tyr 


Gly 


Ala 


Val 


Ala Arg Ala 


Val 


Cys 


Cys 


Met 


Aro 


Phe 


50 










55 






60 










Ser Gly 


Gly 


Arg 


Gin 


Arg 


Ala 


Val Gly Thr Cys Gly Ser His 


Leu 


Thr 


65 








70 
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80 


Ala Val 
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Leu 


Phe 
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Ser Ala He 


Tyr 


Thr 


Tyr 


Leu 


Gin 


Pro 








85 
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95 




Ala Gin 


Arg 


Tyr 


Asn 


Gin 


Ala 


Arg Gly Lys 


Phe 


Val 


Ser 


Leu 


Phe 


Tyr 






100 








105 








110 






Thr Val 


Val 


Thr 


Pro 






















115 

























<210> 1709 
<211> 313 
<212> PRT 

<213> Unknown (H38g626 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1)...(313) 

<223> Xaa = Any Amino Acid 



<400> 1709 



Glv 


Leu 


Ser 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


Val 


Leu Leu Gly Asn 


Thr 


Gin 
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10 










15 






Pro 


Asp Val 


Gin 


Asn 


Ala 


Leu 


Phe 


Val 


Met 


Val 


Leu 


Leu 


Thr 


Tyr 








0 0 










25 










30 






V CI X 


Val 
vox 
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Leu 


Leu 


Ala 


Val 


Val 


Ala 


He 


He 


Ser 
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45 








Car 
OCX 


XrX V 


Ser 


rne 


Glv 


Ser 


Pro 


Met 


Tvr 


Phe 


Phe 


Leu 


Thr 


Cvs 


Leu 


Leu 














55 










60 










rile 


Tip 

lie 


Tyr 


AJia 


Al a 


i yx 


Ser 


Asn 


Thr 


He 


Ser 


Pro 

* X v 


Lys 


Leu 


He 


He 


O D 




















75 










80 


f2l vr 
uiy 


Leu 


Leu 


HiS 


as 


Lys 


Lys 


Thr 


He 


Phe 


Phe 


Thr 


Ala 




Met 


Glv 










fit; 










90 










95 




oin 


Leu 


Phe 


He 


Asp 


nib 


Leu 


Phe 


oiy 


Gly Ala 


ulU 


Val 


true 


Leu 


Leu 








1 Aft 

100 




















XXV/ 






vai 


v»iy 


Met 


Ser 


Tyr 


Asp 


Phe 


Ty r 


Val 


Ala 


He 


OCX 


Lys 


Pro 


Leu 


His 






115 










120 










X A Z> 








Tyr 


Leu 


Thr 


He 


we c 


Asn 


Gin 


Gin 


Val 


Cys 


He 


Leu 


Leu 


Leu 


Vol 

val 


V d X 




130 










135 










14 U 










Ala 


Val 


Thr 


Gly 


Gly 


Pne 


Val 


Ser 


Cys 


Val 


Phe 


urn 


lie 


vai 


VoJ. 


Val 


145 










1 C ft 










155 










IOU 


Tyr 


Thr 


Leu 


Ser 


Fne 


Cys 


Gly 


Pro 


Asn 


Val 


Thr 


Asp 


HIS 


rile 


V Ct X 


Cys 










lob 










170 










1 / D 




Asp 


Met 


Tyr 


Pro 


Leu 


Leu 


Glu 


Leu 


Val 


Cys 


Thr 


Asp 


1 nr 


Tyr 


file 


116 








1 O ft 

180 










185 










±y\j 






Gly 


Leu 


Thr 


Val 


vai 


Ala 


Asn Gly 


Leu 


Ala 


He 


Cys 




Vol 


val 








195 










200 










one 

\J J 








i nr 


Leu 


Leu 


Leu 


11c 


oer 


Tyr 


Gly Val 


He 


Leu 


Asn 


Asn 


rne 


Lys 


Thr 




oi ft 
zlU 










215 










220 










Tyr 


Ser 


Gin 


Glu 


Gly 


Arg 


Leu 


Lys 


Ala 


Leu 


Ser 


Ala 


Cys 


He 


Ser 


Tyr 


225 










230 










235 










240 


He 


Thr 


Val 


Thr 


Val 


Leu 


Phe 


Leu 


Val 


Pro 


Cys 


He 


Phe 


Leu 


Phe 


Val 










245 










250 










255 




Arg 


Pro 


Val 


Ser 


Asn 


Phe 


Pro 


He 


Asp 


Lys 


Phe 


Met 


Thr 


Val 


Phe 


Tyr 








260 










265 










270 






Thr 


Val 


He 


He 


His 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 






275 










280 










285 








Leu 


Glu 


Met 


Arg 


He 


Ala 


Val 


Lys 


Ser 


Asn 


Val 


Lys 


Lys 


Leu 


Trp 


His 




290 










295 










300 










Xaa 


Lys 


Leu 


Asn 


Tyr 


Ser 


Xaa 


Asn 


Glu 
















305 










310 























<210> 1710 
<211> 323 
<212> PRT 

<213> Unknown (H38g627 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (323) 

<223> Xaa = Any Amino Acid 

<400> 1710 

Met Arg Leu Ser Ser Asp Val Thr Ala Phe Val Leu Leu Gly Leu Thr 
15 10 15 
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Gin Asp Pro Asp Val Xaa Asn Ala Leu Phe Val Val His Leu Leu Thr 

20 25 30 

Tyr He Met Thr Met Val Gly Asn Leu Pro He Val Val Thr He He 

35 40 45 

Ala Thr Pro Thr Leu Gly Ser Pro Val Tyr Phe Phe He Val Cys Leu 

50 55 60 

Ser Phe He Asp Val Val Tyr Ser Thr Thr He Pro Pro Lys Leu He 
6 * 70 75 80 

Val Ser Tyr Leu His Asp Lys Lys Thr lie Ser Phe Arg Ala Cys Met 

85 90 95 

Gly Gin Pro Phe He Asp His Leu Val Gly Gly Ala Glu Ala Phe He 

100 105 HQ 

Leu Leu Val Met Ala Tyr Asn Arg Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

His Tyr Phe Thr He Met Asn Xaa Gin Val Cys He Leu Leu Leu Val 

130 135 140 

Val Ala Val Thr Ala Gly Phe Val His Ser Val Phe Gin He Leu Val 
14 5 150 155 160 

Ala Tyr Ser Leu Leu Phe Cys Gly Pro Asn He He Asp His Phe Phe 

165 170 175 

iCys Asp Met Tyr Pro Leu Leu Glu Leu Ala His Thr Asp Thr Tyr Phe 

180 185 190 

He Gly Leu Thr Val Val Ala Asn Gly Gly Gly He Cys Met Val Leu 

195 200 205 

Phe He Leu Leu Leu He Ser Cys Gly Val He Leu He Ser Leu Lys 

210 215 220 

Thr Tyr Ser Gin Glu Gly Arg His Lys Ala Leu Ser Thr Cys Ser Ser 
225 230 235 240 

His He Thr Val Val Val Leu Phe Phe Val Pro Cys He Phe Leu Tyr 

245 250 255 

Val Arg Pro Val Ser Asn Phe Pro He Asn Lys Phe lie Thr Val Phe 

260 265 270 

Tyr Thr Val He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 

275 280 285 

Asn Xaa Glu Met Lys Asn Ala He Gly Asn Leu Trp Cys Lys Tyr Xaa 

290 295 300 

Leu Xaa He Glu Xaa Glu Gly Thr Phe Ser Cys Arg Tyr Arg Val Met 
305 310 315 ^ 320 

Gin Val Lys 



<210> 1711 
<211> 235 
<212> PRT 

<213> Unknown (H38g628 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (235) 

<223> Xaa = Any Amino Acid 



<400> 1711 

Pro Met Tyr Leu Phe Leu Gly Asn Leu Ser Phe He Asp Leu Cys Tyr 

1 5 10 15 

Ser Phe Val Phe Thr Pro Lys Met Leu Met Ser Phe He Ser Glu Arg 

20 25 30 

Asn lie lie Ser Phe Pro Gly Cys lie Thr Gin Leu Phe Phe Phe Cys 

35 40 45 

Phe Phe Val His Ser Glu Cys Tyr Val Leu Thr Ala Met Ala Tyr Asp 
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ni y x y ±. 
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Leu 


Leu 


Tyr 


Met 


Val 


Thr 


Thr 


Ser 
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70 










75 










80 


Pro Gin 


lie Cys 


Ser 


Leu 


Leu 


Met 


Leu Gly 


Ser 


Tyr 


Val 


Met 


Gly 


Phe 
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90 










95 




Ala Rlv 


Ala 


Met 


Val 
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Thr 


Glu 


Cvs 


Met 


Met 


Lys 


Leu 


He 


Phe 


Cys 
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105 










110 






A oy-^ Cot" 
ASp Set 
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He 


Asn 
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Asn 


Met 


Cys 


Asp 


He 


Phe 


Pro 


Leu 


Leu 


115 










120 










125 








1 y-i T . * 
V7J.il IJCU 


Ser 


Cys 


Ser 


Ser 


Thr 


Xaa 


Ala 


Asn 


Glu 


Leu 


Val 


Met 


Ser 


Val 


130 










135 










140 










lie val 


Gly Thr 


Val 


Val 


He 


Val 


Ser 


Ser 


Leu 


He 


He 


Leu 


He 


Ser 


14^ 








150 










155 










160 


f T v V7 , T" AT A 


Leu 


He 


Leu 


Phe 


Asn 


He 


Leu 


His 


Met 


Ser 


Ser 


Ala 


Glu 


Gly 






165 










170 










175 




Trp Phe 


Lys 


Ala 


He Gly Thr Cys 


Glv 


Ser 


His 


He 


He 


Thr 


Val 


Gly 


180 










185 
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Leu Phe 


Tyr 


Glu 
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Gly Leu 


He 


Thr 


His 


Val 


Lys 


Leu 


Ser 


Ser 


Asp 




195 
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205 








Trp Tyr 


Met 


Gly 
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Gly 


Lys 


Phe 


Leu 


Ser 


Val 


Phe 


Tyr 


Thr 


Asn 


Val 


210 










215 










220 










Val Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


ryi 


v_ys> 


Leu 












225 








230 
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<210> 1712 




























<211> 308 






















■ 






<212> PRT 




























<213> Unknown (H3 8g629 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1).. 


. (308) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1712 




























Met Arg 


Gin 


Asn 


Asn 


Asn 


He 


Thr 


blU 




Val 


Leu 


Leu Gly 


Phe 


Ser 
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Gin Tyr 


Pro 


Asp 


Val 


Gin 


Asn 


Ala 


Leu 


Phe 


Val 


Met 


Phe 


Leu 


Leu 


He 






20 




















30 
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Val 
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Met 


Val 


Gly 


Asn 


T .on 


Leu 


He 


Val 


Val 


Ser 


He 


He 


35 
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45 








Ala Ser 


Pro 


Phe 


Leu 


Gly 


Ser 
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Val 


Tyr 


Phe 


Phe 


Leu 


Ala 


Cys 


Leu 
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lie 


Asp 


Ala 


Val 
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Ser 
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Pro 


Val 
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He 
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Val Asp 
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Asp 
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Thr 
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Ser 
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Ala 


Cys 


Met 
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Gly Gin 


Leu 


Phe 


He 


Glu 


His 


Leu 


Phe 


Gly Asp Thr Asp Val 


Phe 


Leu 




100 










105 










110 






Leu Val 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


Thr 


Cys 


Lys 


Pro 


Leu 




115 










120 










125 








Arg Tyr 


Leu 


Thr 


He 


Met 


Asn 


Xaa 


Gin 


Val 


Cys 


He 


Leu 


Leu 


Leu 


Val 


130 










135 










140 










Val Ala 


Val 


Thr 


Gly 


Gly 


Phe 


Leu 


His 


Ser 


Val 


Phe 


Gin 


He 


Leu 


Val 


145 






150 










155 










160 


Val Tyr 


Ser 
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Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Tyr 


His 


Phe 


Phe 
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lie 
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Asp 


Leu 


Glu 


Cys 


Thr 


Asp 


Thr 


Tyr 


Phe 
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190 
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Val 


Gly 


Leu 


Ala 


Val 


Val 


Phe 
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Gly Gly Ala 


He 




Wpf- 


\7rs 1 Tin 

vai lie 
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Phe 


Thr 
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Leu 


Leu 


lie 


Ser 


Tyr Gly Val 
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Leu 


Asn 
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T.on T x ^ 
LicU L/S 
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220 






Thr 


Tyr 


Ser 


Pro 


Glu 


Glv 


Arg 


nib 


bys Aid 


* X \J 


Phe 


Tip 

-Lit! 
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o >- c?^*-»» 
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225 
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Phe 


lie 


Met 


Val 
245 


lie 


Leu 


Phe 


Phe Val 
250 
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Pve 

vys 


He 


Phe 


Leu Tyr 
255 


Val 


rVi y 


Prn 
tr L \J 


val 

260 


OCX 


Asn 


r*ne 


Pro 


He Asp 
265 


Lys 


Pile 


Leu 


Thr 
270 


Val Phe 


Tyr 


Ser 


Val 


lie 


Thr 


Pro 


Lys 


Leu 


Asn Pro 


Phe 


He 


Tyr 


Met 


Leu Arg 






275 










280 








285 




Asn 


Ser 


Glu 


Met 


Arg 


Asn 


Ala 


He 


Glu Asn 


Leu 


Leu 


Gly Tyr Gin Ser 
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Lys 
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Gly 
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<210> 1713 
<211> 230 
<212> PRT 

!<213> Unknown (H38g630 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (230) 

<223> Xaa = Any Amino Acid 



<400> 1713 

Pro Met Tyr Leu Phe Leu Ala Asn Leu Ser Leu Pro Asp He Gly Phe 

1 5 10 15 

Thr Ser Ser Met Val Pro Lys Met He Val Asp He Xaa Ser His Ser 

20 25 30 

Arg Leu He Ser Xaa Ala Gly Cys Leu Thr Pro Met Ser Leu Phe Ala 

35 40 45 

He Phe Gly Gly Met Glu Glu Asn Met Leu Leu Ser Val He Ala Tyr 

50 55 60 

Asp Pro Phe Val Ala He Cys His Pro Leu Tyr His Ser Ala He Met 
65 70 75 80 

Asn Pro Cys Phe Cys Gly Phe Leu Val Leu Leu Ser Phe Phe Ser Gin 

85 90 95 

Ser Leu Leu Asp Ala Gin Val His Asn Leu He Ala Leu Gin Met Thr 

100 105 110 

Cys Phe Lys Asp Val Glu He Pro Asn Phe Phe Trp Glu Pro Ser Gin 

115 120 125 

Leu Pro His Leu Ala Cys Cys Asp Thr Phe Thr Asn Asn He He Met 

130 135 140 

Tyr Ser Pro Ala Ala He Phe Gly Phe Leu Pro He Ser Gly Thr Leu 
145 150 155 ^ 160 

Phe Ser Tyr Tyr Lys He Val Ser Ser lie Arg Arg Val Ser Ser Ser 

165 170 175 

Gly Gly Lys Tyr Lys Ala Cys Ser Thr Cys Gly Ser His Leu Ser Val 

180 185 190 

Val Cys Xaa Phe Tyr Gly Thr Gly Phe Trp Gly Tyr Leu Ser Ser Asp 

195 200 205 

Val Ser Ser Ser Pro Gly Lys Ala Ala Val Ala Ser Val Met Tyr Thr 

210 215 220 

Val Val Thr Pro Met Leu 
225 230 
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<210> 1714 
<211> 227 
<212> PRT 

<213> Unknown <H38g632 protein) 
<220> 

<223> Synthetic construct 



<400> 1714 



Ser 


Phe 


Leu 


Glu 


He 


Gly 


Phe 


Asn 


Leu 


Val 


He 


Val 


Pro 


Lys 


Met 


Leu 


1 








c 
D 










10 










15 




Gly 


Thr 


Leu 


Leu 


Ala 


bin 


Asp 


i nr 


Thr 


He 


Ser 


Phe 


Leu 


Gly 


Cvs 


Ala 






20 










25 










30 






Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Pne 


Pne 


Phe Gly Val Ala Glu Cys 


it xies 


T .pi i 






35 








40 










45 








Leu 


Ala 
50 


Thr 


Met 


Ala 


Tyr 


Asp 
55 


Arg 


Tyr 


Val 


Ala 


He 
60 


Cys 


Ser 


Pro 


Leu 


His 


Tyr 


Pro 


Val 


He 


Met 


Asn 


Gin 


Arg 


Thr 


Arg 


Ala 
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J. A JL> 
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Phe 
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Phe 
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Gly 


Thr 
105 
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Lys 


Val 


Asn 


His 
110 


Phe 


Phe 


Cys 


Asp 


Ser 


Pro 


Pro 


Val 


Leu 


Lys 


Leu 


Val 


Cys 


Ala 


Asp 


Thr 


Ala 


Leu 


115 










120 










125 








Phe 


Glu 
130 


He 


Tyr 


Ala 


He 


Val 
135 


Gly 


Thr 


lie 


Leu 


Val 
140 


Val 


Met 


He 


Pro 


Cys 


Leu 


Leu 


He 


Leu 


Cys 


Ser 


Tyr 


Thr 


Arg 


He 


Ala 


Ala 


Ala 


He 


Leu 


145 










150 










155 
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Lys 


He 


Pro 


Ser 


Ala 


Lys 


Gly 


Lys 


His 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 








165 










170 










175 




Ser 


His 


Leu 


Leu 
180 


Val 


Val 


Ser 


Leu 


Phe 
185 


Tyr 


He 


Ser 


Leu 


Ser 
190 


Leu 


Thr 


Tyr 


Phe 


Arg 


Pro 


Lys 


Ser 


Asn 


Asn 


Ser 


Pro Glu Gly Lys 


Lys 


Leu 


Leu 




195 










200 










205 








Ser 


Leu 


Ser 


Tyr 


Thr 


Val 


Met 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


His 


Leu 



210 215 220 



Leu Ser Trp 
225 

<210> 1715 
<211> 192 
<212> PRT 

<213> Unknown (H38g633 protein) 



<220> 

<223> Synthetic construct 



<400> <1715 




























Met 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


Phe 


Leu 


Leu 


Gly 


Pro Arg 


He 


1 








5 










10 










15 




Gin 


Met 


Leu 


Leu 


Phe Gly 


Leu 


Phe 


Ser 


Leu 


Phe 


Tyr 


Val 


Phe 


Thr 


Leu 








20 










25 










30 






Leu 


Gly 


Asn 


Gly Thr 


He 


Leu 


Gly 


Leu 


He 


Ser 


Leu 


Asp 


Ser 


Arg 


Leu 






35 










40 










45 








His 


Thr 
50 


Pro 


Met 


Tyr 


Phe 


Phe 
55 


Leu 


Ser 


His 


Leu 


Ala 
60 


Val 


Val 


Asp 


He 


Ala 


Tyr 


Ala 


Cys 


Asn 


Thr 


Val 


Pro 


Arg 


Met 


Leu 


Val 


Asn 


Leu 


Leu 


His 


65 






70 










75 










80 


Pro 


Ala 


Lys 


Pro 


He 


Ser 


Phe 
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Gly 


Arg Met 


Met 


Gin 


Thr 


Phe 


Leu 



85 90 95 
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Phe 


Ser 


Thr 


Phe 


Ala 


Val 


Thr 


Glu 




Leu 




val 


Val 


Met 


Ser 








100 










105 








110 




Tyr 


Asp 


Leu 


Tvr 


Val 


Ala 


He 




n a o 


Pro 


beu >vrg 


Tyr 


Pne 


He 


He 






115 










120 








125 








Met 


Thr 


Trp 


Lys 


Val 


Cys 


He 


Thr 


Leu 


Ala 


He Thr 


Ser 


Trp 


i nr 


Cys 




130 










135 








140 






Gly 


Ser 


Leu 


Leu 


Ala 


Met 


Val 


His 


Val 


Ser 


Leu He 


Leu 


Arg 


Leu 


Pro 


145 










150 










155 






160 


Phe Cys 


Gly 


Pro 


Arg 


Glu 


He 


Asn 


His 


Phe 


Leu Cys 


Glu 


He 


Leu 


Ala 
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170 








175 




Val 


Leu Arg 


Leu 


Gly Cys Ala Asp Thr Trp Leu Asn Gin Val 


Val 


He 








180 










185 








190 







<210> 1716 
<211> 308 
<212> PRT 

<213> Unknown (H38g634 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (308) 

<223> Xaa = Any Amino Acid 

<400> 1716 

Tyr Ala Asp Pro Gin Asn Leu Thr Asp Val Ser He Phe Leu Leu Leu 

1 5 10.15 

Glu Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Gly Leu Phe 

20 25 30 

Leu Ser Met Cys Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu 

35 40 45 

Ala He Ser Pro Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Leu Pro Asp He Gly Phe Thr Ser Thr Thr Val Pro 
65 70 75 80 

Lys Met He Val Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala 

85 90 95 

Gly Cys Leu Thr Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu 

100 105 110 

Glu Asn Met Leu Leu Ser Val Met Ala Tyr Asp Trp Phe Val Ala He 

115 120 125 

Cys His Pro Leu Tyr His Leu Thr He Met Asn Pro Cys Phe Cys Ala 

130 135 140 

Phe Leu Val Leu Leu Ser Phe Phe Phe Ser Val Phe Xaa His Ser Gin 
I 45 150 155 160 

Leu His Asn Leu lie Ala Leu Gin Val Thr Cys Phe Lys Asp Val Glu 

165 170 175 

He Pro Asn Phe Phe. Cys Asp Pro Ser Gin Leu Pro His Leu Ala Cys 

180 185 190 

Cys Asp Thr Phe Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He 

195 200 205 

Phe Gly Phe Leu Pro He Ser Gly Thr Leu Phe Ser Tyr Tyr Lys He 

210 215 220 

Val Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys Ala 
225 2 30 235 240 

Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly 

245 250 255 

Arg Gly Val Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg 

260 265 270 

Lys Gly Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Ser Met Leu 
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275 280 285 

Asn Pro Phe lie Tyr Ser Leu Arg Asn Arg Asp lie Lys Ser Val Leu 

290 295 300 

Arg Arg Pro Gin 
305 

<210> 1717 
<211> 238 
<212> PRT 

<213> Unknown (H3 8g63 5 protein) 
<220> 

<223> Synthetic construct 



<400> 1717 
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Asp 


He Gly 
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Val 
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Gin 
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Ser 


Arg 
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Val 
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Ser 
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Gin 


Met 
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Leu 


Phe 


Ala 


lie 
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Gly 


Gly 


Met 


Glu 
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Asn 


Met 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 
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60 










Arg 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


65 










70 










75 










80 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Leu 


Leu 


Leu 


Ser 


Phe 


Phe 


Phe 


Phe 


Leu 








85 










90 










95 




Ser 


Leu 


Leu 


Asp 


Thr 


Gin 


Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


Thr 








100 










105 










110 






Cys 


Phe 


Lys 


Asp Val 


Glu 


He 


Pro 


Asn 


Phe 


Phe Cys 


Asp 


Pro 


Ser 


Gin 




115 










120 










125 








Leu 


Pro 


His 


Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 


Thr 


Asn 


Asn 


He 


He 


Val 




130 










135 










140 










Tyr 


Phe 


Pro 


Ala 


Val 


He 


Phe 


Val 


Phe 


Leu 


Pro 


He 


Ser Gly Thr 


Leu 


145 










150 










155 










160 


Phe 


Ser 


Leu 


Lys 


Leu 


Phe 


Val 


Ser 


Ser 


He 


Leu Arg 


Val 


Ser 


Ser 


Ser 










165 










170 










175 




Gly Gly 


Lys 


Tyr 


Lys 


Thr 


Phe 


Ser 


Thr 


Cys 


Gly Ser 


His 


Leu 


Ser 


Val 








180 










185 










190 






He 


Cys 


Leu 


Phe 


Tyr 


Gly 


Thr 


Gly Val 


Gly 


Gly Tyr 


Leu 


Ser 


Ser 


Asp 






195 










200 










205 








Val 


Ser 


Ser 


Ser 


Leu 


Arg 


Lys 


Ala 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Lys 




210 










215 










220 










Met 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Thr 


Leu Arg 






225 










230 










235 













<210> 1718 
<211> 321 
<212>-PRT 

<213> Unknown (H3 8g63 6 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 

<400> 1718 

Phe Lys Arg Ser He Thr Phe Thr Pro Thr Thr Phe Thr Leu Val Gly 
! 5 10 15 
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He Pro Gly Leu Glu Ala Glu His Tyr Trp He Ser He Pro Phe Cys 

20 25 30 

Leu He Tyr Thr He He Phe Pro Gly Asn Gly He He Leu His He 

35 40 45 

He Arg He Asp Ser Ser Leu His Gin Pro Met Tyr Tyr Phe Leu Ala 

50 55 60 

Met Pro Ala Phe Val Glu Leu Gly Val Ser Ala Ser Thr Met Pro Thr 
65 70 75 80 

Val Leu Ser He Phe Leu Phe Gly He Asn Asp Val Ser Phe Gly Gly 

85 90 95 

Cys Leu Leu Gin Met Phe Ser Met His Ser Phe Thr Leu Met Glu Ser 

100 105 110 

Gly Val Leu Leu Ala Met Ser Val Asp Arg Phe Val Ala He Tyr Ser 

115 120 125 

Pro Leu Arg Tyr Thr Thr lie Leu Thr He Ala Cys He Ser Gly Met 

130 135 140 

Gly Ala Ala He Ala Leu Arg Ser Val Met Leu Met Leu Pro Leu Leu 
145 150 155 160 

Phe Leu Leu Arg Arg Leu Pro Phe Cys Gly His Asn Thr Leu Thr His 

165 170 175 

iSer Tyr Cys Leu His Ser Asp Leu lie Lys Leu Pro Cys Gly Asp Thr 

180 185 190 

Arg Pro Asn Ser He Leu Ala Leu Phe Val He Thr Phe Thr Phe Gly 

195 200 205 

Leu Asp Leu Leu Phe He Val Val Ser Tyr Val Leu He Leu His Thr 

210 215 220 

Val Leu Glu He Ala Ser Arg Ser Arg Ala Trp Gin Ala Leu Asn Thr 
225 230 235 240 

Cys Val Ser His lie Cys Ala Val Leu Val Tyr Tyr Val Pro Met He 

245 250 255 

Ser Leu Ser Xaa Val His Arg Phe Gly Arg His Leu Pro Pro Leu Phe 

260 265 270 

Gin Thr Val Thr Ala Asn Ala Tyr Leu Phe Phe Pro Pro Val Val Asn 

275 280 285 

Pro He Val Tyr Ser He Lys He Lys Glu He Arg Asn Ser Val Val 

290 295 300 

Leu Thr Leu Ser Arg Lys Arg Gly Glu Phe Xaa Trp Arg Pro Lys He 
305 310 315 320 

Pro 



<210> 1719 
<211> 291 
<212> PRT 

<213> Unknown (H38g637 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(291) 

<223> Xaa = Any Amino Acid 

<400> 1719 

Thr Ser Glu Asp Pro Glu Arg Gin 

1 5 
Ser Met Cys Leu Val Met Val Leu 
20 

Met Ser Pro Asp Ser His Leu His 

35 40 
Asn Leu Ser Leu Pro Asp He Gly 



Leu Val Leu Ala Gly Leu Phe Leu 

10 15 
Gly Asn Leu Leu He He Leu Ala 
25 30 
Thr Ser Met Tyr Phe Phe Leu Ser 
45 

Phe Thr Ser Thr Thr Val Pro Gin 
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X tix 


Val 


Asp 


He 


Gin 


Ser 


Arg 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Ala 


Gly 
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70 










75 










80 


<_ys 


Leu 


Thr 


Gin 


Lys 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly Gly Thr Glu Glu 
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90 










95 




Asn 




Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Phe 


Val 


Ala 


He 


Cys 








100 










105 










110 






HIS 


Pro 


Leu 


ryr 


n x o 


Ser 


Ala 


He 


Met 


Asn 


Leu 


Cvs 


Phe 


Cvs 


Gly 


Phe 






lit: 

X X J 








120 










125 








Leu 


Vdi 

130 


Leu 


T .011 


Ser 


Phe 


Phe 
135 


Phe 


Leu 


Ser 


Leu 


Leu 
140 


Asp 


Ser 


Gin 


Leu 


Tyr 


Asn 


L€U 


He 


Ala 


Leu 


Leu 


Met 


Thr 


Cys 


Phe 


Lys 


Glu 


Val 


Asp 


He 


X4 3 










150 










155 










160 


Prn 


Asn 




Phe 


Cys 
165 


Asp 


Leu 


Ser 


Gin 


Leu 
170 


Pro 


His 


Leu 


Ala 


Cys 
175 


Cys 


Asp 






He 


Asn 


Asn 


He 


He 


Met 


Tyr 


Phe 


Pro 


Thr* 

X I1X 


Ala 


He 


Phe 
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190 






Gly 


Phe 


Leu 


Pro 


lie 
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Gly 


Thr Leu 


Phe 


Ser 


Tyr 


Tvr 

x_y x 


Lys 


He 


Val 
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200 










205 








Ser 


Ser 


x xe 


Leu 


Arg 


V cix 


Ser 


Ser 


Ser 


Gly Gly Lys 




Lys 


Ala 


Phe 
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215 










220 










Ser 


Thr 


V* Jf o 




Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly Arg 


225 f 








230 










235 










240 


Gly Val 


f2l vr 


v?x y 


xyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys 
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250 










255 




Gly 


Ala 


Val 


Ala 


Ala 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Ser 


Met 


Leu 


Asn 
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Phe 


He 


Tyr 


Ser 


Leu Gly 


Asn Arg 


Asp 


He 


Lys 


Ser 


Val 


Leu 


Arg 
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280 










285 








Arg 


Pro 
290 


Gin 





























<210> 1720 
<211> 216 
<212> PRT 

<213> Unknown (H38g638 protein) 
<220> 

<223> Synthetic construct 



<400> 1720 
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Ala 


Val 
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Val 
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Lys 


Pro 
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Pro 
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105 


Glu 


Val 


His 


Cys 


Phe 
110 
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Cys 


Asp 


Val 


Pro 


Pro 


Val 


Met 


Ala 


Leu 


Ser 


Cys 


Cys 


Asp 


Arg 


His 


Val 


Asn 




115 










120 










125 








Glu 


Leu 
130 


Val 


Leu 


He 


Tyr 


Val 
135 


Ala 


Ser 


Phe 


Asn 


He 
140 


Phe 


Ser 


Ala 


He 


Leu 


Val 


He 


Leu 


He 


Ser 


Tyr 


Leu 


Phe 


He 


Phe 


He 


Thr 


He 


Leu 


Lys 
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160 
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Met His Ser Ala Ser Gly Tyr Gin Lys Ala Leu Ser Thr Cys Ala Ser 

165 170 175 

His Leu Thr Ala Val lie lie Phe Tyr Gly Thr lie lie Phe Met Tyr 

180 185 190 

Leu Gin Pro Ser Ser Gly His Ser Met Asp Thr Asp Lys Leu Ala Ser 

195 200 205 

Val Phe Tyr Thr Met lie lie Pro 
210 215 

<210> 1721 
<211> 216 
<212> PRT 

<213> Unknown (H38g639 protein) 
<220> 

<223> Synthetic construct 



<400> 1721 
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<210> 1722 
<211>* 157 
<212> PRT 

<213> Unknown (H38g640 protein) 
<220> 

<223> Synthetic construct 
<400> 1722 

He Cys Ser Pro Leu Leu Tyr Asn Val He Met Ser Tyr His His Cys 

15 10 15 

Phe Trp Leu Thr Val Gly Val Tyr He Leu Gly He Leu Gly Ser Thr 

20 25 30 

He His Thr Gly Phe Met Leu Arg Leu Phe Leu Cys Lys Thr Asn Val 
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145 150 155 

<210> 1723 

<211> 325 

<212> PRT 

<213> Unknown (H38g641 protein) 
i <220> 

<223> Synthetic construct 



<400> 1723 
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Asp 


He 


Ser 


Ser 


He 


Ser 


Asn 


Ser 


Val 


Pro 


Lys 


Met 


Leu 


Val 










85 










90 










95 




Asn 


He 


Gin 


Thr 


Asn 


Ser 


Gin 


Ser 


He 


Ser 


Tyr 


Glu 


Ser 


Cys 


He 


Thr 








100 










105 










110 






Gin 


Met 


Tyr 


Phe 


Ser 


He 


Val 


Phe 


Val 


Val 


Thr 


Asp 


Asn 


Leu 


Leu 


Leu 






115 










120 










125 








Gly 


Thr 


Met 


Ala 


Phe 


Asp 


His 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Asn 




130 










135 










140 










Tyr 


Thr 


Thr 


Phe 


Met 


Arg 


Ala 


Arg 


Phe 


Gly Thr 


Leu 


Leu 


Thr 


Val 


He 


145 










150 










155 










160 


Ser 


Trp 


Phe 


Leu 


Ser 


Asn 


He 


He 


Ala 


Leu 


Thr 


His 


Thr 


Leu 


Leu 


Leu 










165 










170 










175 




lie 


Gin 


Leu 


Leu 


Phe 


Cys 


Asp 


His 


Asn 


Thr 


Leu 


Pro 


His 


Phe 


Phe 


Cys 








180 










185 










190 






Asp 


Leu 


Ala 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Met 


He 


Asn 






195 










200 










205 








Glu 


Leu 


Val 


Leu 


Phe 


He 


Val 


Gly 


Leu 


Ser 


Val 


He 


He 


Phe 


Pro 


Phe 




210 










215 










220 










Val 


Leu 


He 


Phe 


Phe 


Ser 


Tyr 


Val 


Cys 


He 


He 


Arg 


Ala 


Val 


Leu 


Gly 


225 










230 










235 










240 


Val 


Ser 


Ser 


Thr 


Gin 


Gly 


Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly Ser 










245 










250 










255 




His 


Leu 


Thr 


He 


Ala 


Leu 


Leu 


Phe 


Tyr 


Gly 


Thr 


Thr 


Val 


Gly 


Val 


Tyr 








260 










265 










270 






Phe 


Phe 


Pro 


Ser 


Ser 


Thr 


His 


Pro 


Glu 


Asp 


Thr 


Asp 


Lys 


He 


Gly Ala 



275 280 285 
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Val Leu Phe Thr Val Val Thr Pro Met Met Asn Pro Phe lie Tyr Ser 

290 295 300 

Leu Arg Asn Lys Asp Met Lys Gly Ala Leu Arg Lys Leu lie Asn Arg 
305 310 315 320 

Lys lie Ser Ser Leu 
325 

<210> 1724 
<211> 315 
<212> PRT 

<213> Unknown (H38g642 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 

<400> 1724 

Met Arg Pro Asn Asn Ser lie Thr Glu Phe Val Leu Leu Gly Phe Ser 

1 5 10 15 

Gin Asp Pro Gly Met Gin Lys Glu Leu Phe Val Met Phe Leu Phe Thr 

20 25 30 

Tyr Val Val Thr Val Leu Gly Asn Gin Leu lie Val Val Thr He He 

35 40 45 

Ala Ser Pro Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Cys Leu 

50 55 60. 

Ser Phe He Asp Ala Ala Tyr Phe Thr Val He Ser Pro Lys Leu He 
65 70 75 . 80 

Val Asp Leu Leu Cys Asp Lys Lys Thr He Ser Phe Gin Thr Phe Met 

85 90 95 

Gly Gin Leu Phe He Asp His Phe Phe Gly Gly Ala Glu Ala Phe Leu 

100 105 110 

Leu Val Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Thr Leu 

115 120 125 

His Tyr Leu Thr He Met Thr Arg Gin Val Cys He Leu Ala Leu Leu 

130 135 140 

Val Ala Ala Thr Gly Gly Phe Val His Ser Val Phe Gin He Val Val 
145 150 155 160 

Val Tyr Ser Leu Pro Phe Cys Gly Ala Asn Val He Asp His Phe Ser 

165 170 175 

Cys Asp Met Tyr Pro Leu Leu Glu Leu Ala Xaa Thr Asp Thr Tyr Phe 

180 185 190 

He Gly Leu Thr Val Val Phe Ser Gly Gly Ala Leu Cys Met Val He 

195 200 205 

Phe Thr Leu Leu He He Ser Tyr Arg Val He Leu Asn Ser Leu Lys 

210 215 220 

Thr Tyr Thr Gin Glu Gly Arg His Lys Ala Leu Ser Thr Cys Ser Ser 
225 230 235 240 

His He Thr Val He Val Leu Phe Phe He Pro Cys He Ser He Tyr 

245 250 255 

Val Arg Pro Val Ser Asn Phe Ser He Asp Thr Phe Met Thr Val Phe 

260 265 270 

Tyr Thr Val He Thr Pro Lys Leu Asn Pro Leu He Tyr Thr Phe Arg 

275 280 285 

Asn Ser Glu Met Arg Asn Val He Glu Lys Leu Leu Val Lys Lys Val 

290 295 300 

Thr He Phe Arg He Thr Gly Ser He Leu Met 
305 310 315 
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<210> 1725 
<211> 314 
<212> PRT 

<213> Unknown (H38g643 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 



<400> 1725 



Met 


Arg 


Gin 


Asn 


Lys 


Asn 


Asn 


Thr 


Glu 


Phe 


Val 


Leu 


Leu 


Gly 


Phe 


Ser 


1 








5 










10 










15 




Gin 


Asp 


Pro 


Asp 


Val 


Gin 


Asn 


Ala 


Leu 


Phe 


Val 


Met 


Phe 


Leu 


Leu 


Thr 








20 










25 










30 






Xaa 


Leu 


Val 


Thr 


Thr 


Val 


Gly Asn Leu 


Leu 


He 


Val 


Val 


Thr 


He 


He 






35 










40 










45 








Ala 


Ser 


Pro 


Ser 


Leu 


Gly 


Ser 


Pro 


Val 


Tyr 


Phe 


Xaa 


Leu 


Ala 


Cys 


Leu 




50 










55 










60 










Ser 


Cys 


He 


Asp 


Ala 


Ala 


Tyr 


Ser 


Thr 


Thr 


He 


Ser 


Pro 


Lys 


Leu 


He 


65 










70 










75 










80 


Val 


Glu 


Leu 


Leu 


He 


Asp 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Arg 


Ala 


Cys 


Met 










85 










90 










95 




Gly 


Gin 


Leu 


Phe 


He 


Glu 


His 


Leu 


Phe 


Gly Gly Thr 


Glu 


He 


Phe 


He 






100 










105 










110 






Leu 


Met 


Met 


Met 


Ala 


Cys 


Asp Arg 


Tyr 


Val 


Asp 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Leu 


Thr 


He 


Met 


Asn 


Xaa 


Gin 


Val 


Cys 


He 


Leu 


Leu 


Leu 


Val 




130 










135 










140 










Leu 


Ala 


Val 


Thr Gly 


Gly 


Phe 


Val 


His 


Ser 


Met 


Phe 


Gin 


Thr 


Val 


Val 


145 










150 










155 










160 


Val 


Tyr 


Asn 


Leu 


Pro 


Phe 


Ser 


Gly Pro 


Asn 


Val 


He 


Asp 


He 


Asp 


His 








165 










170 










175 




Phe 


Val 


Cys 


Asp 


Met 


Tyr 


Pro 


Leu 


Leu 


Glu 


Leu 


Ala 


Phe 


Thr 


Asp 


Thr 








180 










185 










190 






Tyr 


Phe 


He 


Gly 


Leu 


Thr 


Val 


Val 


Val 


Asn Gly Gly Ala Met Cys 


Met 






195 










200 










205 








Val 


lie 


Phe 


Thr 


He 


Leu 


Leu 


He 


Ser 


Tyr 


Gly 


He 


He 


Leu 


Asn 


Ser 




210 










215 










220 










Leu 


Lys 


Thr 


Tyr 


Ser 


Gin 


Glu Gly Arg 


Cys 


Lys 


•Ala 


Leu 


Ser 


Thr 


Cys 


225 








230 










235 










240 


Ser 


Pro 


His 


He 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe 


Val 


Pro 


Cys 


He 


Phe 










245 










250 










255 




lie 


Tyr 


Val 


Arg 


Pro 


Val 


Ser 


Thr 


Phe 


Pro 


He 


Asp 


Lys 


Phe 


Met 


Thr 








260 










265 










270 






Val 


Phe 


Tyr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


i 




275 










280 










285 








Leu 


Arg 


Asn 


Ser 


Glu 


Met 


Arg Asn 


Ser 


He 


Glu 


Asn 


Leu 


Leu 


Cys 


Lys 




290 










295 










300 










Lys 


Ala 


He 


Cys 


Ser 


Xaa 


Asn 


Lys 


Ser 


Val 















305 310 



<210> 1726 
<211> 315 
<212> PRT 

<213> Unknown (H3 8g644 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 

<400> 1726 

Glu Xaa Met Arg Gin Asn Asn Ser Ser Thr Glu Phe Val Leu Leu Gly 

1 5 10 15 

Phe Ser Gin Asp Pro Asp Val Gin Asn Ala Leu Phe Val Met Phe Leu 

20 25 30 

Leu Thr Tyr He Val Thr Met Val Gly Asn Leu Leu He Val Val Thr 

35 40 45 

He He Ala Ser Pro Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

His Leu Ser Phe He Asp Ala Val Tyr Ser Thr Thr He Ser Pro Val 
65 70 75 80 

Leu He Val Asp Leu Leu Cys Asp Lys Lys Thr He Ser Phe Xaa Ala 

85 90 95 

Cys Met Gly Gin Leu Phe He Asp His Leu Phe Gly Gly Ser Glu Val 

100 105 HO 

i Phe Leu Leu Val Val Met Ala Cys Asp Arg Cys Val Ala He Cys Lys 

115 120 125 

Pro Leu His Tyr Leu Thr He Met Asn Arg Gin Val Cys He Leu Leu 

130 135 140 

Leu Val Leu Ala Val Thr Gly Gly Phe Val His Pro Val Phe Gin Val 
14 $ 150 155 160 

Val Val Val Tyr Ser Leu Pro Phe Cys Gly Pro Asn Val He Asp His 

165 170 175 

Phe Phe Cys Asp He Tyr Pro Leu Leu Glu Leu Ala Cys Thr Asp Thr 

180 185 190 

Tyr Phe He Gly Leu Thr Val Val Phe Asn Gly Gly Ala Met Axg Met 

195* 200 205 

Val He Leu Thr Leu Leu Leu Val Phe Tyr Gly Val He Leu Asn Ser 

210 215 220 

Leu Lys Thr Tyr Ser Gin Glu Gly Arg His Lys Ala Leu Ser Thr Cys 
225 230 235 240 

Ser Ser His Val Thr Val Val He Leu Phe Phe Ala Ser Cys He Phe 

245 250 255 

He Tyr Val Arg Pro Val Ser Asn Phe Pro Val Asp Lys Phe Met Thr 

260 265 270 

Val Phe Tyr Thr Val He Thr Pro Met Leu Asn Pro Phe He Cys Met 

275 280 285 

Leu Arg Asn Ser Glu Met Arg Asn Ala He Glu Lys Leu Leu Cys Lys 

290 295 300 

Met Asn Cys Ser Xaa Asn Lys Ser Val Pro Ser 
305 310 315 

<210> 1727 
<211>- 313 
<212> PRT 

<213> Unknown (H38g645 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (313) 

<223> Xaa = Any Amino Acid 

<400> 1727 

Met Gly Leu Ser Asn Asn Val Thr Glu Leu Phe Leu Leu Gly Leu Thr 
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1 

X 








5 










10 










15 






Asp 


Leu 


Asp 


Val 


Gin 


Asn 


Ala 


Leu 


Phe 


Val 


Met 


Phe 


Leu 


Leu 


Thr 






20 










25 










30 






Tyr 


lie 


vox 


J. in 


Met 


Val 


Glv 


Asn 


Leu 


Leu 


He 


Val 


Val 


Thr 


He 


He 




35 










40 










45 








/\ jl a 


TVi-r 

1 XIX 

50 


Pro 

XT X vJ 


OCX 


Leu 


Glv 

v?x jf 


Ser 
55 


Pro 


Met 


Tyr 


Phe 


Phe 
60 


Leu 


Ala 


Cys 


Leu 






lie 


nisi' 


Ala 


Val 


Tvr 


Ser 


Thr 


Thr 


He 


Tyr 


Pro 


Lys 


Leu 


Val 


65 








70 










75 










80 


Vcl X 


Asp 


Add 


Leu 


His 


Asn 


Xaa 


Lys 


Thr 


He 


Leu 


Phe 


Pro 


Thr 


Cys 


Met 








85 










90 










95 




1 vr 

vjiy 


ulJl 


IT X \J 


Leu 


Thr 


Asp 


His 


Leu 


Phe 


Gly Gly Val 


Glu 


Val 


Phe 


Phe 






100 










105 










110 






Leu 


Leu. 


Val 

11C 

X X 3 


Met 


Ala 






Arg 
120 


iyx 


Val 


Ala 


He 


Cvs 
125 


Lys 


Pro 


Leu 


nis 


Tyr 
130 


r>Vi i=» 

fne 


Thr 


He 


Mp> t- 


Asn 
135 




Gin 


Val 


Phe 


He 
140 


Leu 


Leu 


Leu 


Val 




Ala 


Val 


Thr Gly 


vjxy 


rue 


Val 


-mx y 


Ser 


Val 


Pne 


Gin 


He 


Val 


Val 


145 










150 










ICC 










160 


vax 


Tyr 


Ser 


Leu 


Pro 






Glv 


Pro 


Asn 


Val 


He 


Asp 


His 


Phe 


Phe 








165 










170 










175 




cys 


Asn 


Met 


Tyr 


Pro 


Leu 


Met 


Glu 


Met 


Ala 


Xaa 


Thr 


AST) 


Thr 


Tyr 


Phe 






180 










X O J 










190 






lie 


Gly 


Leu 


Thr 


Val 


Val 


Phe 


Lys 


Val 


Glu 


Ala 


He 


Cvs 


Val 


Val 


He 




iy b 




















205 








Pne 


Thr 
210 


Leu 


Leu 


Leu 


He 


Ser 
215 


otrx 


vjiy 


Val 


He 


Leu 
220 


He 


Ser 


Leu 


Lvs 


Thr 


Tyr 


ser 


Gin 


Glu 


Gly Arg 


nib 


Xiy o 


Ala 


Leu 


Phe 


Thr 


Cvs 


Ser 


Ser 


225 








230 










235 










240 


Arg 


lie 


l nr 


Val 


Val 


Val 


Leu 


Phe 


Phe 


Val 


Pro 


Cys 


He 


Phe 


Met 


Tyr 








245 










250 










255 




Val 


Arg 


Pro 


Val 


Phe 


Asn 


Phe 


Pro 


He 


Asp 


Lys 


Phe 


He 


He 


Val 


Phe 






260 










265 










270 






Tyr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Met 


Leu 


Arg 




275 










280 










285 








Asn 


Ser 
290 


Xaa 


Thr 


Arg 


Asn 


Ala 
295 


He 


Glu 


Asn 


Pro 


Xaa 
300 


Cys 


Lys 


Lys 


Leu 


Thr 


Val 


Asp 


Arg 


He Arg Val 


Tyr 


He 

















305 310 



<210> 1728 
<211> 315 
<212> PRT 

<213> Unknown (H3 8g646 protein) 



<220> 

<223> Synthetic construct 

<221> -VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 



<400> 1728 

Met Arg Pro Asn Asn Ser He Thr 

1 5 
Gin Asp Pro Asp Met Gin Asn Thr 
20 

Tyr He Val Thr Val Val Gly Asn 

35 40 
Val Ser Pro Ser Leu Ser Ser Pro 
50 55 



Glu Phe Val Leu Leu Gly Phe Ser 

10 15 
Leu Phe Val Met Phe Leu Leu Thr 
25 30 
Leu Leu Val Ala Val Thr He lie 
45 

Met Xaa Phe Phe Leu Ala Cys Leu 
60 
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Ser Leu lie Asp Ala 
65 

Val Asp Leu Leu Cys 
85 

Gly Gin Leu Phe Thr 
100 

Leu Val Val Met Ala 
115 

His Tyr Leu Thr lie 
130 

Val Ala Met Thr Gly 
145 

Leu Tyr Ser Leu Pro 
165 

Cys Asp Met Tyr Pro 
180 

lie Gly Leu Thr Val 
195 

Phe Ala Leu Leu Leu 
210 

Thr Tyr Ser Gin Glu 
225 

His lie Thr Val Val 
245 

Val Arg Pro Val Ser 
260 

Tyr Thr Val lie Thr 
275 

Asn Ser Glu Met lie 
290 

Thr lie Val Arg lie 
305 



Val Leu Ser Thr Thr He 
70 75 
Asp Lys Lys Thr He Ser 
90 

Asp His Leu Phe Gly Gly 
105 

Tyr Asp Arg Tyr Val Ala 
120 

Met Asn Arg Gin Val Ser 
135 

Gly Phe Leu His Ser Val 
150 155 
Phe Cys Gly Pro Asn Val 
170 

Leu Leu Glu Leu Ala Cys 
185 

Val Phe Ser Gly Gly Ala 
200 

He Ser Tyr Gly Val Ser 
215 

Gly Arg Arg Lys Ala Leu 
230 235 
Val Leu Phe Phe Val Pro 
250 

Asn Phe Pro He Asp Lys 
265 

Pro Met Leu Asn Pro Phe 
280 

Asn Ala He Lys His Leu 
295 

Arg Val Ser Leu Leu Met 
310 315 



Ser Pro He Leu He 
80 

Phe Pro Ala Cys Met 
95 

Thr Glu He Phe Leu 
110 

He Cys Lys Pro Leu 
125 

He Leu Leu Leu Val 
140 

Phe Gin He Ala Val 
160 

He Asp His Phe Phe 
175 

Thr Asp Thr Tyr Ser 
190 

Met Cys Met Val He 
205 

Leu Asn Ser Leu Lys 
220 

Ser Thr Cys Ser Ser 
240 

Cys He Phe Met Tyr 
255 

Phe Val Thr Val Phe 
270 

Leu Tyr Thr Leu Arg 

. 285 
Leu Cys Lys Lys Leu 
300 



<210> 1729 
<211> 322 
<212> PRT 

<213> Unknown (H3 8g647 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (322) 

<223> Xaa = Any Amino Acid 



<400> 1729 




























Met 


Gly Ser 


Ser 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


Val 


Leu 


Leu 


Ala 


Leu 


Thr 


1 








5 










10 










15 




Gin 


Ala 


Pro 


Asp 
20 


Val 


Gin 


Lys 


Val 


Leu 
25 


Phe 


Val 


Met 


Phe 


Leu 
30 


Phe 


Thr 


Tyr 


He 


Val 


Thr 


Met 


Val 


Gly Asn 


Leu 


Leu 


Thr 


Val 


Val 


Thr 


He 


Phe 






35 










40 










45 








Ala 


Ser 


Pro 


Ser 


Leu 


Gly 


Ser 


Pro 


Val 


Xaa 


Leu 


Phe 


Leu 


Ala 


Cys 


Leu 




50 










55 










60 








Ser 


Leu 


Met 


Asp Ala 


Val 


Tyr 


Ser 


Thr 


Ser 


Phe 


Ser 


Pro 


Lys 


Leu 


Met 


65 










70 










75 










80 


He 


Asp 


Leu 


Leu 


Cys 
85 


Asp 


Lys 


Lys 


Thr 


Val 
90 


Ser 


Phe 


Pro 


Ala 


Cys 
95 


Met 


Gly 


Gin 


Leu 


Phe 


Ala 


Asp 


His 


Leu 


Phe 


Gly Gly Val 


Glu 


Val 


Phe 


Leu 








100 










105 










110 






Phe 


Val 


Gly Met 


Ala 


Tyr 


Asp 


His 


Tyr 


Val 


Ala 


lie 


Ser 


Lys 


Pro 


Leu 
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115 










120 










125 








His 


Tvr 


Leu 


He 


He 


Val 


Asn Arg 


Leu 


Val 


Cys 


He 


Leu 


Leu 


Leu 


Val 




130 










135 










140 










Val 


Ala 


Val Thr Gly Gly 


Phe 


Xaa 


His 


Ser 


Met 


Phe 


Leu 


Phe 


Phe 


Xaa 


145 










150 










155 










160 


lie 


Tvr 


Leu 


Phe 


Phe 


Tyr 


Val 


Asn 


Ser 


Met 


Phe 


Gin 


He 


Val 


Val 


Val 








165 










170 










175 




Tvr 


Ser 


Leu 


Pro 


Phe Cys Gly Ser 


Asn 


Val 


He Asp 


His 


He 


Val 


Cys 






180 










185 










190 






Asp 


Met 


Tyr 


Pro 


Leu 


Leu 


Glu 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Tyr 


Phe 


He 




195 










200 










205 








Glv 


Leu 


Thr 


Val 


lie 


Ala Asn Gly 


Gly Ala 


He 


Cys 


Met 


Val 


He 


Phe 


210 










215 










220 










Cvs 


Leu 


Leu 


Leu 


Thr 


Ser 


Tyr 


Gly 


Val 


He 


Leu 


Asn 


Phe 


Leu 


Lys 


Thr 


225 










230 










235 










240 




Ser 


Gin Glu Gly Arg 


His 


Arg 


Thr 


Leu 


Ser 


Thr 


Cys 


Ser 


Ser 


His 








245 










250 










255 




lie 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe 


vai 


Pro 


Cys 


He 


Phe 


Met 


Tyr 


Val 








260 










o c c 










270 






Arg 


Pro 


Val 


Ser 


Asn 


Phe 


Pro 


He 


Asp 


Lys 


Phe 


lie 


Thr 


Glu 


Phe 


Tyr 




275 










280 










285 








Thr 


Val 


He 


Thr 


Pro 


Lys 


Leu 


Asn 


Pro 


Leu 




m -n 

VjJ.Il 


Pro 


Leu 


Arg 


Asn 




290 










295 




















Xaa 


Glu 


Met 


Arg 


He 


Thr 


Met 


Lys 


Lys 


Leu 


m 

Trp 


Cys 


Xaa 


Thr 


Xaa 


Thr 


305 










310 










J J. J 










320 


He 


Val 






























<210> 1730 


















- 










<211> 310 




























<212> PRT 




























<213> Unknown (H3 8g648 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1730 




























Met 


Lys 


Asn 


Lys 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Thr 


1 








5 










10 










15 




Gin 


Asn 


Pro 


Glu 


Gly 


Gin 


Lys 


Val 


Leu 


Phe 


Val 


Thr 


Phe 


Leu 


Leu 


He 








20 










25 










30 






Tyr 


Met 


Val 


Thr 


He 


Met 


Gly 


Asn 


Leu 


Leu 


He 


He 


Val 


Thr 


He 


Met 






35 










40 










45 








Ala 


Ser 


Gin 


Ser 


Leu 


Gly 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


Ser 


Leu 




50 










55 










60 










Ser 


Phe 


He 


Asp 


Thr 


Val 


Tyr 


Ser 


Thr 


Ala 


Phe 


Ala 


Pro 


Lys 


Met 


He 


65 










70 










75 










80 


Val 


Asp 


Leu 


Leu 


Ser 


Glu 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Gin Gly Cys 


Met 










85 










90 










95 




Ala 


Gin 


Leu 


Phe 


Met 


Asp 


His 


Leu 


Phe Ala Gly Ala 


Glu 


Val 


He 


Leu 








100 










105 










110 






Leu 


Val 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Met 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Glu 


Leu 


He 


Thr 


Met 


Asn 


Arg 


Arg 


Val 


Cys 


Val 


Leu 


Met 


Leu 


Leu 




130 










135 










140 










Ala 


Ala 


Trp 


He 


Gly 


Gly 


Phe 


Leu 


His 


Ser 


Leu 


Val 


Gin 


Phe 


Leu 


Phe 


145 










150 










155 










160 


He 


Tyr 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asp 


Asn 


Phe 


Leu 










165 










170 










175 




Cys 


Asp 


Leu 


Tyr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Thr 


Asn 


Thr 


Tyr 


Val 






180 










185 










190 
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Thr Gly Leu Ser Met He Ala Asn Gly Gly Ala He Cys Ala Val Thr 

195 200 205 

Phe Phe Thr lie Leu Leu Ser Tyr Gly Val He Leu His Ser Leu Lys 

210 215 220 

Thr Gin Ser Leu Glu Gly Lys Arg Lys Ala Phe Tyr Thr Cys Ala Ser 
225 230 235 ' 240 

His Val Thr Val Val He Leu Phe Phe Val Pro Cys He Phe Leu Tyr 

245 250 255 

Ala Arg Pro Asn Ser Thr Phe Pro He Asp Lys Ser Met Thr Val Val 

260 265 270 

Leu Thr Phe He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Lys 

275 280 285 

Asn Ala Glu Met Lys Ser Ala Met Arg Lys Leu Trp Ser Lys Lys Val 

290 295 300 

Ser Leu Ala Gly Lys Trp 
305 310 

<210> 1731 
<211> 275 
<212> PRT 

i<213> Unknown (H3 8g649 protein) 
<220> 

<223> Synthetic construct 
<400> 1731 

Met Val Gly Asn Leu Leu He Trp Val Thr Thr He Gly Ser Pro Ser 

1 5 10 15 

Leu Gly Ser Leu Met Tyr Phe Phe Leu Ala Tyr Leu Ser Leu Met Asp 

20 25 30 

Ala He Tyr Ser Thr Ala Met Ser Pro Lys Leu Met He Asp Leu Leu 

35 40 45 

Cys Asp Lys lie Ala He Ser Leu Ser Ala Cys Met Gly Gin Leu Phe 

50 55 60 

He Glu His Leu Leu Gly Gly Ala Glu Val Phe Leu Leu Val Val Met 
65 70 75 80 

Ala Tyr Asp Arg Tyr Val Ala He Ser Lys Pro Leu His Tyr Leu Asn 

85 90 95 

He Met Asn Arg Leu Val Cys He Leu Leu Leu Val Val Ala Met He 

100 105 110 

Gly Gly Phe Val His Ser Val Val Gin He Val Phe Leu Tyr Ser Leu 

115 120 125 

Pro He Cys Gly Pro Asn Val He Asp His Ser Val Cys Asp Met Tyr 

130 135 140 

Pro Leu Leu Glu Leu Leu Cys Leu Asp Thr Tyr Phe He Gly Leu Thr 
145 150 155 160 

Val Val Ala Asn Gly Gly He He Cys Met Val He Phe Thr Phe Leu 

165 170 175 

Leu He Ser Cys Gly Val He Leu Asn Phe Leu Lys Thr Tyr Ser Gin 

180 185 190 

Glu Glu Arg His Lys Ala Leu Pro Thr Cys He Ser His He He Val 

195 200 205 

Val Ala Leu Val Phe Val Pro Cys He Phe Met Tyr Val Arg Pro Val 

210 215 220 

Ser Asn Phe Pro Phe Asp Lys Leu Met Thr Val Phe Tyr Ser He He 
225 230 235 240 

Thr Leu Met Leu Asn Pro Leu He Tyr Ser Leu Arg Gin Ser Glu Met 

245 250 255 

Lys Asn Ala Met Lys Asn Leu Trp Cys Glu Lys Leu Ser He Val Arg 
260 265 270 

Lys Arg Val 
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275 



<210> X732 




























<211> 218 




























<212> PRT 




























<213> Unknown (H38g650 protein) 


















<220> 




























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (X) . . . 


(218) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1732 




























Leu Pro Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 




5 










10 










15 




Asp lie Gin 


Ser 


His 


Ser 


Arg 


Leu 


He 


Ser 


Xaa 


Ala 


Gly 


Cvs 


Leu 


Thr 


20 










25 










30 






Pro Met Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly Gly Met 


Glu 


Glu 


Asn 


Met 


Leu 


35 










40 










45 








Leu Ser Val 


lie 


Ala 


Tyr 


Asp 


Pro 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


50 








55 










60 










Tyr His Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly Phe 


Leu 


Val 


Leu 


65 






70 










75 










80 


Leu Ser Phe 


Phe 


Ser 


Gin 


Ser 


Leu 


Leu 


Asp 


Ala 


Gin 


Val 


His 


Asn 


Leu 






85 










90 










95 




lie Ala Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 


He 


Pro 


Asn 


Phe 




100 










105 










110 






Phe Trp Glu 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 


115 










120 










125 








Thr Asn Asn 


He 


He 


Met 


Tyr 


Ser 


Pro 


Ala 


Ala 


He 


Phe 


Gly 


Phe 


Leu 


130 








135 










140 










Pro lie Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Ser 


Ser 


He 


145 






150 










155 










160 


Leu Arg Val 


Ser 


Ser 


Ser Gly Gly 


Lys 


Tyr 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 






165 










170 










175 




Gly Ser Arg 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Val 


Tyr 


Gly Thr 


Gly Val 


Gly 




180 










185 










190 






Glu Tyr Leu 


Gly 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys 


Gly Ala 


Val 


195 










200 










205 








Ala Ser Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 














210 








215 





















<210> 1733 
<211> 216 
<212> PRT 

<213> Unknown (H38g651 protein) 
<220> 

<223> Synthetic construct 
<400> 1733 

Ser Met Ala Leu Met Leu He Cys Thr Thr Gly Pro Lys Met Ala Phe 

15 10 15 

Asn Tyr Leu Ser Gly Ser Lys Ser His Phe Tyr Gly Cys Cys Ala Thr 

20 25 30 

Gin He Phe Phe Tyr Thr Ser Leu Leu Gly Ser Glu Cys Phe Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Thr Ala He Cys His Pro Leu Arg 
50 55 60 
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Tyr 


Thr 


Asn 


Leu 


Met 


Ser 


Pro 


Lys 


He 


Cys 


Gly Leu 


Met 


Thr 


Ala 


Phe 


65 










70 










75 










80 


Ser 


Trp 


He 


Leu Gly 


Ser 


Thr 


Asp Gly 


He 


He 


Asp Val 


Val 


Ala 


Thr 










85 










90 










95 




Phe 


Ser 


Phe 


Ser 
100 


Tyr 


Cys 


Gly 


Ser 


Arg 
105 


Glu 


He 


Ala 


His 


Phe 
110 


Phe 


Cvs 


Asp 


Phe 


Pro 
115 


Ser 


Leu 


Leu 


He 


Leu 
120 


Ser 


Cys 


Ser 


Asp 


Thr 
125 


Ser 


He 


Phe 


Glu 


Lys 
130 


He 


Leu 


Phe 


He 


Cys 
135 


Cys 


He 


Val 


Met 


He 
140 


Val 


Phe 


Pro 


Val 


Ala 


He 


He 


He 


Ala 


Ser 


Tyr 


Ala 


Arg 


Val 


He 


Leu 


Ala 


Val 


He 


His 


145 










150 










155 










160 


Met 


Glv 


Ser Gly Glu 


Glv 


Arg 


Arg 


Lys 


Ala 


Phe 


Thr 


Thr 


Cvs 


Ser 


Ser 










165 










170 










175 




His 


Leu 


Leu 


Val 


Val 


Gly 


Met 


Tyr 


Tyr Gly Ala Ala 


Leu 


Phe 


Met 


Tyr 








180 










185 










190 






He 


Arg 


Pro 


Thr 


Ser 


Asp 


Arg 


Ser 


Pro 


Thr Gin Asp 


Lys 


Met 


Val 


Ser 






195 










200 










205 








Val 


Phe 


Tyr 


Thr 


He 


Leu 


Thr 


Pro 


















210 










215 





















! 

<210> 1734 
<211> 212 
<212> PRT 

<213> Unknown (H38g652 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(212) 

<223> Xaa = Any Amino Acid 



<400> 1734 



Phe 


Val 


Asp 


He 


Ala 


Cys 


Ser 


Ser 


Ala 


Thr 


Ala 


Pro 


Lys 


Met 


He 


Glu 


1 








5 










10 










15 




Asp 


Phe 


Val 


Ser 


Glu 


Lys 


Lys 


Thr 


He 


Ser 


Tyr 


Trp Gly Cys 


He 


Thr 








20 










25 










30 






Gin 


Met 


Phe 


Thr 


Phe 


His 


Phe 


Phe 


Gly Cys 


Ala 


Glu 


He 


Phe 


Val 


Leu 






35 










40 










45 








Thr 


Val 
50 


Met 


Ala 


Phe 


Asp 


Arg 
55 


Tyr 


Ala 


Ala 


He 


Cys 
60 


Gin 


Pro 


Leu 


Arg 


Tyr 


Thr 


Val 


He 


Met 


Ser 


Ala 


Asn 


Ala 


Tyr 


Thr 


Val 


Leu 


Ala 


Ser 


Leu 


65 










70 










75 










80 


Ser 


Trp 


Leu 


Gly Ala 


Leu 


Gly 


His 


Ser 


Phe 


Val 


Gin 


Thr 


Leu 


Leu 


Thr 










85 










90 










95 




Phe 


Gin 


Leu 


Pro 
100 


Phe 


Cys 


Asn 


Ala 


Gin 
105 


Val 


He 


Glu 


His 


Tyr 
110 


Phe 


Cys 


Asp 


Val 


His 
115 


Pro 


Val 


Leu 


Lys 


Leu 
120 


Ala 


Cys 


Ala 


Asp 


Thr 
125 


Thr 


Leu 


Val 


Asn 


Met 
130 


Leu 


Val 


Val 


Ala 


Asn 
135 


Ser 


Gly 


Leu 


He 


Ser 
140 


Leu 


Gly 


Cys 


Phe 


Leu 


He 


Leu 


Leu 


Ala 


Ser 


Tyr 


Thr 


Val 


He 


Leu 


Phe 


Ser 


Leu 


Gin 


Lys 


145 










150 










155 










160 


Gin 


Ser 


Ala 


Glu 


Ser 
165 


Xaa 


His 


Lys 


Val 


Leu 
170 


Ser 


Thr 


Cys 


Gly 


Ser 
175 


His 


Leu 


Thr 


He 


Val 


Thr 


Phe 


Phe 


Phe 


Val 


Pro 


Cys 


He 


Phe 


He 


Tyr Arg 








180 










185 










190 






Pro 


Ser 


Thr 
195 


Thr 


Phe 


Pro 


Leu 


Asp 
200 


Lys 


Ala 


Val 


Ser 


Val 
205 


Phe 


Tyr 


Thr 


Thr 


He 


Thr 


Pro 
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210 

<210> 1735 
<211> 223 
<212> PRT 

<213> Unknown (H3 8g653 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(223) 

<223> Xaa = Any Amino Acid 



<400> 1735 



Leu 


Pro 


Asp lie Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


± 








c 

ZJ 










10 










15 




Asp 


Tip 
lie 


Gin 


Ser 


ill s 


Ser 


Arg 


vox 


He 


Ser 


Tyr 


Ala 


Gly Cys 


Leu 


Thr 








20 




















30 






uin 


net 


Ser 


Leu 


rile 


Ala 


He 


IT 11*2 


AuU 


Gly Arg 


Glu 


Glu 


Ser 


Met 


Leu 






35 










An 










45 








Leu 


Ser 


Val 


Met 


Ala 


Tyr Asp 


Gin 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


Pro 




50 










55 










60 










Tyr 


Arg 


Ser 


Ala 


lie 


Leu 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Cys 


65 










70 










75 










80 


Cys 


Pro 


Cys 


Phe 


Phe 
85 


Phe 


Phe 


Phe 


Phe 


Phe 
90 


Leu 


Ser 


Leu 


Leu 


Asp 
95 


Ser 


Gin 


Leu 


His 


Asn 
100 


Leu 


He 


Ala 


Leu 


Gin 
105 


Met 


Thr 


Cys 


Phe 


Lys 
110 


Asp 


Val 


Glu 


lie 


Pro 
115 


Asn 


Phe 


Phe 


Trp 


Glu 
120 


Pro 


Ser 


Gin 


Leu 


Pro 
125 


His 


Leu 


Ala 


Cys 


Cys 
130 


Asp 


lie 


Phe 


Thr 


Arg 
135 


Asn 


He 


Asn 


Leu 


Tyr 
140 


Phe 


Pro 


Ala 


Ala 


lie 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Tyr 


Ser 


Lys 


145 










150 










155 










160 


lie 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser Gly Gly Arg Tyr 


Lys 










165 










170 










175 




Ala 


Leu 


Ser 


Thr 
180 


Cys 


Gly 


Ser 


His 


Val 
185 


Ser 


Val 


Val 


Cys 


Xaa 
190 


Val 


Tyr 


Gly 


Thr 


Gly Val 


Gly 


Gly Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Phe 


Ser 


Pro 






195 










200 










205 








Arg 


Lys 


Gly Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 


Pro 






210 










215 










220 











<210> 1736 
<211> 216 
<212> PRT 

<213> Unknown (H38g654 protein) 
<220> 

<223> Synthetic construct 
<400> 1736 



Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Cys Thr 


Val 


Pro 


Gin Met 


Leu 


Val 


1 








5 








10 








15 




Asn 


Leu 


Cys 


Ser 


He 


Arg 


Lys 


Val 


He Ser 


Tyr 


Arg 


Gly Cys 


Val 


Ala 








20 










25 






30 






Gin 


Leu 


Phe 


He 


Phe 


Leu 


Ala 


Leu 


Gly Ala 


Thr 


Glu 


Tyr Leu 


Leu 


Leu 






35 










40 








45 






Ala 


Val 


Met 


Ser 


Phe 


Asp 


Arg 


Phe 


Val Ala 


He 


Cys 


Arg Pro 


Leu 


His 



50 55 60 
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Tyr 


Ser 


Val 


He 


Met 


His 


Gin 


Arq 


Leu 


Cvs 


Leu 


Gin Leu 


Ala 


Ala 


nla 


65 










70 










75 








80 


Ser 


Arg 


Val 


Thr Gly Phe 


Ser 


Asn 


Ser 


Val 


Trt> 


Leu Ser 


Thr 


Leu 


i fir 










85 










90 








95 




Leu 


Gin 


Leu 


Pro 


Leu 


Cys 


Asp 


Pro 


Tyr 


Val 


He 


Asp His 


Phe 


Leu 


V» 0 








100 










105 








110 




Glu 


Val 


Pro 
115 


Ala 


Leu 


Leu 


Lys 


Leu 
120 


Ser 


Cvs 


Val 


Glu Thr 
125 


Thr 


Ala 


nail 


Glu 


Ala 
130 


Glu 


Leu 


Phe 


Leu 


Val 
135 


Ser 


Glu 


Leu 


Phe 


His Leu 
140 


He 






Thr 


Leu 


He 


Leu 


He 


Ser 


Tyr 


Ala 


Phe 


He 


Val 


Arg Ala 


Val 


Leu 


Arg 


145 










150 










155 








160 


He 


Gin 


Ser 


Ala 


Glu 


Gly Arg 


Gin 


Lys 


Ala 


Phe 


Gly Thr 


Cys 


\3 Xy 


Ser 










165 










170 








175 




His 


Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Asn 


Ser 


Thr 


Ala Val 


Ser 


Val 


Tyr 








180 










185 








190 




Leu 


Gin 


Pro 


Pro 


Ser 


Pro 


Ser 


Ser 


Lys Asp Gin Gly Lys 


Met 


Val 


Ser 






195 










200 








205 








Leu 


Phe 
210 


Tyr 


Gly 


He 


He 


Ala 
215 


Pro 

















<210> 1737 
<211> 218 
<212> PRT 

<213> Unknown (H38g655 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 

<400> 1737 

Leu Pro Asp He Gly Phe Thr Ser Thr He Val Pro Lys Met He Val 

1 5 10 15 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Arg Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Asp Ser Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 

50 55 60 

Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly Phe Leu Leu Leu 
65 70 75 " 80 

Leu Ser Phe Phe Phe Leu Ser Leu Leu Asp Ala Gin Leu His Asn Leu 

85 90 95 

He Ala Leu Gin Met Thr Cys Phe Lys Asp Val Glu He Pro Asn Phe 

100 105 110 

Phe Gys Asp Pro Ser Gin Leu Pro His Leu Ala Cys Cys Asp Thr Phe 

115 120 125 

Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He Phe Gly Phe Leu 

130 135 140 

Pro He Ser Gly Thr Leu Phe Ser Tyr Asp Lys He Val Ser Ser He 
145 150 155 160 

Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys Ala Phe Ser Thr Tyr 

165 170 175 

Gly Ser His Leu Ser Asp Val Ser Xaa Phe Tyr Gly Thr Gly Val Gly 

180 185 190 

Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg Lys Thr Ala Val 

195 200 205 

Ala Ser Val Met Tyr Thr Val Val Thr Pro 



961 



BNSOOCtD: <WO_0127158A2J_> 



WO 01/27158 



PCT/USOO/27582 



210 215 

<210> 1738 
<211> 221 
<212> PRT 

<213> Unknown (H3 8g656 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (221) 

<223> Xaa = Any Amino Acid 



<400> 1738 



Phe 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 






5 










10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser Tyr Ala Gly Cys 


Pro 


Thr 






20 










25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly Asp Thr Glu Glu 


Asn 


Met 


Phe 






35 










40 










45 








Leu 


Ser 
50 


Val 


Val 


Ala 


Tyr 


Asp 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Asp 


Ser 


65 








70 










75 










80 


Leu 


Ser 


Leu 


Val 


Phe 
85 


Phe 


Phe 


Phe 


Phe 


Ser 
90 


Leu 


Leu 


Asp 


Ser 


Gin 
95 


Leu 


His 


Asn 


Leu 


He 
100 


Ala 


Leu 


Gin 


Met 


Thr 
105 


Cys 


Phe 


Lys 


Asp 


Val 
110 


Glu 


He 


Pro 


Asn 


Phe 
115 


Phe 


Trp 


Glu 


Pro 


Ser 
120 


Gin 


Leu 


Pro 


His 


Leu 
125 


Ala 


Cys 


Cys 


Asp 


He 


Phe 


Thr 


Arg 


Asn 


He 


Asn 


Leu 


Tyr 


Phe 


Pro 


Ala 


Ala 


He 


Phe 


130 










135 










140 










Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Cys 


Tyr 


Lys 


He 


Val 


145 










150 










155 










160 


Ser 


Phe 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly Gly Lys 


Tyr 


Lys 


Ala 


Phe 










165 










170 










175 




Ser 


Ala 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Tyr 


Xaa 


Phe 


Tyr 


Gly Thr 






180 










185 










190 






Gly 


Phe 


Gly Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys 






195 










200 










205 








Thr 


Ala 
210 


Val 


Ala 


Ser 


Val 


Met 
215 


Tyr 


Ala 


Val 


Val 


Thr 
220 


Pro 









<210> 1739 
<211> 216 
<212> PRT 

<213> Unknown (H38g657 protein) 

t < 

<220> 

<223> Synthetic construct 
<400> 1739 

Val Leu Asp Val Gly Cys He Thr Val Thr Val Pro Ala Met Leu Gly 

15 10 15 

Arg Leu Leu Ser His Lys Ser Thr He Ser Tyr Asp Ala Cys Leu Ser 

20 25 30 

Gin Leu Phe Phe Phe His Leu Leu Ala Gly Met Asp Cys Phe Leu Leu 

35 40 45 

Thr Ala Met Ala Tyr Asp Arg Leu Leu Ala He Cys Gin Pro Leu Thr 
50 55 60 
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Tvr 


Ser 


Thr 


At* a 


Met 


Ser 


Gin 


Thr 


Val 


Gin 




Mpf 
1 1c L. 


Leu 


\7a 1 
Vo J. 


Aia 


Aia 


65 










70 










75 










80 


Ser 


Tiro 


Ala 


Cvs 


Ala 
85 


Phe 


Thr 


Asn 


Ala 


Leu 
90 


Thr 


His 


J. 11X 


Va 1 


Q Q 


wec 


Ser 


Thr 


Leu 


Asn 


Phe 




Glv 


Pro 


Asn 


Glu 


Val 


Asn 






Tyr 


Cys 








100 










105 










110 




Asp 


Leu 


Pro 
115 


Gin 


Leu 


Phe 


Gin 


Leu 
120 


Ser 




O tr i- 


Cor 

OCX 


1 ILL 

125 


Vj-Lra 


Leu 


Asn 


Glu 


Leu 
130 


Leu 


Leu 


Phe 


Val 


Ala 
135 


Al a 


Ala 


Phe 


Met 


Ala 
140 


Val 


a. j. a 


Pro 


Leu 


Val 


Phe 


Tip 


Car 


val 


Pro 


Tyr 


Ala 
Ala 


His 


Val 


Val 


Ala 


Ala 


Val 


Leu 


Gin 


145 










150 










155 










160 


Tic 


Arg 


Ser 


h j. a 


ulU 


Gly Arg 


L»ys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly Ser 










165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


Gly 


He 


Phe 


Tyr Gly Thr Gly Val 


Phe 


Ser 


Tyr 








180 










185 










190 




Met 


Arg 


Leu 


Gly 


Ser 


Val 


Glu 


Ser 


Ser 


Asp 


Lys 


Asp 


Lys 


Gly Val 


Gly 






195 










200 










205 






Val 


Phe 
210 


Met 


Thr 


Val 


He 


Asn 
215 


Pro 



















i 

<210> 1740 
<211> 212 
<212> PRT 

<213> Unknown (H38g658 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (212) 

<223> Xaa = Any Amino Acid 

<400> 1740 

Phe Val Asp He Ala Cys Ser Ser Ala Thr Ala Pro Lys Met He Glu 

15 10 15 

Asp Phe Val Ser Glu Lys Lys Thr He Ser Tyr Trp Gly Cys He Thr 

20 25 ~ 30 

Gin Met Phe Thr Phe His Phe Phe Gly Cys Ala Asp He Phe Val Leu 

35 40 45 

Thr Val Met Ala Phe Asp Arg Cys Ala Ala He Cys Gin Pro Leu Arg 

50 55 60 

Tyr Thr Val He Met Ser Ala Asn Ala Tyr Thr Val Leu Ala Ser Leu 
65 70 75 80 

Ser Trp Leu Gly Ala Leu Gly His Ser Phe Val Gin Thr Leu Leu Thr 

85 90 95 

Phe Gin Leu Pro Phe Cys Asn Ala Gin Val He Asp His Tyr Phe Cys 

100 105 110 

Asp Val His Pro Val Leu Lys Leu Ala Cys Ala Asp Thr Thr Leu Val 

115 120 125 

Asn Met Leu Val Val Ala Asn Ser Gly Leu He Ser Leu Gly Cys Phe 

130 135 140 

Leu He Leu Leu Ala Ser Tyr Thr Val He Leu Phe Ser Leu Gin Lys 
145 150 155 160 

Gin Ser Ala Glu Ser Xaa His Lys Val Leu Ser Thr Cys Gly Ser His 

165 170 175 

Leu Thr He Val Thr Phe Phe Phe Val Pro Cys He Phe He Tyr Arg 

180 185 190 

Pro Ser Thr Thr Phe Pro Leu Asp Lys Ala Val Ser Val Phe Tyr Thr 

195 200 205 

Thr He Thr Pro 



963 



BNSOOQD: <WO 01 27 1 58A2_I_> 



WO 01/27158 



PCT/US00/27582 



210 

<210> 1741 
<211> 216 
<212> PRT 

<213> Unknown (H38g659 protein) 
<220> 

<223> Synthetic construct 



<400> 1741 



rne 


oer 


Asp 


Leu 




Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Leu 


Leu 


Gin 


X 


















10 










15 




Asn 


Met 


Gin 


Asn 
zu 


Gin 


Asp 


Pro 


Ser 


He 
25 


Pro 


Tyr 


Ala 


Asp 


Cys 
30 


Leu 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Leu 


Leu 


Phe 


Gly Asp 


Leu 


Glu 


Ser 


Phe 


Leu 


Leu 






3D 










40 










45 








Val 


Ala 
bU 


Met 


Aia 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


60 


Phe 


Pro 


Leu 


His 


Tyr 


JL lid. 


Ala 


He 


Met 


Ser 


Pro 


Met 


Leu 


Cys 


Leu 


Ala 


Leu 


Val 


Ala Leu 


65 










70 










75 










80 


Ser 


Trp 


Val 


Leu 


Thr 


Thr 


Phe 


His 


Ala 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Arg 


Leu 


Cys 
100 


Phe 


Cys 


Ala 


Asp 


Asn 
105 


Val 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Asp 


Met 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Phe 


Ser 


Asp 


Thr 


Arg 


Val 


Asn 




115 










120 










125 








Glu 


Trp 


Val 


He 


Phe 


He 


Met 


Gly Gly 


Leu 


He 


Leu 


Val 


He 


Pro 


Phe 




130 










135 










140 










Leu 


Leu 


He 


Leu 


Gly 


Ser 


Tyr 


Ala 


Arg 


Val 


Val 


Ser 


Ser 


He 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ser 


Lys 
165 


Gly 


He 


Cys 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Gly 
175 


Ser 


His 


Leu 


Ser 


Val 
180 


Val 


Ser 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Val 


He 


Gly 
190. 


Leu 


Tyr 


Leu 


Cys 


Ser 


Ser 


Ala 


Asn 


Ser 


Ser 


Thr 


Leu 


Lys 


Asp 


Thr 


Val 


Met 


Ala 




195 










200 










205 








Met 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 



















210 215 



<210> 1742 
<211> 146 
<212> PRT 

<213> Unknown (H38g660 protein) 
<220> 

<223> Synthetic construct 

<221> - VARIANT 

<222> (1)...(146) 

<223> Xaa = Any Amino Acid 

<400> 1742 

Thr Leu Gin Asn He Thr Ser Thr Ser He He Phe Leu Leu Thr Gly 

15 10 15 

Val Pro Gly Leu Glu Ala Phe His Thr Trp He Ser He Pro Phe Cys 

20 25 30 

Phe Leu Ser Val Thr Ala Leu Leu Gly Asn Ser Leu He Leu Phe Ala 

35 40 45 

Thr He Thr Gin Pro Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 
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Met Leu Ser Ala Thr Asp Leu Gly Leu Ser lie Ser Thr Leu Val Thr 
65 70 75 80 

Met Leu Ser He Phe Trp Phe Asn Val Arg Glu He Ser Phe Asn Ala 

85 90 95 

Cys Leu Ser His Met Phe Phe He Lys Phe Phe Thr Val Met Glu Ser 

100 105 110 

Ser Val Leu Leu Ala Met Ala Phe Asp Arg Leu Val Pro Ser Leu Ser 

115 120 125 

Pro Xaa Tyr Ala Met He Xaa Leu Thr Gin He Ala Lys Met Ser Ala 

130 135 140 

Val Tyr 
145 

<210> 1743 
<211> 334 
<212> PRT 

<213> Unknown (H38g661 protein) 
<220> 

<223> Synthetic construct 

i 

<221> VARIANT 

<222> (1)...{334) 

<223> Xaa ■ Any Amino Acid 

<400> 1743 

Ala Gly Val Glu Asn Asp Asn Thr Ser Ser Phe Glu Gly Phe He Leu 

1 5 10 is 

Val Gly Phe Ser Asp Arg Pro His Leu Glu Leu He Val Phe Val Val 

20 25 30 

Val Leu He Phe Tyr Leu Leu Thr Leu Leu Gly Asn Met Thr He Val 

35 40 45 

Leu Leu Ser Ala Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ala Asn Leu Ser Phe Leu Asp Met Cys Phe Thr Thr Gly Ser He 
65 70 75 ~ 80 

Pro Gin Met Leu Tyr Asn Leu Trp Gly Pro Asp Lys Thr He Ser Tyr 

85 90 95 

Val Gly Cys Ala He Gin Leu Tyr Phe Val Leu Ala Leu Gly Gly Val 

100 105 110 

Glu Cys Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Ala Ala Val 

115 120 125 

Cys Lys Pro Leu His Tyr Thr He He Met, His Pro Arg Leu Cys Gly 

130 135 140 

Gin Leu Ala Ser Val Ala Trp Leu Ser Gly Phe Gly Asn Ser Leu He 
145 150 155 160 

Met Ala Pro Gin Thr Leu Met Leu Pro Arg Cys Gly His Arg Arg Val 

165 170 175 

Asp His Phe Leu Cys Glu Met Pro Ala Leu He Gly Met Ala Cys Val 

180 185 "* 190 

Asp Thr Met Met Leu Glu Ala Leu Ala Phe Ala Leu Ala He Phe He 

195 200 205 

He Leu Ala Pro Leu He Leu He Leu He Ser Tyr Gly Tyr Val Gly 

210 215 220 

Gly Thr Val Leu Arg He Lys Ser Ala Ala Gly Arg Lys Lys Ala Phe 
225 230 235 240 

Asn Thr Cys Ser Ser His Leu He Val Val Ser Leu Phe Tyr Gly Thr 

245 250 255 

He He Tyr Met Tyr Leu Gin Pro Ala Asn Thr Tyr Ser Gin Asp Gin 

260 265 270 

Gly Lys Phe Leu Thr Leu Phe Tyr Thr He Val Thr Pro Ser Val Asn 
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275 280 285 

Pro Leu He Tyr Thr Leu Arg Asn Lys Asp Val Lys Glu Ala Met Lys 

290 295 300 

Lys Val Leu Gly Lys Gly Ser Ala Glu He Xaa Xaa Gly Val He Lys 
305 310 315 320 

Leu Trp Asp Cys He Leu Thr His Leu Leu Tyr Met Leu Leu 
325 330 

<210> 1744 
<211> 275 
<212> PRT 

<213> Unknown (H3 8g662 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(275) 

<223> Xaa = Any Amino Acid 

<400> 1744 

Leu Tyr Leu He Lys His Asp His Ser Leu His Glu Pro Met Tyr Tyr 

1 5 10 15 

Phe Leu Thr Met Leu Ala Gly Thr Asp Leu Met Val Thr Leu Thr Thr 

20 25 30 

Met Pro Thr Val Met Gly He Leu Trp Val Asn His Arg Glu He Ser 

35 40 45 

Ser Val Gly Cys Phe Leu Gin Ala Tyr Phe He His Ser Leu Ser Val 

50 55 60 

Val Glu Ser Gly Ser Leu Leu Ala Met Ala Tyr Asp Arg Leu He Ala 
65 70 75 80 

He Arg Asn Pro Leu Arg Tyr Ala Ser He Ser Thr Asn Thr Arg Val 

85 90 95 

He Ala Leu Gly Val Gly Leu Phe Leu Arg Gly Leu Val Ser He Leu 

100 105 HO 

Pro Val He Leu Arg Leu Phe Pro Phe Pro Tyr Gly Lys Ser His Val 

115 120 125 

He Thr Arg Ala Phe Cys Leu His Gin Glu He Met Arg Leu Ala Cys 

130 135 140 

Ala Asp He Thr Ser Asn Lys Leu Tyr Pro Val He Leu He Ser Leu 
145 150 155 160 

Thr He Ser Leu Asn Ser Leu He Thr Pro Ser Ser Tyr He Leu He 

165 170 175 

Leu Asn Thr Val He Gly He Ala Ser Gly Glu Glu Lys Thr Lys Ala 

180 185 190 

Leu Asn Thr Cys He Ser His He Ser Cys Val Leu He Ser Tyr Val 

195 200 205 

Thr Val Met Gly Leu Thr Phe He Tyr Lys Phe Gly Lys Asn Val Pro 

210 215 220 

Lys Val Val His He He He Ser Tyr He Tyr Phe Leu Phe Pro Pro 
225 230 235 240 

Leu Met Asn Pro Val He Tyr Ser He Lys Thr Lys Gin He Gin Tyr 

245 250 255 

Gly He He Arg Leu Leu Ser Lys His Arg Phe Ser Arg Xaa Thr Arg 
260 265 270 

He Trp Lys 
275 

<210> 1745 
<211> 219 
<212> PRT 
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<213> Unknown (H38g663 protein) 
<220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1) . . . (219) 

<223> Xaa = Any Amino Acid 

<400> 1745 

Leu Ala Asp He Gly Phe Thr Ser Asn Thr Val Pro Lys Met He Val 

1 5 10 15 

Asp lie Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala Val Phe Gly Gly Met Glu Glu Asn Met Leu 

35 40 45 

Leu Ser Val Arg Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 

50 55 60 

Tyr Cys Ser Ala He Phe Asn Pro Cys Phe Cys Gly Phe Leu Asp Leu 
65 70 75 80 

Leu Ser Phe Phe Phe Phe Phe Leu Ser Leu Ser Asp Ser Gin Leu His 

85 90 95 

Asn Leu He Ala Leu Gin Met Thr Cys Phe Lys Asp Val Glu He Pro 

100 105 110 

Asn Phe Phe Trp Glu Pro Ser Gin Leu Ser His Leu Ala Cys Cys Asp 

115 120 125 

Thr Phe Thr Arg Asn He Met Tyr Phe Pro Ala Ala He Phe Gly Phe 

130 135 140 

Leu Pro He Ser Gly Thr Leu Phe Ser Tyr Asp Lys He Val Phe Ser 
145 150 155 160 

He Leu Arg Val Ser Ser Ser Gly Gly Lys His Lys Ala Phe Ser Thr 

165 170 175 

Arg Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly Thr Gly He 

180 185 190 

Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg Lys Ala Ala 

195 200 205 

Val Ala Ser Val Met Tyr Thr Val Ala He Pro 
210 215 



<210> 1746 
<211> 218 
<212> PRT 

<213> Unknown (H38g664 protein) 
<220> 

<223> "Synthetic construct 



<400> 1746 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Pro 


Ser 


Pro 


Thr 


Val 


Pro 


Lys 


Met 


Val 


Val 


1 








5 










10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr Ala 


Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly Gly Met 


Glu 


Glu 


Thr 


Leu 


Leu 






35 










40 










45 








Leu 


Asn 
50 


Val 


Met 


Ala 


Tyr 


Val 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Leu 


Leu 


65 










70 










75 










80 


Leu 


Ser 


Phe 


Phe 


Phe 
85 


Leu 


Gly 


Leu 


Leu 


Asp 
90 


Ala 


Gin 


Leu 


His 


Asn 
95 


Met 


He 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


He 


Lys 


Asp 


Val 


Glu 


He 


Pro 


Asn 


Phe 
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100 










105 










110 






Phe Cys 


Asp 


Pro 


Cat- 




Leu 


Pro 


His 


T .011 


nla 




v~y t> 


A en 


Thr 


Phe 


115 










120 










125 








Thar Asn 


Asn 


He 


vax 




Tyr 


Phe 


Leu 


11 -a 
f\ xo 


AT a 


He 


Phe 


Glv 
vaxy 


Phe 


Leu 


130 










j. _> j 










140 










D -v- _ Tl « 

Fro lie 


Ser Arg 


lie 


Tl p 
X X *5 


rile 


Ser 


Tyr 


xyx 


Lys 


He 


Val 


Ser 


Ser 


Met 










J. JV 










155 










160 


Leu Ser 


Val 


Ser 


Ser 


Ser 


Gly 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


He 


Cys 








165 










170 










175 




Gly Ser 


Pro 


Leu 




Val 


Val 


Cys 


Leu 


Phe 


Tvr 
j 


Glv 


Lys 


Val 


Val 


Gly 




180 










IOC 

lob 










190 






Gly Tyr 


Leu 


Ser 


Ser 


Asp 


v d x 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys 


Glv 


Ala 


Val 


195 










200 










205 








Ala Ser 


Met 


Met 


Tyr 


Thr 


Val 


He 


Thr 


Pro 














210 










215 




















<210> 1747 




























<211> 216 




























<212> PRT 




























<213> Unknown (H38g665 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1747 




























Leu Val 


Asp 


Phe 


Cys 


Tyr 


Ser 


Ser 


Ala 


val 


Thr 


Pro 


inr 


Val 


lie 


A 1 A 

nla 


1 






5 










10 










ID 




Gly Leu 


Val 


He 


Gly Asp 


Lys 


Val 


He 


Ser 


Tyr 


Asn 


Ala 


cys 


Ala 


Aia 






20 










25 










1 A 
jU 






Gin Met 


Phe 


Phe 


Phe 


Ala 


Ala 


Phe 


Ala 


Thr 


Val 


Glu 


Asn 


Pne 


Leu 


Leu 




35 










40 


















Ala Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


His 


Asp 


Ala 


Val 


Cys 


Lys 


Pro 


Leu 


HIS 


50 










55 










60 










Tyr Thr 


Thr 


Thr 


Met 


Thr 


Thr 


Ser 


Val 


Cys 


Ala Cys 


Leu 


Ala 


lie 


lie 


65 








70 










75 










oU 


Cys Tyr 


Val 


Cys 


Gly 


Phe 


Leu 


Asn 


Ala 


Ser 


He 


His 


lie 


vjiy 


bill 


inr 








85 




















Q 




Leu Ser 


Leu 


Phe 


Leu 


Tyr 


Gly 


Pro 


Asn 


Glu 


Val 


His 


Cys 


irne 


rile 


Cys 






100 










105 










liv 






Asp Val 


Pro 


Pro 


Val 


Met 


Ala 


Leu 


Ser 


cys 


Cys 


Asp 


Arg 


nx s 


vax 


Asn 




115 










120 


















Gly Leu 


Val 


Leu 


He 


Tyr 


Val 


Ala 


Ser 


rxie 


Asn 


He 


riie 


Ser 




lie 


130 










135 










140 










Leu Val 


He 


Leu 


He 


Ser 


Tyr 


Leu 


Phe 


Tip 

lie 


Phe 


He 


X Hi. 


x x t; 


Leu 




145 








150 










155 










160 


Thr His 


Ser 


Ala 


Ser 


Gly Tyr 


Gin 


Lys 


nla 


Leu 


Ser 




Cys 


Ala 


Ser 








165 










170 










175 




His Leu 


Thr 


Ala 


Val 


He 


He 


Phe Tyr 


Gly 


Thr 


He 


He 


Ser 


Met 


Tyr 






180 










185 










190 






Leu Gin 


Pro 


Ser 


Ser 


Gly His 


Ser 


Met 


Asp 


Thr 


Asp 


Lys 


Leu 


Ala 


Ser 




195 










200 










205 








Val Ser 


Tyr 


Thr 


Met 


He 


He 


Pro 


















210 










215 





















<210> 1748 
<211> 216 
<212> PRT 

<213> Unknown (H38g666 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1) . . . (216) 

<223> Xaa = Any Amino Acid 

<400> 1748 

Leu Pro Asp He Gly Phe Thr Ser Thr Met Val Pro Lys Met He Val 

1 5 10 15 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Glu Asn Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 

50 55 60 

Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly Phe Leu Val Leu 
65 70 75 80 

Leu Ser Phe Phe Phe Ser Phe Ser Gin Leu His Asn Leu He Ala Leu 

85 90 95 

Lys Met Thr Cys Phe Lys Asp Val Glu He Pro Asn Phe Phe Cys Asp 

100 105 110 

Pro Ser Gin Leu Pro His Leu Ala Cys Cys Asp Thr Phe Thr Asn Lys 

115 120 125 

He He Met Tyr Phe Pro Ala Ala He Phe Gly Phe Leu Pro He Ser 

130 135 140 

Gly Thr Leu Phe Ser Tyr Ser Lys He Val Ser Ser He Leu Arg Val 
145 150 155 160 

Ser Ser Ser Gly Gly Lys Tyr Lys Ala Phe Ser Thr Cys Gly Ser His 

165 170 175 

Leu Ser Val Val Cys Xaa Val Tyr Gly Thr Gly Val Gly Gly Tyr Leu 

180 185 190 

Ser Ser Asp Asp Val Ser Ser Ser Pro Arg Lys Gly Ala Val Ala Ser 

195 200 205 

Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 1749 
<211> 217 
<212> PRT 

<213> Unknown {H3 8g667 protein) 
<220> 

<223> Synthetic construct 
<400> 1749 

He lie Asp He Ser Tyr Ala Ser Asn Lys Val Pro Lys Met Leu Thr 

1 5 10 15 

Asn Leu Gly Leu Asn Lys Arg Lys Thr He Ser Phe Val Pro Cys Thr 

20 25 30 

Met Gin Thr Phe Leu Tyr Met Ala Phe Ala His Thr Glu Cys Leu He 

35 40 45 

Leu Val Met Met Ser Tyr Asp Arg Tyr Met Ala He Cys His Pro Leu 

50 55 60 

Gin Tyr Ser Val He Met Arg Trp Gly Val Cys Thr Val Leu Ala Val 
65 70 75 80 

Thr Ser Trp Ala Cys Gly Ser Leu Leu Ala Leu Val His Val Val Leu 

85 90 95 

He Leu Arg Leu Pro Phe Cys Gly Pro His Glu He Asn His Phe Phe 

100 105 110 

Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 

H5 120 125 

Asn Gin Val Val He Phe Ala Ala Ser Val Phe He Leu Val Gly Pro 
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1 J U 
















140 










Leu 


Cys 


Leu 


Val 


Lieu Vdl otrx 


xy* 


Ser 


Arg 


He 


Leu 


Ala 


Ala 


He 


Leu 


145 






150 








155 










160 


Cjxy 


x±e 




oer 


Oiy UlU V3J.jf 


ai y 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 








165 






170 










175 




Ser 


His 


Leu 


Cys 


Met Val Gly 


Leu 


Phe 


Phe Gly 


Ser 


Ala 


He 


Val 


Met 








180 






185 










190 






Tyr 


Met 


Ala 


Pro 


Lys Ser Arg 


His 


Pro 


Glu 


Glu 


Gin 


Gin 


Lys 


Val 


Leu 




195 






200 










205 








Ser 


Leu 
210 


Phe 


Tyr 


Ser Leu Phe 
215 


Asn 


Pro 

















<210> 1750 
<211> 216 
<212> PRT 

<213> Unknown (H38g668 protein) 
<220> 

<223> Synthetic construct 



*400> 1750 
























Leu 


Val 


Asp 


Phe 


Cys Tyr Ser 


Ser 


Ala 


Val 


Thr 


Pro 


Thr 


Val 


He 


Ala 


1 








5 






10 










15 




Gly 


Leu 


Val 


He Gly Asp Glu 


Val 


He 


Ser 


Tyr 


Ser 


Ala 


Cys 


Ala 


Ala 






20 






25 










30 






Gin 


Met 


Phe 
35 


Phe 


Phe Ala Ala 


Phe 
40 


Ala 


Thr 


Val 


Glu 


Asn 
45 


Phe 


Leu 


Leu 


Ala 


Ser 
50 


Met 


Ala 


Tyr Asp Arg 
55 


Tyr 


Asp 


Ala 


Val 


Cys 
60 


Lys 


Pro 


Leu 


His 


Tyr 


Thr 


Thr 


Thr 


Met Thr Thr 


Ser 


Val 


Cys 


Ala 


Cys 


Leu 


Ala 


He 


He 


65 








70 








75 










80 


Cys 


Tyr 


Val 


Cys 


Gly Phe Leu 


Asn 


Ala 


Ser 


He 


His 


He Gly Glu Thr 








85 






90 










95 




Leu 


Ser 


Leu 


Phe 
100 


Leu Asn Gly 


Pro 


Asn 
105 


Glu 


Val 


His 


Cys 


He 
110 


Phe 


Cys 


Asp 


Val 


Pro 


Pro 


Val Met Ala 


Leu 


Ser 


Cys 


Cys 


Asp Arg 


His 


Val 


Asn 




115 






120 










125 








Glu 


Leu 
130 


Val 


Leu 


He Tyr Val 
135 


Ala 


Ser 


Phe 


Asn 


He 
140 


Phe 


Ser 


Ala 


He 


Leu 


Val 


He 


Leu 


Val Ser Tyr 


Leu 


Phe 


He 


Phe 


He 


Thr 


He 


Leu 


Glu 


145 








150 








155 










160 


Met 


His 


Ser 


Ala 


Ser Gly Tyr 
165 


Gin 


Lys 


Ala 
170 


Leu 


Ser 


Asn 


Cys 


Ala 
175 


Ser 


His 


Leu 


Thr 


Ala 


Val He He 


Phe 


Tyr Gly Thr 


He 


He 


Phe 


Met 


Tyr 








180 






185 










190 






Leu 


Gin 


Pro 


Ser Ser Gly His 


Ser 


Met 


Asp 


Thr 


Asp 


Lys 


Leu 


Ala 


Ser 






195 






200 










205 








Val 


Phe 
210 


Tyr 


Thr 


Met He He 
215 


Pro 



















<210> 1751 
<211> 311 
<212> PRT 

<213> Unknown (H38g669 protein) 
<220> 

<223> Synthetic construct 
<400> 1751 

Met Ala Ala Glu Asn Ser Ser Phe Val Thr Gin Phe He Leu Ala Gly 
1 5 10 15 
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Leu Thr Asp Gin Pro Gly Val Gin He Pro Leu Phe Phe Leu Phe Leu 

20 25 30 

Gly Phe Tyr Val Val Thr Val Val Gly Asn Leu Gly Leu He Thr Leu 

35 40 45 

He Arg Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Tyr 

50 55 60 

Asn Leu Ser Phe He Asp Phe Cys Tyr Ser Ser Val He Thr Pro Lvs 
65 7 ° 75 so 

Met Leu Met Ser Phe Val Leu Lys Lys Asn Ser He Ser Tyr Ala Gly 

85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Leu Phe Phe Val Val Ser Glu Ser 

100 105 no 

Phe He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Met Val Thr Met Ser Pro Gin Val Cys Phe Leu Leu 

130 135 140 

Leu Leu Gly Val Tyr Gly Met Gly Phe Ala Gly Ala Met Ala His Thr 
" 5 150 155 160 

Ala Cys Met Met Gly Val Thr Phe Cys Ala Asn Asn Leu Val Asn His 
165 170 175 

• Tyr Met Cys Asp He Leu Pro Leu Leu Glu Cys Ala Cys Thr Ser Thr 

180 185 190 

Tyr Val Asn Glu Leu Val Val Phe Val Val Val Gly He Asp He Gly 

19 5 200 205 

Val Pro Thr Val Thr He Phe He Ser Tyr Ala Leu He Leu Ser Ser 

210 215 220 

He Phe His He Asp Ser Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 "0 235 240 

Cys Ser Ser His He He Ala Val Ser Leu Phe Phe Gly Ser Gly Ala 

245 250 255 

Phe Met Tyr Leu Lys Pro Phe Ser Leu Leu Ala Met Asn Gin Gly Lvs 

2 *° 265 270 

Val Ser Ser Leu Phe Tyr Thr Thr Val Val Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Lys Lys He 

290 295 300 

Leu Asn Lys Asn Ala Phe Ser 
305 310 



<210> 1752 
<211> 309 
<212> PRT 

<213> Unknown (H38g670 protein) 
<220> 

<223> Synthetic construct 



<400> 1752 



Met 
1 


Thr 


Leu 


Arg Asn 
5 


Ser 


Ser 


Ser 


Val 


Thr 
10 


Glu 


Phe 


He 


Leu 


Val 
15 


Gly 


Leu 


Ser 


Glu 


Gin 


Pro 


Glu 


Leu 


Gin 


Leu 


Pro 


Leu 


Phe 


Leu 


Leu 


Phe 


Leu 


Gly 






20 










25 










30 


He 


Tyr 


Val 


Phe 


Thr 


Val 


Val 


Gly 


Asn Leu Gly Leu 


He 


Thr 


Leu 


He 




35 










40 










45 






Gly 


He 


Asn 


Pro 


Ser 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Phe 




50 










55 










60 






Asn 
65 


Leu 


Ser 


Phe 


He 


Asp 
70 


Leu 


Cys 


Tyr 


Ser 


Cys 
75 


Val 


Phe 


Thr 


Pro 


Lys 
80 


Met 


Leu 


Asn 


Asp 


Phe 


Val 


Ser 


Glu 


Ser 


He 


He 


Ser 


Tyr 


Val 


Gly Cys 










85 










90 










95 




Met 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


Cys 


Phe 


Phe 


Val 


Asn 


Ser 


Glu 


Cys 


Tyr 
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100 105 110 

Val Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 

115 120 125 

Leu Leu Tyr Met Val Thr Met Ser Pro Arg Val Cys Phe Leu Leu Met 

130 135 i4 ° 

Phe Gly Ser Tyr Val Val Gly Phe Ala Gly Ala Met Ala His Thr Gly 
145 " 150 155 160 

Ser Met Leu Arg Leu Thr Phe Cys Asp Ser Asn Val He Asp His Tyr 

165 170 175 

Leu Cys Asp Val Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr His 

180 185 190 

Val Ser Glu Leu Val Phe Phe He Val Val Gly Val He Thr Met Leu 
195 200 205 

Ser He Ser He Val He Ser Tyr Ala Leu He Leu Ser Asn He 
210 215 220 

Leu Cys He Pro Ser Ala Glu Gly Arg Ser Lys Ala Phe Ser Thr Trp 
225 230 235 240 

Glv Ser His He He Ala Val Ala Leu Phe Phe Gly Ser Gly Thr Phe 

245 250 255 

Thr Tyr Leu Thr Thr Ser Phe Pro Gly Ser Met Asn His Gly Arg Phe 

260 265 270 

Ala Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Ser He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Asp Lys Leu Ala Leu Gly Lys Thr Leu 

290 295 300 

Lys Arg Val Leu Phe 
305 

<210> 1753 
<211> 297 
<212> PRT 

<213> Unknown (H3 8g671 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . - (297) 

<223> Xaa = Any Amino Acid 



65 



145 



l> 1753 
























Phe 
15 


He 


Lys 


Xaa 


Met 


Ala 
5 


Val 


Glu 


Asn 


Asn 


Ser 
10 


Ser 


Val 


Thr 


Glu 


Val 


Arg 


Leu 


Thr 


Asn 


Ser 


Arg 


Cys 


Pro 


Ser 


Val 


Leu 


Phe 


Leu 


Met 




20 










25 










30 




Ser 


Ser Leu Trp Gly Glu 


Phe 


Glu 


His 


Asn 


Phe 


Met 


Ser 


Leu 


Asn 




35 










40 










45 






He 


Leu 


His 


Thr 


Pro 


Thr 


His 


Phe 


Phe 


Leu 


Phe 


Thr 


Leu 


Ser 


Phe 


50 










55 










60 






Gly 


Phe 


Val 


Cys 


Tyr 


Ser 


Phe 


Val 


Cys 


Thr 


Thr 


Lys 


He 


Pro 


Met 




70 










75 










80 


Ser 


Glu 


Arg 


Asn 


He 


He 


Ser 


Phe 


Val 


Gly 


Trp 


Pro 


Thr 


Xaa 


Leu 




85 










90 










95 


Val 


Phe 


Phe 


Cys 


He 


Phe 


Val 


Lys 


Glu 


Pro 


Lys 


Asn 


Gly 


Val 


He 




100 










105 










110 




Asp 


He 


Met 


Phe 


Ser 


Ala 


Lys 


Met 


Leu 


Val 


Cys 


Arg 


Glu 


He 


Met 




115 










120 










125 






Ser 


Ser 


Leu 


Met 


Xaa 


Asn 


Xaa 


Lys 


Met 


His 


Met 


Ala 


Leu 


Glu 


Arg 


130 










135 










140 




His 




He 
160 


Phe 


Arg 


Met 


Gly 


Xaa 
150 


Thr Gly 


Ser 


Ala 


Thr 
155 


Lys 


Lys 


Leu 



972 



BNSDOCID: <WO_01271S8A2_I_> 



WO 01/27158 



PCTAJS00/27582 



He Phe Leu Tyr Tyr Ser Asp Tyr Phe Gin Arg Xaa Xaa Gly Cys Arg 

165 170 175 

Ala Leu Gly Gin Gly Ser Leu Ala Lys Gin Asp Thr Thr Leu Xaa Asn 

180 185 190 

Cys Thr Cys Thr Leu Lys Ser Leu Leu His lie He He Cys Phe Tyr 

195 200 205 

He Trp Lys Gin Lys Lys He Ser Tyr Leu Tyr His Lys Ser Xaa Lvs 

210 215 220 

Met Asp Leu Tyr Lys He Cys His Val Leu Trp Val Thr His Lys Lys 
225 230 235 240 

Asn Phe Leu Arg Pro Ser Ser Thr Ser Gin Met Val Gin Gly Lys Met 

245 250 255 

Leu Leu Lys Gly Tyr He Xaa Phe Trp Arg Met Ser Leu Pro Met Cys 

260 265 270 

Ala He Phe He Phe Val Arg Arg Tyr Tyr Tyr Leu Leu Lys Lys Leu 

275 280 285 

Lys Thr Leu Leu Tyr Lys Asn Ser Tyr 
290 295 

<210> 1754 
<211> 313 
<212> PRT 

<213> Unknown (H3 8g672 protein) 
<220> 

<223> Synthetic construct 
<400> 1754 

Met Leu Ala Arg Asn Asn Ser Leu Val Thr Glu Phe He Leu Ala Gly 

15 10 15 

Leu Thr Asp Arg Pro Glu Phe Arg Gin Pro Leu Phe Phe Leu Phe Leu 

20 25 30 

Val Val Tyr He Val Thr Met Val Gly Asn Leu Gly Leu He He Leu 

35 40 45 

Phe Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Phe 

50 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Lvs 
65 70 75 80 

Met Leu Met Asn Phe Val Ser Lys Lys Asn He He Ser Tyr Val Gly 

85 90 95 

Cys Met Thr Gin Leu Phe Phe Phe Leu Phe Phe Val He Ser Glu Cys 

100 105 no 

Tyr Met Leu Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Lys Val Thr Met Ser His Gin Val Cys Ser Met Leu 

130 135 140 

Thr Phe Ala Ala Tyr He Met Gly Leu Ala Gly Ala Thr Ala His Thr 
145 150 155 i 6 o 

Gly Cys Met Leu Arg Leu Thr Phe Cys Ser Ala Asn He He Asn His 

165 170 175 

Tyr Leu Cys Asp He Leu Pro Leu Leu Gin Leu Ser Cys Thr Ser Thr 

.180 185 190 

Tyr Val Asn Glu Val Val Val Leu He Val Val Gly He Asn He Met 

1^5 200 205 

Val Pro Ser Cys Thr He Leu He Ser Tyr Val Phe He Val Thr Ser 

210 215 220 

He Leu His He Lys Ser Thr Gin Gly Arg Ser Lys Ala Phe Ser Thr 
225 23 0 235 240 

Cys Ser Ser His Val He Ala Leu Ser Leu Phe Phe Gly Ser Ala Ala 

245 250 255 

Phe Met Tyr He Lys Tyr Ser Ser Gly Ser Met Glu Gin Gly Lys Val 
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260 265 270 

Ser Ser Val Phe Tyr Thr Asn Val Val Pro Met Leu Asn Pro Leu He 

275 280 285 

Tvr Ser Leu Arg Asn Lys Asp Val Lys Val Ala Leu Arg Lys Ala Leu 

290 295 300 

He Lys He Gin Arg Arg Asn He Phe 
305 310 

<210> 1755 
<211> 357 
<212> PRT 

<213> Unknown (H38g673 protein) 
<220> 

<223> Synthetic construct 

Met°Asn 7 Trp Val Asn Lys Ser Val Pro Gin Glu Phe He Leu Leu Val 

1 5 10 15 

Phe Ser Asp Gin Pro Trp Leu Glu He Pro Pro Phe Val Met Phe Leu 

20 25 30 

Phe Ser Tyr He Leu Thr He Phe Gly Asn Leu Thr He He Leu Val 
1 " 35 40 45 

Ser His Val Asp Phe Lys Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Leu Leu Asp Leu Cys Tyr Thr Thr Ser Thr Val Pro Gin 
65 70 75 80 

Met Leu Val Asn He Cys Asn Thr Arg Lys Val He Ser Tyr Gly Gly 

85 90 95 

Cys Val Ala Gin Leu Phe He Phe Leu Ala Leu Gly Ser Thr Glu Cys 

100 105 HO 

Leu Leu Leu Ala Val Met Cys Phe Asp Arg Phe Val Ala He Cys Arg 

115 120 125 

Pro Leu His Tyr Ser He He Met His Gin Arg Leu Cys Phe Gin Leu 

130 135 140 

Ala Ala Ala Ser Trp He Ser Gly Phe Ser Asn Ser Val Leu Gin Ser 
145 150 155 160 

Thr Trp Thr Leu Lys Met Pro Leu Cys Gly His Lys Glu Val Asp Hxs 

165 170 175 

Phe Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ser Cys Val Asp Thr 

180 185 190 

Thr Ala Asn Glu Ala Glu Leu Phe Phe He Ser Val Leu Phe Leu Leu 

195 200 205 

He Pro Val Thr Leu He Leu He Ser Tyr Ala Phe He Val Gin Ala 

210 215 220 

Val Leu Arg He Gin Ser Ala Glu Gly Gin Arg Lys Ala Phe Gly Thr 
225 230 235 240 

Cvs Gly Ser His Leu He Val Val Ser Leu Phe Tyr Gly Thr Ala He 

245 250 255 

Ser Met Tyr Leu Gin Pro Pro Ser Pro Ser Ser Lys Asp Arg Gly Lys 

260 265 270 

Met Val Ser Leu Phe Cys Gly He He Ala Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu Ala Phe Lys Arg Leu 

290 295 300 

Val Ala Lys Ser Leu Leu Asn Gin Glu He Arg Asn Met Gin Met He 
305 310 315 320 

Ser Phe Ala Lys Asp Thr Val Leu Thr Tyr Leu Thr Asn Phe tier Aj.a 

325 330 335 

Ser Cys Pro He Phe Val He Thr He Glu Asn Tyr Cys Asn Leu Pro 
340 345 350 
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Gin Arg Lys Phe Pro 
355 

<210> 1756 
<211> 331 
<212> PRT 

<213> Unknown (H38g674 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (331) 

<223> Xaa = Any Amino Acid 

<400> 1756 

Met Ala Pro Gly Asn Gly Phe Phe Met Thr Lys He He Leu Leu Glu 

15 10 15 

Leu Thr Asp Gin Pro Asp Leu Gin Leu Pro Leu Phe Phe Leu Phe Leu 

20 25 30 

iVal Tyr Gly His Cys Val Gly Lys Phe Gly Leu Val Thr Leu Val Val 

35 40 45 

Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn Leu 

50 55 60 

Ser Phe He Asp Leu Cys Tyr Ser Ser Val Phe Thr Pro Gin Met Leu 
65 70 75 80 

Met Asn Phe He Thr Gin Lys Asp He He Ser His Met Gly Cys Met 

85 90 95 

Ser Gin Leu Phe Phe Phe Ala Leu Phe Phe Phe Gly He Ser Glu Cys 

100 105 no 

Tyr Val Leu Thr Ser Met Ala Tyr Asp Arg Ala Cys His His Asp His 

H5 120 125 

His Val Ala He Cys Asn Pro Leu Leu Tyr Asn He Ala Met Ser Pro 

130 135 140 

Lys Val Tyr Ser His Leu Met Leu Gly Leu Tyr Leu Leu Ala Phe Ser 
145 150 155 160 

Ser Ala Met Ala His Thr Gly Cys Met Leu Arg Leu Thr Phe Cys Asp 

165 170 175 

Ala Asn Thr He His Pro Tyr Leu Cys Asp He Leu Pro Leu Leu Gin 

180 185 190 

Leu Ser Cys Thr Gly Thr Tyr He Asn Glu Leu Val Val Ser Thr Ala 

195 200 205 

Ala Val He He Ser Thr Val Thr He Phe He Ser Cys Gly Cys Ser 

210 215 220 

Ser Tyr He He Leu His He Asn Ser Lys Glu Gly Arg Ser Lys Ala 
225 230 235 240 

Leu Asn Thr Cys Ser Ser Asn Leu He Ala Val Ser Leu Met Phe Gly 

245 250 255 

Ser Cys Ala Phe Met Cys Leu Lys Pro Ser Ser Ala Gly Ser Met Asp 

260 265 270 

Glu Gly Lys He Ser Ser Val Phe Tyr Thr Asn Thr Ala Pro Leu Met 

275 280 285 

Asn Pro Leu He Tyr Ser Leu Met Asn Lys Met Phe Asn Phe Leu Xaa 

290 295 300 

Glu Lys Asn Pro Ser Arg Lys Lys Phe Xaa Leu Glu He Val Ser Phe 
305 310 315 320 

Cys Ala Cys He Phe Arg Thr Gly Ser Phe Cys 
325 330 

<210> 1757 
<211> 332 
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<212> PRT 

<213> Unknown (H38g675 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (332) 

<223> Xaa = Any Amino Acid 

<400> 1757 

Met Ala Pro Gly Asn Gly Ser Leu Met Asn Glu Phe He Leu Val Gly 

1 5 10 15 

Leu Thr Asp Xaa Pro Asp Leu Xaa Leu Pro Leu Phe Phe Met Phe Leu 

20 25 30 

Val Met Tyr Val Val Thr Val He Arg Asn Phe Val Leu Val He Leu 

35 40 45 

Thr Met Arg Asn Ser Arg Leu His Thr Pro Lys Tyr Phe Phe Leu Ser 

50 55 60 

Lys Leu Phe Phe Thr Asp Leu Cys Tyr Ser Ser Val Phe He Leu Gin 
65 70 75 80 

Leu Pro Arg Lys Cys He Ser Glu Glu Asn Val He Ser Tyr Met Val 

85 . 90 95 

Cys Met He Xaa Leu Phe Phe Phe Phe Phe Phe Phe Phe Phe Phe Xaa 

100 105 HO 

Phe He Ser Glu Cys Tyr Met Leu Thr Ser Met Ala Tyr Asp Cys Cys 

115 * ^ 120 125 

Val Ala He Cys Tyr Pro Leu Leu Tyr His He Ala Met Ser Pro Lys 

130 135 140 

Val Cys Phe Ser Leu Met Leu Gly Ser Tyr Phe Leu Ser Phe Ser Gly 
145 150 155 160 

Ala Met Ala His Thr Gly Cys Met Leu Arg Leu Thr Cys Asp Ala Asn 

165 170 175 

Thr He Asn His Tyr Phe Arg Asp He Leu Pro Val Phe Gin Leu Ser 

180 185 190 

Cys Thr Ser Thr Tyr He Asn Glu Leu Val Val Phe He Val Ala Gly 

195 200 205 

He Asn Thr He Val Pro Thr Val Thr Val Phe He Ser Tyr Gly Asp 

210 215 220 

He Leu Ser Arg He Leu His He Ser Ser Asn Glu Gly Arg Ser Lys 
225 ~ 230 235 240 

Ala Phe Ser Thr Cys Ser Ser His He He Ala Val Ser Leu Phe Phe 

245 250 255 

Gly Leu Ser Ala Phe Met Tyr Leu Lys Pro Ser Ser Ala Gly Ser Met 

260 265 270 

Asp Glu Gly Lys Phe Ser Ser Val Phe Tyr Met Asn Gly Leu Pro Met 

275 280 285 

Met Ser Ser Leu He Tyr Ser Leu Arg Arg Lys Asp Val Lys Phe Ala 

290 295 300 

Met Gly Lys Ser Leu Ser Arg Arg Met Phe Leu Pro Xaa Thr Thr Phe 
305 310 315 320 

Leu Cys Val Cys Ser Tyr Arg Met Gly He Leu Cys 
325 330 

<210> 1758 
<211> 313 
<212> PRT 

<213> Unknown (H3 8g676 protein) 
<220> 

<223> Synthetic construct 
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<400> 1758 

Met Asp Ser Leu Asn Gin Thr Arg Val Thr Glu Phe Val Phe Leu Gly 

15 10 15 

Leu Thr Asp Asn Arg Val Leu Glu Met Leu Phe Phe Met Ala Phe Ser 

20 25 30 

Ala lie Tyr Met Leu Thr Leu Ser Gly Asn lie Leu He He He Ala 

35 40 .45 

Thr Val Phe Thr Pro Ser Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe He Asp He Cys His Ser Ser Val Thr Val Pro Lys 
65 70 75 80 

Met Leu Glu Gly Leu Leu Leu Glu Arg Lys Thr He Ser Phe Asp Asn 

85 90 95 

Cys He Thr Gin Leu Phe Phe Leu His Leu Phe Ala Cys Ala Glu He 

100 105 ^ no 

Phe Leu Leu He He Val Ala Tyr Asp Arg Tyr Val Ala He Cys Thr 

115 120 125 

Pro Leu His Tyr Pro Asn Val Met Asn Met Arg Val Cys He Gin Leu 
130 135 140 

iVal Phe Ala Leu Trp Leu Gly Gly Thr Val His Ser Leu Gly Gin Thr 
i45 150 155 ^ 160 

Phe Leu Thr He Arg Leu Pro Tyr Cys Gly Pro Asn He He Asp Ser 

165 170 175 

Tyr Phe Cys Asp Val Pro Leu Val He Lys Leu Ala Cys Thr Asp Thr 

180 185 190 

Tyr Leu Thr Gly He Leu He Val Thr Asn Ser Gly Thr He Ser Leu 

195 200 . 205 

Ser Cys Phe Leu Ala Val Val Thr Ser Tyr Met Val He Leu Val Ser 

210 215 220 

Leu Arg Lys His Ser Ala Glu Gly Arg Gin Lys Ala Leu Ser Thr Cys 
225 230 235 240 

Ser Ala His Phe Met Val Val Ala Leu Phe Phe Gly Pro Cys He Phe 

245 250 255 

He Tyr Thr Arg Pro Asp Thr Ser Phe Ser He Asp Lys Val Val Ser 

260 265 270 

Val Phe Tyr Thr Val Val Thr Pro Leu Leu Asn Pro Phe He Tyr Thr 

275 280 285 

Leu Arg Asn Glu Glu Val Lys Ser Ala Met Lys Gin Leu Arg Gin Arg 

2 90 295 300 

Gin Val Phe Phe Thr Lys Ser Tyr Thr 
305 310 

<210> 1759 
<211> 331 
<212> PRT 

<213> Unknown (H38g677 protein) 
<220>< 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (331) 

<223> Xaa = Any Amino Acid 

<400> 1759 

Met Ala Pro Gly Asn He Ser Thr Val Ala Glu Leu He Leu Val Gly 

15 10 15 

Leu Lys Asp Gin Thr Asp Leu Gin Pro Pro Leu Phe Phe Leu Phe Leu 

2 0 25 30 

Val Met Gly Val Val Ala Gly Xaa Gly Asn Leu Gly Leu Val Thr Leu 
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35 40 45 

He Val Phe Ser Ser His Phe His Ala Pro Met Tyr Phe Phe Leu Phe 

50 55 60 

Ser Leu Ala Phe He Asp His Phe Tyr Ser Ser Val Phe He Pro Lys 
65 70 75 80 

Met Leu Met Asn Phe He Thr Glu Lys Asn He He Ser Tyr Ala Gly 

85 90 95 

Cys Met Ser Ala Phe Phe Ser Phe Phe Phe Phe Cys Phe Phe Val He 

100 105 HO 

Ser Glu Cys Tyr Val Leu Thr Ser Met Val Ser Asp His Tyr Val Ala 

115 120 125 

Met Ala He Cys Asn Pro Leu Leu Tyr Asn He Ala Met Ser Pro Lys 

130 135 140 

val rvs Ser Ser His Met Leu Gly Ser Tyr Phe Trp Pro Phe Ser Gly 
145 "~ 150 155 160 

Ala Met Ala His Thr Arg Cys Met Leu Lys Leu Thr Ser Cys Glu Ala 

165 170 175 

Asn Thr He Asn His Tyr Phe Cys Asp Thr Leu His Leu Leu Gin Leu 

180 185 190 

Ser Cys Thr Ser Thr Tyr Val Ser Glu Leu Met Val Phe He Ala Ala 

195 200 205 

Gly He He Phe Thr Val Pro Ser He Thr He Phe He Ser Tyr Phe 

210 215 220 

Phe Thr Ser Pro Leu Ser Tyr His Phe Thr Glu Gly Trp Ser Lys Phe 
225 230 235 240 

Phe Ser Thr Cys Ser Phe His Lys He Ala He Ser Leu Phe Phe Gly 

245 250 255 

Leu Gly Ala Ser Leu Cys Leu Lys Leu Ser Ser Thr Gly Thr lie Asn 

260 ' 265 270 

Glu Gly Lys He Ser Ser Val Phe His He Asp Val Val Pro Met He 

275 280 285 

Asn Ser Ser He Tyr Ser Leu Arg Asn Asn Asp Val Lys Leu Ala Trp 

290 295 300 

Arg Lys He Leu Ser Trp Arg Lys Phe Pro Phe Glu Thr He Ser Leu 
305 310 315 320 

His Ala Tyr Ser Tyr Arg Thr Arg Arg Phe Cys 
325 330 



<210> 1760 
<211> 322 
<212> PRT 

<213> Unknown (H38g678 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
<222> (1)...(322) 
<223>*Xaa = Any Amino Acid 



<400> 1760 

Met Ser Val Val Glu Ala Asn Asn 

1 5 
He Leu Leu Gly Phe Pro Cys Arg 
20 

Phe Val Val Phe Ser Leu He Tyr 

35 40 
Ser He He Cys Ala Val Trp Ser 

50 55 
Tyr He Leu Leu Ala Asn Phe Ser 
65 70 



He Ser Gly Pro Val Ser Glu Phe 

10 15 
Cys Arg Glu Thr Lys He Leu Leu 
25 30 
Leu Leu Thr Leu Met Gly Asn Thr 
45 

Ser Gin Lys Leu His Thr Pro Met 
60 

Phe Leu Glu He Cys Cys He Ser 
75 80 
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Ser Asp Val Pro Asn Met Leu Ala Asn Leu He Ser His He Lys Ser 

85 90 95 

He Ser Tyr Ala Gly Cys Leu Leu Gin Phe Phe Tyr Phe Ser Met Cys 

100 105 no 

Ala Ala Glu Gly Tyr Phe Leu Ser Val Met Ser Phe Asp Arg Phe Leu 

115 120 125 

Thr He Cys Arg Pro Leu His Tyr Pro Thr Val Met Thr His His Leu 

130 135 140 

Cys Val Xaa Leu Val Ala Phe Cys Arg Ala Gly Gly Phe Leu Ser He 
145 150 155 160 

Leu Met Pro Ala Val Leu Met Ser Arg Val Pro Phe Cys Gly Pro Asn 

165 170 ~ 175 

He Thr Asp His Phe Phe Cys Asn Leu Gly Pro Leu Leu Ala Leu Ser 

180 185 190 

Cys Ala Pro Val Pro Lys Thr Thr Leu Thr Cys Ala Thr Val Ser Ser 

195 200 205 

Leu He He Phe He Thr Phe Leu Tyr He Leu Gly Ser His He Leu 

210 215 220 

Val Leu Arg Ala Val Leu Trp Val Pro Ala Gly Ser Gly Arg Asn Lys 
225 230 235 *" 240 

Ala Phe Ser Thr Cys Ala Ser His Phe Leu Val Val Ser Phe Phe Tyr 

24 5 250 255 

Gly Ser Val Met Val Met Tyr Val Ser Pro Gly Ser Arg Ser Arg Pro 

260 265 270 

Gly Thr Gin Lys Phe Val Thr Leu Phe Tyr Cys Thr Ala Thr Pro Phe 

27 5 280 285 

Phe Asn Pro Leu Thr Tyr Ser Leu Trp Asn Lys Asp Met Thr Asp Ala 

290 295 300 

Leu Lys Lys Val Leu Gly Val Pro Ser Lys Glu He Tyr Trp Asn Thr 
305 310 315 ~ . 320 

Leu Lys 



<210> 1761 
<211> 335 
<212> PRT 

<213> Unknown (H38g679 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...<335) 

<223> Xaa = Any Amino Acid 

<400> 1761 

Met Glu Glu Ala He Leu Leu Asn Gin Thr Ser Leu Val Thr Tyr Phe 

15 10 15 

Arg Leu Arg Gly Leu Ser Val Asn His Lys Ala Arg He Ala Met Phe 

20 25 30 

Ser Met Phe Leu He Phe Tyr Val Leu Thr Leu He Gly Asn Val Leu 

35 40 45 

He Val He Thr He He Tyr Asp His Arg Leu His Thr Pro Met Tyr 

50 55 60 

Phe Phe Leu Ser Asn Leu Ser Phe He Asp Val Cys His Ser Thr Val 
65 70 75 80 

Thr Val Pro Lys Met Leu Arg Asp Val Trp Ser Glu Glu Lys Leu He 

85 90 95 

Ser Phe Asp Ala Cys Val Thr Gin Met Phe Phe Leu His Leu Phe Ala 

100 105 HO 

Cys Thr Glu He Phe Leu Leu Thr Val Met Ala Tyr Asp Arg Tyr Val 
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115 










120 










125 






Vai 


TV 1 = 

Ala 


lie 


Cys 


Lys 


Pro 


LjsZ u 


Gin 


Tvr 


Met 


He 


Vai 


Met 


Asn 


Trp 


Lys 




J. J u 






135 










140 






His 




Cys 


vai 


Leu 


Leu 


Ala 
nla 


vox 


Ala 


Leu 


Trp 


Thr 


Gly Gly Thr 


He 


Ser 


145 










150 










155 










160 


lie 


Ala 


Leu 




Coy" 


Leu 


Thr 


He 


Lys 


Leu 


Pro Tyr Cys Gly Pro Asp 


















170 










175 






lie 


Asp 


Asn 


roller 


Phe 


CVs 


Asp 


Vai 


Pro 


Gin 


Vai 


He 


Lys 


Leu 


Ala 






180 










185 










190 






Cys 


He 


Asp 


Thr 


Pro 


Tyr 


vox 


Leu 


Glu 


He 


Leu 


He 


Vai 


Ser 


Asn 


Ser 




195 










200 










205 








Gly 


Leu 


lie 


Cot- 


vox 


Vai 




Phe 


Vai 


Vai 


Leu 


vox 


Vai 


Ser 


Tvr 


Ala 


210 










215 










\J 










vai 


lie 


Leu 


vai 


Cor" 


Leu 


m y 


Gin 


Gin 


He 


Ser 


T ,\/o 


wX Y 


Lys 




Lys 


o o c 

Z Z _> 




















235 










240 


Ala 


Leu 


Ser 




cys 
245 


/AXO 


Ala 


His 


Leu 


Thr 
250 


Vai 


Vai 


Thr 


Leu 


Phe 
255 


Leu 


Gly 


HIS 


Cys 


He 


Phe 


Tip 

X Xe 


xyx 


Ser 


y 


Pro 


Ser 


Thr 


Ser 


Leu 


Pro 


Glu 




260 










265 










270 






Asp 


Lys 


Axa 


Vai 


Ser 


Vai 


rile 


Phe 
* iic 


Thr 


Ala 


Vai 


Thr 


Pro 


Leu 


Leu 


Asn 


275 










280 










285 








! Pro 


He 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Glu 


Glu 


Met 


Lys 


Ser 


Ala 


Leu 


Asn 




290 








295 










300 










Lys 


Leu 


Vai 


Gly Arg 


Lys 


Glu 


Arg 


Lys 


Glu 


Glu 


Lys 


Xaa 


Lys 


Cys 


Pro 


305 










310 










315 










320 


Thr 


Ser 


Leu 


Gly Tyr 


Vai 


Vai 


Leu 


Gin 


He 


Lys 


Glu 


Ala 


Pro 


Cys 












325 










330 










335 





<210> 1762 
<211> 161 
<212> PRT 

<213> Unknown (H38g680 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . - - (161) 

<223> Xaa = Any Amino Acid 

<400> 1762 



Thr 


Gly 


Thr 


Gly Xaa 


Trp 


Leu 


Cys 


His 


Ala 


Met 


He 


Leu 


Thr 


Pro 


Leu 


1 






5 










10 










15 




Thr 


Phe 


Gin 


Leu 


Pro 


Tyr 


Cys 


Gly Leu 


Thr 


Arg 


Trp Asp 


Tyr 


Tyr 


Phe 








20 










25 










30 






Cys 


Asp 


He 


Pro 


Ala 


Vai 


Leu 


Pro 


Leu 


Ala 


Cys 


Lys 


Asp 


Thr 


Ser 


Leu 


35 










40 










45 








Ala 


Gin 


Arg 


Vai 


Gly 


Phe 


Thr 


Asn 


Vai 


Gly Leu 


Leu 


Ser 


Leu 


He 


Cys 




50 








55 










60 










Phe 


Phe 


Leu 


He 


Leu 


Vai 


Ser 


Tyr 


Thr 


Cys 


He 


Gly 


He 


Ser 


He 


Ser 


65 










70 










75 










80 


Lys 


He 


Arg 


Ser 


Ala 


Glu 


Gly 


Arg 


Gin 


Arg 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 








85 










90 










95 




Ala 


His 


Leu 


Thr 
100 


Ala 


He 


Leu 


Cys 


Ala 
105 


Tyr 


Gly 


Pro 


Vai 


He 
110 


Vai 


He 


Tyr 


Leu 


Gin 


Pro 


Asn 


Pro 


Ser 


Ala 


Leu 


Leu 


Gly 


Ser 


He 


He 


Gin 


He 




115 










120 










125 








Leu 


Asn 
130 


Asn 


Leu 


Vai 


Thr 


Pro 
135 


Met 


Leu 


Asn 


Pro 


Leu 
140 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Vai 


Lys 


Ser 


Asp 


Gin 


Pro Xaa Gly Met 


Tyr 


Phe 


Pro 


145 








150 










155 










160 



980 
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Arg 



<210> 1763 
<211> 134 
<212> PRT 

<213> Unknown (H3 8g681 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (134) 

<223> Xaa = Any Amino Acid 

<400> 1763 

Leu Leu Phe Leu Met Phe Phe He Thr Ser Leu Gly His Lys Phe His 
1 5 10 15 . 

Leu He Ser Phe Pro Phe Ser Gin Gin Thr Thr Xaa Gin Lys Tyr Phe 
20 25 30 

i He He Phe Glu Val Xaa Leu Cys Xaa Xaa His Thr Leu Thr Ala Leu 
35 40 45 

He Tyr Cys Xaa Met Ser Leu Phe Xaa Gly He Asp Leu Phe Val Gly 

50 55 60 

Tyr Asn Pro Cys Ser Pro Arg Val Leu Phe Leu Phe Leu Gly Arg Gly 
65 70 75 so 

Pro Ser Gly Phe Ser Leu Glu Ser Leu Ser Phe Tyr Arg Thr Ser Phe 

85 90 95 

Thr Trp Gin His Leu His Leu Lys Phe Tyr Cys Pro Ser Xaa Gly Xaa 

100 105 no 

Leu Leu Lys Ser Phe Leu Ser Ala lie Trp Leu Leu Phe Ser Thr Tyr 

H5 120 125 

Phe Leu Arg Val Leu Ser 
130 

<210> 1764 
<211> 311 
<212> PRT 

<213> Unknown (H38g682 protein) 
<220> 

<223> Synthetic construct 
<400> 1764 

Met Ala Thr Ser Asn His Ser Ser Gly Ala Glu Phe He Leu Ala Gly 

15 io 15 

Leu Thr Gin Arg Pro Glu Leu Gin Leu Pro Leu Phe Leu Leu Phe Leu 

20 25 30 

Gly He Tyr Val Val Thr Val Val Gly Asn Leu Gly Met He Phe Leu 

35 40 45 

He Ala Leu Ser Ser Gin Leu Tyr Pro Pro Val Tyr Tyr Phe Leu Ser 

50 55 60 

His Leu Ser Phe He Asp Leu Cys Tyr Ser Ser Val He Thr Pro Lys 
65 70 75 so 

Met Leu Val Asn Phe Val Pro Glu Glu Asn He He Ser Phe Leu Glu 

85 90 95 

Cys He Thr Gin Leu Tyr Phe Phe Leu He Phe Val He Ala Glu Gly 

100 105 no 

Tyr Leu Leu Thr Ala Met Glu Tyr Asp Arg Tyr Val Ala He Cys Arg 

115 120 125 

Pro Leu Leu Tyr Asn He Val Met Ser His Arg Val Cys Ser He Met 
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130 
















140 






His 


Thr 


Met 


Ala 


Val 


Val 


Tyr 


Ser 


Leu Gly 


Phe Leu 


Trp 


Ala 


Thr 


Val 


145 














155 










160 


Thr 


Arg 


Met 


Ser 


Val 


Leu 


Ser Pne 


Cys Arg 


Ser 


His 


Thr 


Val 


Ser 


His 








165 






170 










175 




Tyr 


Phe 


Cys 


Asp 


He 


Leu 


Pro Leu 


Leu Thr 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 




ion 








185 








190 






His 


He 


Asn 


Glu 


He 


Leu 


Leu Phe 


He He Gly Gly Val 


Asn 


Thr 


Leu 




195 








200 








205 








Ala 


Thr 


Thr 


Leu 


Ala 


Val 


Leu He 


Ser Tyr 


Ala 


Phe 


He 


Phe 


Ser 


Ser 




210 










215 






220 






Glv 


Thr 


He 


Leu 


Gly 


He 


His 


Ser 


Thr Glu Gly Gin 


Ser 


Lys Ala 


Phe 


225 






230 






235 








He 


240 


Cys 


Ser 


Ser 


His 


Leu 


Leu 


Ala Val 


Gly He 


Phe 


Phe 


Gly 


Ser 


Thr 














250 










«~> f- r- 




Phe 


Met 


Tyr 


Phe 


Lys 


Pro 


Pro Ser 


Ser Thr 


Thr 


Met 


Glu Lys 


Glu 


Lys 






260 








265 








270 






Val 


Ser 


Ser 


Val 


Phe 


Tyr 


He Thr 


He He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 






275 








280 








285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn Lys Asp 


Val Lys 


Asn 


Ala 


Leu 


Lys 


Lys 


Met 




290 










295 






300 










Thr 


Arg 


Gly Arg 


Gin 


Ser 


Ser 
















305 










310 



















<210> 1765 
<211> 316 
<212> PRT 

<213> Unknown (H3 8g683 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 

<400> 1765 

Met Val He Leu Ser Trp Glu Asn Gin Thr Met Arg Val Glu Phe Val 

15 10 15 

Leu Gin Gly Phe Ser Ser He Arg Gin Leu Asn He Phe Leu Phe Met 

20 25 30 

He He Leu Val Phe Tyr He Leu Thr Val Ser Gly Asn He Leu He 

35 40 45 

Val Leu Leu Val Leu Val Arg His His Leu His Thr Pro Met Tyr Phe 

50 55 60 

Leu Leu Val Asn Leu Ser Cys Leu Glu He Trp Tyr Thr Ser Asn He 
65 70 75 80 

He Pro Lys Met Leu Leu He He He Ala Glu Xaa Lys Thr He Ser 

85 90 95 

Val Ala Gly Trp Leu Ala Gin Phe Tyr Phe Phe Gly Ser Leu Ala Ala 

100 105 HO 

Thr Glu Cys Leu Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Leu Ala 

115 120 125 

He Cys Gin Pro Leu Cys Tyr Arg Val Leu Met Thr Gly Pro Leu Cys 

130 135 140 

He Arg Leu Ala Ala Gly Ser Trp Phe Cys Cys Phe Leu Leu Thr Ala 
145 150 155 160 

He Thr Met Val Leu Leu Cys Arg Leu Thr Phe cys uiy Pro Tyr Glu 

165 170 175 

Thr Asp His Phe Phe Cys Asp Phe Thr Pro Leu Val His Leu Ser Cys 
180 185 190 
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Met Asp Thr Ser Val Thr Glu Thr He Ala Phe Ala Thr Ser Ser Ala 

195 200 205 

Val Thr Leu He Pro Phe Leu Leu He Val Ala Ser Tyr Ser Cys Val 

210 215 220 

Leu Ser Ala He Leu Arg He Pro Ser Cys Thr Gly Gin Lys Lys Ala 
Z 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val He Val Phe Tyr Glv 

245 250 255 

Thr Leu He Ala Thr Tyr Leu Val Pro Ser Ala Asn Ser Ser Gin Leu 

260 265 270 

Leu Cys Lys Gly Ser Ser Leu Leu Tyr He He Leu Thr Pro Met Phe 

275 280 285 

Asn Pro He He Tyr Ser Leu Arg Asn Arg Asp He His Glu Ala Leu 

290 295 300 

Lys Lys Cys Leu Arg Lys Lys Ser Gly Val Cys Leu 
305 310 315 

<210> 1766 
<211> 315 
<212> PRT 

<213> Unknown (H38g684 protein) 
<220> 

<223> Synthetic construct 
<400> 1766 

Pro Val Arg Thr Leu Glu Thr Thr Asn He Thr Gly Phe Val Asn Glu 

5 10 15 

Phe He Leu Leu Gly Phe Pro Cys Arg Trp Glu He Gin He Leu Leu 

20 25 30 

Phe Val Val Phe Ser Leu He Tyr Leu Leu Thr Leu Leu Gly Asn Thr 

35 40 45 

Ser He He Cys Ala Val Trp Ser Ser Gin Lys Leu His Thr Pro Met 

50 55 60 

Tyr He Leu Leu Ala Asn Phe Ser Phe Leu Glu He Cys Cys Val Ser 
65 70 75 80 

Ser Asp Val Pro He Met Ala Ala Asn Leu He Ser Gin Thr Gin Ser 

85 90 95 

He Ser Cys Ala Gly Cys Leu Leu Arg Phe Tyr Phe Phe Ser Met Cys 

1°0 105 no 

Ala Ala Glu Cys Leu Phe Leu Ser Val Met Ser Phe Asp Arg Phe Pro 

ll 5 120 125 

Ala He Cys Arg Pro Leu His Tyr Pro Thr Leu Met Thr His His Val 

13° 135 140 

Cys Ala His Phe Val He Phe Cys Trp Val Gly Gly Cys Leu Trp Leu 
145 I 50 155 i 6 o 

Leu Thr Pro Leu Thr Leu He Ser Gin Val Leu Phe Cys Gly Pro Asn 

165 170 i 75 

Thr He Asp His Phe Phe Cys Asp Leu Ala Pro Leu Leu Ala Leu Ser 

I 80 185 190 

Cys Ala Pro He Pro Gly He Thr Leu Thr Cys Gly He He Ser Ala 

I 95 200 205 

Leu He He Phe Leu Thr Phe Leu Tyr He Leu Gly Thr Tyr Phe Cvs 

210 215 220 

Val Leu Ser Thr Val Leu Gin Val Pro Ser Gly Leu Gly Arg His Lys 
7 230 235 " 240 

Ala Phe Ser Thr Cys Gly Cys His Leu Ala Val Val Ser Leu Phe Tyr 

245 250 255 

Gly Ser Leu Met Val Met Tyr Val Ser Pro Gly Ser Gly Asp Tyr His 

260 265 270 

Gly He Lys Lys Phe Ala Thr Leu Phe Tyr Thr Leu Ser Thr Pro Phe 
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275 280 285 

Phe Asn Pro Leu He Tyr Ser Phe Arg Asn Lys Asp Met Lys Glu Ala 

290 295 300 

Leu Lys Lys Phe Leu Arg Asn Arg His Thr Val 
305 310 315 

<210> 1767 
<211> 316 
<212> PRT 

<213> Unknown (H3 8g685 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) .(316) 

<223> Xaa = Any Amino Acid 

ieu°ile 7 Ala Thr Gly Asn Trp Thr Arg He Ser Lys Phe He Leu Met 
, 1 5 10 15 

Ser Phe Ser Ser Leu Pro Thr Glu He Gin Ser Leu Leu Phe Leu Thr 
i 20 25 30 

Phe Leu Thr He Tyr Leu Val Thr Leu Met Gly Asn Cys Leu He He 

35 40 45 

Leu Val Thr Leu Ala Asp Pro Met Leu His Ser Pro Met Tyr Phe Phe 

50 55 60 

Leu Arg Asn Leu Ser Phe Leu Glu He Gly Phe Asn Leu Val He Ala 

Pro Asn Met Leu Trp Thr Leu Leu Ala Gin Asp Thr Thr He Ser Phe 

85 90 95 , 

Leu Gly Cys Ala Thr Xaa Met Tyr Phe Val Phe Phe Phe Gly Val Ala 

100 105 HO 

Glu Cys Leu Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala He 

115 120 125 

Cys Ser Pro Leu His Tyr Pro Val He Met Asn Gin Arg Thr Leu Ala 

130 135 I 40 

Lys Leu Ala Ala Thr Ser Trp Phe Pro Gly Phe Pro Val Ala Thr Val 

X50 155 lou 

Gin Thr Thr Trp Leu Phe Ser Phe Pro Phe Cys Gly Thr Asn Lys Val 

165 170 175 

Asn His Phe Phe Cys Asp Ser Pro Pro Val Leu Arg Leu Val Cys Ala 

180 185 19° 

Asp Thr Ala Leu Phe Glu lie Tyr Ala He Val Gly Thr He Leu Val 

195 200 205 

Val Met He Pro Cys Leu Leu He Leu Cys Ser Tyr Thr His He Ala 

210 215 220 

Ala Ala He Leu Lys He Pro Ser Ala Lys Gly Lys Asn Lys Ala Phe 
225 230 235 240 

Ser Thr Cys Ser Ser His Leu Leu Val Val Ser Leu Phe Tyr He Ser 

245 250 255 

Leu Ser Leu Thr Tyr Phe Arg Pro Lys Ser Asn Asn Ser Pro Glu Gly 

260 265 270 

Lys Lys Leu Leu Ser Leu Ser Tyr Thr Val Met Thr Pro Met Leu Asn 

275 280 285 

Pro He He Tyr Ser Leu Arg Asn Asn Glu Val Lys Asn Ala Leu Ser 

290 295 300 

Arg Thr Val Ser Lys Ala Leu Gly Pro Gin Lys Leu 
305 310 315 

<210> 1768 
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<211> 324 
<212> PRT 

<213> Unknown (H38g686 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 

<400> 1768 

Met Ala Val Glu Asn Asp Ser Ser Val Thr Glu Phe He Leu Leu Gly 

1 5 10 15 

Leu Thr Asp Gin Pro Glu He Xaa Leu Pro Leu Phe Phe Leu Phe Leu 

20 25 30 

Val Asn Tyr Met Thr Thr Met Val Gly Asn Leu Ser Leu He Asn Leu 

35 40 45 

He Cys Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe 

50 55 60 

Asn Leu Ser Phe He Asp Leu Cys Tyr Ser Phe Val Phe Thr Pro Lys 
65 70 75 80 

Met Leu Met Ser Phe He Ser Glu Arg Asn He He Ser Phe Pro Gly 

85 90 95 

Cys Val Thr Gin Leu Phe Phe Phe Cys Phe Phe Val His Ser Glu Cys 

100 105 HO 

Tyr Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 

115 120 - 125 

Pro Leu Leu Tyr Met Val Thr Thr Ser Pro Gin He Cys Ser Leu Leu 

130 135 140 

Met Leu Gly Ser Tyr Val Met Gly Phe Ala Gly Ala Met Val His Thr 
145 150 155 160 

Glu Cys Met Met Lys Leu He Phe Cys Asp Ser Asn Val He Asn His 

165 170 175 

Tyr Met Cys Asp He Phe Pro Leu Leu Gin Leu Ser Cys Ser Ser Thr 

180 185 190 

Xaa Ala Asn Glu Leu Val Met Ser Val He Val Gly Thr Val Val He 

195 200 205 

Val Ser Ser Leu He He Leu He Ser Tyr Ala Leu He Leu Phe Asn 

210 215 220 

He Leu His Met Ser Ser Ala Glu Gly Trp Phe Lys Ala He Gly Thr 
225 230 235 240 

Cys Gly Ser His He He Thr Val Gly Leu Phe Tyr Glu Phe Gly Leu 

245 250 255 

He Thr His Val Lys Leu Ser Ser Asp Trp Tyr Met Gly Gin Gly Lys 

260 265 270 

Phe Leu Ser Val Phe Tyr Thr Asn Glu Val Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Leu Lys Glu Thr 

290 295 300 

Leu Asn Lys He Thr Asn Xaa Val Glu Pro Met Val Leu Pro Xaa Pro 
305 310 315 320 

Leu Ser Asn Cys 



<210> 1769 
<211> 331 
<212> PRT 

<213> Unknown (H38g687 protein) 
<220> 
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<2 23> Synthetic construct 

<221> VARIANT 

<222> (1)...(331) 

<223> Xaa ■ Any Amino Acid 

<400> 1769 

Met Arg Xaa lie Asn Gin Thr Gin Val He Glu Phe Leu Leu Leu Gly 

15 10 15 

Leu Ser Asp Gly Pro His Thr Glu Gin Leu Leu Phe He Val Leu Leu 

20 25 30 

Gly Val Tyr Leu Val Thr Val Leu Gly Asn Leu Leu Leu He Ser Leu 

35 40 45 

val His Val Aso Ser Gin Leu His Thr Pro Met Tyr Phe Phe Leu Cys 

50 55 60 

Asn Leu Ser Leu Ala Asp Leu Tyr Phe Ser Thr Asn He Leu Pro Gin 
65 70 75 80 

Ala Leu Val His Leu Leu Ser He Asn Asn Leu He Ala Phe Thr Leu 

85 90 95 

Ser Leu Thr Gin Leu Leu Phe Phe Leu He Phe Gly Cys Thr Gin Cys 

100 105 HO 

Ala Leu He Ala Val Met Ser Tyr Asn Pro Tyr Val Ala He Cys Asn 
1 115 120 125 

Pro Leu His Tyr Pro Asn He Met Thr Trp Lys Val Cys Val Gin Leu 

130 135 140 

Ala Thr Gly Ser Trp Thr Ser Gly He Leu Val Ser Val Val Asp Thr 
145 150 155 160 

Thr Phe Thr Leu Arg Leu Pro Tyr Arg Gly Ser Asn Ser He Ala His 

165 170 175 

Phe Phe Cys Glu Ala Pro Ala Leu Leu He Leu Ala Ser Thr Asp Thr 

180 185 190 

His Ala Ser Glu Met Ala He Tyr Leu Thr Gly Val Val He Leu Leu 

195 200 205 

He Pro Val Phe Leu He Leu Val Ser Tyr Gly Arg He He Val Thr 

210 215 220 

Val Val Lys Met Lys Ser Thr Val Gly Ser Leu Lys Ala Phe Ser Thr 
225 " 230 235 240 

Cys Gly Ser His Leu Met Val Val He Leu Leu Asn Gly Ser Ala He 

245 250 255 

Leu Thr Cys Met Thr Pro Lys Ser Ser Lys Gin Gin Xaa Lys Ser Val 

260 265 270 

Ser Val Phe Tyr Ala He Val Thr Pro Met Leu Asn Pro Leu He Tyr 

275 280 285 

Ser Leu Arg Asn Lys Asp Val Lys Ala Ala Leu Arg Lys Val Ala Thr 

290 295 300 

Arg Asn Phe Pro Xaa Arg Leu Gly He His Thr Asp Ser Glu Leu Arg 
305 310 315 320 

Glu Pro Phe Gly Phe Leu Leu Pro Lys Thr Cys 
325 330 

<210> 1770 
<211> 183 
<212> PRT 

<213> Unknown (H38g688 protein) 
<220> 

<223> Synthetic construct 
<400> 1770 

Met Glu Lys Ser Asn Asn Ser Thr Leu Phe He Leu Leu Gly Phe Ser 
1 5 10 15 
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Gin 


Asn 


Lys 


Asn 


He 


vjIU 


Val 


Leu 


Cys 


rile 


vdl 


Leu 


13 Via 


Leu 


Phe 


Cys 








20 
























Tvr 


He 


Ala 


Tip 
Ale 


i rp 


lit: c 


Ul 


Asn 


T an 


LGU 


xxe 


Met 


lie 


Ser 


He 


Thr 






35 




























Cvs 

v. y s> 


Thr 


Gin 


Leu 


Tl p 
X X e 


nib 


V?l 11 


Pro 


Met 


Tyr 


Phe 


irne 


Leu 


Asn 


Tyr 


Leu 




50 










—J 










ou 








Ser 


Leu 


oex 




Leu 


Cys 


Tyr 


i nr 


Ser 


Thr 


Val 


Tnr 


Pro 


Lys 


Leu 


Met 


65 










70 
/ V/ 










75 








80 


Val 


Asp 


ijcu 


Leu 


nla 


blU 


Arg 


Lys 


Thr 


He 


Ser 


Tyr 


Asn 


Asn 


Cys 


Met 










ft ^ 










90 










95 




He 


Gin 


Leu 


rue 


X IlX 


1 XIX 


nlS 


rne 


Phe Gly Gly 


lie 


GlU 


He 


Phe 


He 








X \J V 










105 










110 






Leu 


Thr 

X ilX 


r»l vr 
uiy 


Mot- 
ile t- 


Ala 
nla 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






llD 










120 










125 








His 


Tyr 


Thr 


He 


He 


Met 


Ser 


Arg 


Gin 


Lys 


Cys 


Asn 


Thr 


He 


He 


He 




130 










135 










140 










Val 


Cys 


Trp 


Thr 


Gly 


Gly 


Phe 


He 


His 


Ser 


Ala 


Ser 


Gin 


Phe 


Leu 


Leu 


145 










150 










155 










160 


.Thr 


He 


Ser 


Val 


Pro 


Phe 


Cys 


Gly 


Pro Asn Asp 


He 


Asp 


His 


Tyr 


Ser 










165 










170 










175 




Arg Asp 


Val 


Tyr 


Pro 


Leu 


Leu 


























180 



























<210> 177.1 
<211> 224 
<212> PRT 

<213> Unknown (H38g689 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(224) 

<223> Xaa = Any Amino Acid 



<400> 1771 

Leu Pro Asp He Gly Phe Thr Ser Thr Thr Val Pro Lys Met Ser Val 

1 5 10 15 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Glu Arg His Ala 

35 40 45 

Pro Glu Val Met Ala Tyr Asp Leu Phe Val Ala He Cys His Leu Leu 

50 55 60 

Tyr Arg Ser Ala He Leu Asn Pro Phe Val Arg Gly Phe Leu Asp Leu 
65 70 75 80 

Leu Ser Leu Leu Leu Val Phe Phe Phe Phe Leu He Ser Leu Leu Asp 

85 90 95 

Ser Gin Leu His Asn Leu He Ala Leu Gin Met Thr Cys Phe Lys Asp 

100 105 110 

Val Glu He Pro Asn Phe Phe Trp Glu Pro Ser Gin Leu Pro His Leu 

115 120 125 

Ala Cys Cys Asp Thr Phe Thr Arg Asn Asn Asn Met Tyr Phe Pro Ala 

130 135 140 

Ala Val Phe Gly Phe Leu Pro He Ser Gly Thr Leu Phe Ser Tyr Cys 
145 150 155 160 

Lys He Val Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr 

165 170 " 175 

Lys Pro Ser Ser Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe 

180 185 190 

Tyr Gly Ala Gly Val Gly Gly Tyr Leu Gly Ser Asp Val Ser Ser Phe 
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195 200 205 

Pro Arg Lys Gly Ala Val Ala Ser Val Thr Tyr Tyr Thr Val Val Thr 
210 215 220 

<210> 1772 
<211> 215 
<212> PRT 

<213> Unknown (H38g690 protein) 



<220> 

<223> Synthetic construct 



<400> 1772 




























Met 


Asp 


Val 


Arg 


Leu 


He 


Cys 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


Ala 


Phe 


Asn 


1 




5 










10 










15 




Tyr 


Leu 


Ser Gly 


Ser 


Lys 


Ser 


He 


Ser 


Met 


Ala 


Gly Cys 


Ala 


Thr 


Gin 






20 










25 










30 






He 


Phe 


Phe 
35 


Cys 


Val 


Ser 


Leu 


Leu 
40 


Gly 


Ser 


Glu 


Cys 


Phe 
45 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Tyr 


Asp 


Cys 


Tyr 


He 


Ala 


He Cys 


His 


Pro 


Leu 


Arg 


Tyr 




50 










55 










60 










Thr 


Asn 


Leu 


Met 


Arg 


Pro 


Lys 


He 


Cys 


Arg 


Leu 


Met 


Thr 


Ala 


Phe 


Ser 


65 










70 










75 










80 


Trp 


He 


Leu 


Gly 


Ser 


Thr 


Asp 


Gly 


He 


He 


Tyr 


Ala 


Val 


Ala 


Thr 


Phe 








85 










90 










95 




Ser 


Phe 


Ser 


Tyr 
100 


Cys 


Gly 


Ser 


Arg 


Glu 
105 


He 


Ala 


His 


Phe 


Phe 

iio 


Cys 


Glu 


Leu 


Pro 


Ser 


Leu 


Leu 


He 


Leu 


Ser 


Cys 


Asn Asp 


Thr 


Ser 


He 


Phe 


Glu 






115 










120 










125 








Lys 


Val 


He 


Phe 


He 


Cys 


Ser 


He 


Val 


Met 


Leu 


Val 


Phe 


Pro 


Val 


Ala 


130 










135 










140 










He 


He 


He 


Ala 


Ser 


Tyr 


Ala 


Gly Val 


He 


Leu 


Ala 


Val 


He 


His 


Met 


145 










150 










155 










160 


Gly 


Ser 


Gly Glu 


Gly Arg Arg 


Lys 


Ala 


Phe 


Thr 


Thr 


Cys 


Ser 


Ser 


His 








165 










170 










175 




Leu 


Met 


Val 


Val 


Gly 


Met 


Phe 


Tyr 


Gly Ala 


Gly Leu 


Phe 


Met 


Tyr 


He 








180 










185 










190 






Gin 


Pro 


Thr 
195 


Ser 


Asp 


Arg 


Ser 


Pro 
200 


Thr 


Gin 


Asp 


Lys 


Leu 
205 


Val 


Ser 


Val 


Phe 


Tyr 
210 


Thr 


He 


Leu 


Thr 


Pro 
215 





















<210> 1773 
<211> 127 
<212> PRT 

<213> Unknown (H38g691 protein) 
<220> 

<223> * Synthetic construct 

<221> VARIANT 

<222> (1)...(127) 

<223> Xaa = Any Amino Acid 

<400> 1773 

Asn Leu Leu Pro Val Trp Thr Pro Gly Ser Arg Val Pro Ser Xaa Ser 

15 10 15 

Gin He Ser Val Ser Glu Lys Gin Gly Met Ser Phe Pro Lys Lys Leu 

20 25 30 

Phe Gin Asn His Lys Leu Phe Leu Leu Phe Ala Gly Met Asn Val Phe 
35 40 45 
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Leu 


Gin 


Thr 


Val 


Mpf 
1 1 tr c 


Al a 

nla 


Tyr 


Asp 


His 


Phe 


vai 


Ala 


He 


Cys 


His 


Pro 




50 










55 










60 








Leu 


His 


Tvr 


Ara 


Val 


lie 


Met 


noil 


Pro Gly 


± ± e 


rile 




Leu 


Trp 


Val 


65 










70 










75 






80 


Leu 


Val 


Ser 


Trp 


Ser 


Met 


Ser 


Ala 


Leu 


Asn 


Ser 


Ser 


Leu 


Gin 


Ser 


Arg 










85 










9b 










95 


Met 


Val 


Leu 


Gin 
100 


Leu 


Ser 


Phe 


Cys 


Thr 
105 


Asn 


Leu 


Glu 


He 


Pro 
110 


His 


He 


Phe 


Phe 


Cys 
115 


Glu 


Leu 


Asn 


Gin 


Leu 
120 


lie 


Leu 


Leu 


Ala 


Cys 
125 


Ser 


Asn 





<210> 1774 
<211> 216 
<212> PRT 

<213> Unknown (H38g692 protein) 



<220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1) . . . (216) 

<223> Xaa = Any Amino Acid 



<400> 1774 

Phe Val Asp Phe Cys Tyr Ser Thr Thr He Thr Pro Lys Leu Leu Glu 

15 10 is 

Asn Leu Val Val Glu Asp Arg Thr He Ser Phe Thr Gly Cys He Met 

20 25 30 

Gin Leu Phe Phe Val Cys He Phe Val Val Thr Glu Thr Phe Met Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asn Pro Leu Leu 

50 55 60 

Tyr Thr Val Ala Met Tyr Gin Arg Leu Cys Ser Leu Leu Val Ala Thr 
65 70 75 80 

Ser Tyr Cys Trp Gly He Val Cys Ser Leu Thr Leu Thr Xaa Phe Leu 

85 90 95 

Leu Glu Leu Ser Phe Arg Gly Asn Asn He He Asn Asn Phe Val Cys 

100 105 110 

Glu His Ala Ala Val Val Ala Val Ser Trp Ser Asp Pro Cys Val Ser 

115 120 125 

Gin Glu He Thr Leu Val Ser Ala Thr Phe Asn Glu He Ser Gly Leu 

130 135 140 

Val He He Leu Thr Pro Tyr Ala Phe He Phe He Thr Val Met Lys 
145 150 155 160 

Thr Pro Ser Thr Gly Gly Arg Lys Lys Ala Phe Ser Thr Ser Ala Ser 

165 170 175 

His Leu Thr Ala He Thr He Phe His Gly Thr He Leu Phe Leu Tyr 

180 185 190 

Cys Val Pro Asn Ser Lys Ser Ser Trp Leu Met Val Lys Val Ala Ser 

195 200 205 

Val Leu Tyr Thr Val Val He Pro 
210 215 



<210> 1775 
<211> 215 
<212> PRT 

<213> Unknown (H38g693 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1)...(215) 

<223> Xaa = Any Amino Acid 

<400> 1775 



Leu 


Pro 


Asp 


He Gly 


Phe 


Thr 


Leu 


Ala 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 






5 










i \j 










15 




Asp 


Met 


Gin 


Ser 


His 




Arg 


Tl « 

jl ie 


Tip 

-L -L *S 




His 


Ala Gly Cys 


Leu 


Thr 






20 










ZD 










J U 






Gin 


lie 


Pro 
35 


Phe 


Phe 


Val 


Leu 


rile 

a n 
4U 


Val 


Cys 


He 


Asp 


Asp 

A C 


Met 


Leu 


Leu 


Thr 


Val 
50 


Met 


Ala 


Tyr 


Asp 


xaa 




Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


His 


Tyr 


Pro 


Val 


He 


Met 


Asn 


Pro 


HIS 


Leu 


Cys 


Val 


Phe 


Leu 


Val 


T .on 


Met 


65 










70 










75 










on 

o \J 


Ser 


lie 


Phe 


Leu 


Ser 
85 


Leu 


Leu 


Asp 


Ser 


Xaa 
90 


Leu 


His 


Asn 


Ser 


V d -L 
QC 




Leu 


Gin 


Phe 


Thr 
100 


Cys 


Phe 


Lys 


Asn 


Val 
105 


Glu 


He 


Ser 


Asn 


Phe 
110 


r)V» c» 
Jrlie 


Cys 


Asp 


Xaa 


Ser 


Gin 


Leu 


Leu 


Asn 


Leu 


Ala 


Cys 


Ser Asp 


Phe 


He 


Ser 


Asn 




115 










120 










125 








lie 


Phe 


He 


Arg 


Leu 


Asp 


Ser 


Thr 


He 


Phe Gly 


Phe 


Leu 


Pro 


He 


Ser 




130 










135 










140 










Gly 


lie 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Pro 


Ser 


He 


Leu 


Arg 


He 


145 










150 










155 










160 


Pro 


Leu 


Ser 


Asp Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 










165 










170 










175 




Leu 


Ala 


He 


Val 


Cys 


Leu 


Phe 


Tyr Gly Thr Gly 


He 


Gly Met 


Tyr 


Leu 








180 










185 










190 






Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Ala 


Pro 


Arg Asn Gly Val 


Val 


Ala 


Ser 


Val 






195 










200 










205 








Leu 


Tyr 
210 


Ala 


Met 


Val 


Thr 


Pro 
215 





















<210> 1776 
<211> 217 
<212> PRT 

<213> Unknown (H38g694 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> {!)... (217) 

<223> Xaa = Any Amino Acid 



<400> 1776 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Pro 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 






5 










10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Tyr 


Ala 


Gly Cys 


Leu 


Thr 


Val 






20 










25 










30 






Met 


Ser 


Leu 
35 


Phe 


Ala 


He 


Phe 


Gly 
40 


Gly 


Met 


Glu 


Glu 


Thr 
45 


Leu 


Leu 


Leu 


Asn 


Val 
50 


Met 


Ala 


Tyr 


Val 


Arg 
55 


Phe 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Leu 


Leu 


Leu 


65 










70 










75 










80 


Ser 


Phe 


Phe 


Phe 


Leu 
85 


Gly 


Leu 


Leu 


Asp 


Ala 
90 


Gin 


Leu 


His 


Asn 


Met 
95 


He 


Ala 


Leu 


Gin 


Met 
100 


Thr 


Cys 


Phe 


Lys 


Asp 
105 


Val 


Glu 


He 


Pro 


Asn 
110 


Phe 


Phe 
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Cys 


Asp 


Pro 
115 


Ser 


Gin 


Leu 


Pro 


His 
120 


Leu 


Ala 


Cvs 


Cys Asp 
125 


Thr 


Phe 


1 I IX 


Asn 


Asn 
130 


He 


He 


Met 


Tyr 


Phe 
135 


Pro 


Ala 


Ala 


He 


Phe Gly 
140 


Phe 


Leu 


Pro 


lie 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Tvr 


Tvr 


Glu 


He 


Val Ser 


Ser 


He 


Leu 


145 










150 










155 








160 




Val 


Ser 


Ser 


Xaa 


Gly 


Glv 


Lys 


1 jr I 




Ala 


Phe Ala 


Thr 


Cys 


Gly 










165 










170 








175 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Phe 


Tyr 


Gly Thr Gly Val 


Gly Gly 








180 










185 








190 






Tyr 


Leu 


Ser 


Ser Asp Val 


Ser 


Ser 


Ser 


Pro 


Arg 


Lys Thr 


Ala 


Val 


Ala 






195 










200 








205 








Ser 


Val 
210 


Met 


Tyr 


Ala 


Val 


Val 
215 


Thr 


Pro 















<210> 1777 
<211> 230 
<212> PRT 

<213> Unknown (H38g695 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(230) 

<223> Xaa = Any Amino Acid 

<400> 1777 

Leu Pro Asp He Gly Phe Thr Ser Thr Thr Val Ala Lys Met He Val 

1 5 10 15 ' 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Glu Ser Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 

50 55 60 

Tyr Arg Ser Ala He Leu Ser Arg Asp Ser Val Pro Ser Xaa He Cys 
65 70 75 80 

Cys Leu Cys Phe Val Leu Phe Cys Phe Val Leu Phe Cys Phe Val Phe 

85 90 95 

Leu Ser Leu Leu Asp Ser Gin Leu His Asn Leu He Ala Leu Gin Met 

100 105 110 

Thr Cys Phe Lys Asp Val Glu He Pro Asn Phe Leu Trp Glu Pro Ser 

115 120 125 

Gin Leu Pro His Leu Ala Cys Cys Asp Thr Phe Thr Arg Asn He Asn 

130 135 140 

Met Tyr Phe Pro Ala Ala Val Phe Gly Phe Leu Pro He Ser Gly Pro 
145 150 155 160 

Phe Leu Leu Gin Trp Ser Lys He Val Ser Ser Thr Leu Arg Val Ser 

165 170 175 

Ser Ser Gly Gly Lys Tyr Lys Ala Phe Ser Thr Cys Gly Ser His Leu 

180 185 190 

Ser Val Val Cys Xaa Phe Cys Gly Thr Gly Val Gly Gly Tyr Leu Gly 

195 200 205 

Ser Asp Val Ser Ser Ser Pro Arg Lys Ser Ala Val Ala Ser Val Met 

210 215 220 

Tyr Thr Val Val Thr Pro 
225 230 

<210> 1778 
<211> 313 
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<212> PRT 

<213> Unknown (H38g696 protein) 
<220> 

<223> Synthetic construct 



<400> 1778 



Met 


Leu 


Ala 


Arg 


Asn 


Asn 




Leu 


Val 


Thr 


Glu 


Phe 


He Leu Ala Gly 


1 








b 










1 0 










JL D 




Leu 


Thr 


Asp 


Arg 


Pro 


CjJLU 


T5 Vv Q 

Jrne 


Arg 


Gin 


IT X \J 




Phe 


Phe 


Leu 


rne 


Leu 








20 










25 










J \J 






Val 


He 


Tyr 


lie 


vai 


Tnr 


Met 


Val 


Gly 


Asn 


Leu 


Gly Leu 


lie 


inr 


Leu 






35 










40 










45 








Phe 


Gly 


Leu 


Asn 


Ser 


His 


T • 

Leu 


His 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 


Pne 




50 










c c 
JJ 










60 










Asn 


Leu 


Ser 


Phe 


lie 


Asp 


Leu 


Cys Tyr 


ber 


Ser 


Val 


Phe 


Thr 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Met 


Asn 


Phe 


Val 


Ser 


Lys 


Lys 


Asn 


He 


He 


Ser 


Asn 


Val 


Gly 










85 










90 










95 




Cys 


Met 


Thr 


Arg 


Leu 


Phe 


Phe 


Phe 


Leu 


Phe 


Phe 


Val 


lie 


Ser 


Glu 


Cys 






100 










105 










110 






Tyr 


Met 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 






115 










120 










125 








Pro 


Leu 


Leu 


Tyr 


Lys 


Val 


Thr 


Met 


Ser 


His 


Gin 


Val 


Cys 


Ser 


Met 


Leu 




130 










135 










140 










Thr 


Phe 


Ala 


Ala 


Tyr 


He 


Met 


Gly Leu 


Ala 


Gly Ala 


Thr 


Ala 


His 


Thr 


145 










150 










155 










160 


Gly 


Cys 


Met 


Leu 


Arg 


Leu 


Thr 


Phe 


Cys 


Ser 


Ala 


Asn 


He 


He 


Asn 


His 










165 










170 










175 




Tyr 


Leu 


Cys 


Asp 


He 


Leu 


Pro 


Leu 


Leu 


Gin 


Leu 


Ser 


Cys 


Thr 


Ser 


Thr 








180 










185 










190 






Tyr 


Val 


Asn 


Glu 


Val 


Val 


Val 


Leu 


He 


val 


Val 


Gly 


Thr 


Asn 


He 


Thr 




195 










200 










205 








Val 


Pro 


Ser 


Cys 


Thr 


He 


Leu 


He 


Ser 


Tyr 


Val 


Phe 


He 


Val 


Thr 


Ser 




210 










215 










220 










lie 


Leu 


His 


He 


Lys 


Ser 


Thr 


Gin Gly 


Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Val 


He 


Ala 


Leu 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 


Ala 








245 










250 










255 




Phe 


Met 


Tyr 


He 


Lys 


Tyr 


Ser 


Ser 


Gly 


Ser 


Met 


Glu 


Gin Gly 


Lys 


Val 








260 










265 










270 






Ser 


Ser 


Val 


Phe 


Tyr 


Thr 


Asn 


Val 


Val 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys 


Val 


Ala 


Leu 


Arg 


Lys 


Ala 


Leu 




290 










295 










300 










lie 


Lys 


He 


Gin 


Arg 


Arg 


Asn 


He 


Phe 
















305 










310 























<210> 1779 
<211> 308 
<212> PRT 

<213> Unknown (H38g697 protein) 



<220> 

<223> Synthetic construct 



<400> 1779 

Met Thr Met Glu Asn Tyr Ser Met 

1 5 
Leu Thr Gin Gin Ala Glu Leu Gin 
20 



Ala Ala Gin Phe Val Leu Asp Gly 

10 15 
Leu Pro Leu Phe Leu Leu Phe Leu 
25 30 
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Gly lie Tyr 


Val 


Val 


Thr 


Val 


Val 


Gly Asn 


Leu 


Gly 


Met 


He 


Leu 


Leu 


35 










40 








45 








lie Ala Val 


Ser 


Pro 


Leu 


Leu 


His 


Thr Pro 


Met 


Tvr 


Tvr 


Phe 


Leu 


Ser 


50 








55 








60 










Ser Leu Ser 


Phe 


Val 


Asp 


Phe 


Cys 


Tyr Ser 


Ser 


Val 


He 


Thr 


Pro 


Lys 


65 






70 








75 










80 


Met Leu Val 


Asn 


Phe 


Leu 


Glv 


Lys 


Lys Asn 


Thr 


He 


Leu 


Tvr 

xy x 


Ser 


Glu 






85 








90 










95 




Cys Met Val 


Gin 


Leu 


Phe 


Phe 


Phe 


Val Val 


Phe 


Val 


Val 


Ala 


Glu Gly 




100 










105 








110 






Tvr Leu Leu 


Thr 


Ala 


Met 


Ala 


Tyr Asp Arg 


Tvr 


Val 


Ala 


He 


Cys 


Ser 


115 










120 








125 








Pro Leu Leu 


Tvr 


Asn 


Ala 


He 


Met 


Ser Ser 




Val 




Ser 


Leu 


Leu 


130 








135 








140 










Val Leu Ala 


Ala 


Phe 


Phe 


Leu 


Gly 


Phe Leu 


Ser 


Ala 


Leu 


Thr 


His 


Thr 


145 






150 








155 










160 


Ser Ala Met 


Met 


Lys 


Leu 


Ser 


Phe 


Cys Lys 


Ser 


His 


He 


Tie 
x x t; 


Asn 


His 






165 








170 










175 




TSfr" PVio f""vre; 
iyi nic %*.y o 


AO ±s 


Val 
vox 


Leu 


Pro 


Leu 


Leu Asn 


Lieu 


Coy 


v» y s 


Ser 


Asn 


Thr 




180 










185 








1 on 

X V 






'iixo noit 


Glu 


Leu 


Leu 


Leu 


Phe 


He He 


Ala 


Glv 


Phe 


Asn 


Thr 


Leu 


j. j j 










200 








^ u _> 








T Dto 'Pin v- 
VdX M U 1 11X 


Leu 


Al a 
Ala 


Val 
vox 


AT a 


Val 


Ser Tyr 


Ala 
Aid 


trllKZ 


Tip 
11c 


Leu 


Tyr 


Ser 


4b X Vi 








01 c 
£ij 








99 O 










Tl a T.on Hi e 
■iic Lieu nis 




Arg 


Ser 




Glu Gly Arg 


Ser 


Lys 


nla 


rne 


Gly Thr 


?9 R 

(6 A J 






230 








91 
* j j 










240 


v_ys ser oer 


MIS 


Leu 


Mai- 
ne c 


AT ^ 
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<210> 1782 
<211> 324 
<212> PRT 

<213> Unknown (H38g700 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(324) 

<223> Xaa = Any Amino Acid 



<400> 1782 
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<210> 1783 
<211> 339 
<212> PRT 

<213> Unknown (H38g701 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (339) 

<223> Xaa = Any Amino Acid 
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Thr Val Val Thr Leu His Phe Val 
260 

Pro Phe Thr Ala Leu Pro Thr Asp 
275 280 
Val lie lie Pro Val Leu Asn Pro 

290 295 
Glu Met Lys Ser Ala Leu Arg Arg 
305 310 
Gly Xaa Met Leu Arg Ser Pro Asp 
325 
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<210> 1784 
<211> 335 
<212> PRT 

<213> Unknown (H38g702 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(335) 

<223> Xaa = Any Amino Acid 

<400> 1784 

Ser Thr Tyr Pro Gin Asn Leu Thr Asp Val Ser Leu Phe Leu Leu Leu 

1 5 10 15 

Gly Ser Ser Glu Asp Pro Glu Gin Gin Pro Val Leu Ala Gly Leu Phe 

20 25 30 

Leu Ser Met Cys Leu Val Thr Val Leu Gly Asn Leu Leu lie lie Leu 
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Cys His Pro Leu Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly 
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Val His Asn Leu He Ala Leu Gin Met Thr Cys Phe Lys Asp Val Glu 

165 170 175 

He Pro Asn Phe Phe Trp Glu Pro Ser Gin Leu Pro His Leu Ala Cys 
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Cys Asp Thr Phe Thr Asn Asn He He Met Tyr Ser Pro Ala Ala He 
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Phe Gly Phe Leu Pro He Ser Gly Thr Leu Phe Ser Tyr Tyr Lys He 
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Val Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr Lys Ala 
225 230 235 ** 240 

Cys Ser Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly 

245 250 255 

Thr Gly Phe Trp Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Gly 

260 265 270 

Lys Ala Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Pro 
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<210> 1785 
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<212> PRT 

<213> Unknown (H38g703 protein) 
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<223> Synthetic construct 
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300 



Leu Leu Leu 
315 
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<210> 1786 
<211> 321 
<212> PRT 

<213> Unknown (H38g704 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa = Any Amino Acid 



<400> 1786 

His Thr Glu Pro Arg Asn Leu Thr Gly Val Xaa Lys Val Leu Leu Gly 

1 5 10 15 

Ser Leu Xaa Glu Asp Pro Glu Leu Gin Pro lie Leu Ala Gly Leu Ser 

20 25 30 

Leu Ser Met Tyr Leu Val Thr Val Leu Arg Asn Val Leu lie lie Leu 

35 40 45 

lAla Val Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Ser Leu Cys Trp Ala Asp lie Gly Phe Thr Ser Ala Thr Val Pro 
65 70 75 80 

Lys Met Thr Val Asp Met Gin Ser His Ser Arg Val lie Ser Tyr Val 

85 90 95 

Ser Cys Leu Thr Gin lie Ser Phe Leu Val Leu Phe Ala Cys Met Glu 

100 105 no 

Asp Met Leu Thr Val Met Ala Tyr Asp Arg Val Val Ala lie Cys His 

115 120 125 

Pro Leu His Tyr Pro Val lie Met Asn Pro His Leu Arg Val Phe Leu 

130 135 140 

Val Leu Leu Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His Ser 
145 150 155 160 

Trp lie Val Leu Gin Phe Thr Leu Phe Lys Asn Val Glu Asn Ser Ser 

165 170 175 

Phe Val Cys Asp Pro Ser Gin Leu Leu Asn Leu Ala Cys Ser Asp Ser 

180 185 190 

Val lie Asn Ser lie Phe lie Tyr Phe Asp Ser Thr Met Phe Gly Phe 

195 200 205 

Leu Pro lie Ser Gly lie Leu Leu Ser Tyr Tyr Lys lie Val Pro Ser 

210 215 220 

lie Leu Arg Met Ser Ser Ser Asp Gly Lys Tyr Lys Ala Phe Ser Thr 
225 230 235 240 

Tyr Gly Ser Gin Leu Ala Ala Leu Cys Xaa Phe Tyr Gly Thr Gly lie 

245 250 255 

Gly Met Tyr Leu Thr Ser Ala Val Ala Leu Pro Pro Arg Asn Gly Val 

260 265 270 

Val Ala Ser Val Met Xaa Ala Val Val Thr Pro Met Leu Asn Phe Phe 

275 280 285 

lie Tyr Ser Leu Arg Asn Arg Asp lie Gin Ser Ala Leu Arg Arg Leu 

290 295 300 

Arg Ser Arg Thr Val Glu Ser Pro Xaa Ser Val Pro Ser Phe Phe Leu 
305 310 315 320 

Cys 



<210> 1787 
<211> 318 
<212> PRT 

<213> Unknown (H38g705 protein) 
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<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 1787 



Lys 




Gin 


Glu 


Asn Gly 


Thr 


Cys 


Leu 


Val 


Thr 


Glu 


Phe 


Leu 


Met 


Met 


± 








5 










10 










15 








Ser 


Asn 


Leu 


Pro 


His 


Leu 


Arcr 


Asn 


Thr 


Leu 


Phe 


Thr 


Leu 


Phe 






20 










25 










30 






13 Via 


Leu 


Thr 


Tyr 


Leu 


Val 


Thr 


Leu 


Glv 


Gly Asn 


Val 


Thr 


He 


He 


Thr 






35 










40 










45 








He 


Thr 


His 


Ala 


Asp Arg 


Ser Arg 


His 


Thr 


Pro 


Met 


Tyr 


His 


Phe 


Leu 




50 










55 










60 










Val 


vai 


Leu 


Ser 


Leu 


Ser 


Glu 


Thr 


Val 


Leu 


Tyr 


Thr 


Leu 


Val 


Thr 


He 


65 










70 










75 










80 


Pro 


Ser 


Met 


Leu 


Ala 
85 


His 


Leu 


Leu 


Met 


Glu 
90 


Thr 


Arg 


Pro 


He 


Ser 
95 


He 


Pro 


Gly 


Cys 


Gin 


Ala 


Gin 


Met 


Phe 


riie 


Phe Leu Gly 


Leu 


Gly Cys 


Ser 




100 










1 OR 










110 






His 


Cys 


Phe 


Leu 


Leu 


Thr 


Leu 


Met 


bJly 


Tyr Asp Arg 


Tyr 


Val 


Ala 


He 




115 










120 










125 








Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Ser 


Met 


val 


Met 


Arg 


Pro 


Thr 


Val 


Cys 


Leu 


130 










135 










140 










Cys 


Leu 


Gly Ala 


Leu 


Val 


Phe 


Cys 




Gly 


Phe 


Ser 


Val 


Ala 


Leu 


He 


145 










150 










155 










160 


Glu 


Thr 


Ser 


Met 


He 


Phe 


Ser 


Ser 


Pro 


Phe 


Cys 


Gly 


Gly Asp 


His 


Val 










165 










170 










175 




GIU 


rll S 


Phe 


Phe 
180 


Cys 


Asp 


He 


Ala 


Pro 
185 


Val 


Leu 


Lys 


Leu 


Ser 
190 


Cys 


Ala 


Lys 


Ser 


Ala 


Ser 


Lys 


Ala 


Leu 


Gly 


He 


Phe 


Phe 


Leu 


Ser 


Val 


Leu 


Val 




195 










200 










205 








Val 


Leu 
210 


Met 


Ser 


Phe 


Val 


Pro 
215 


He 


Leu 


Phe 


Ser 


Tyr 
220 


Ala 


Phe 


He 


Val 


Ala 


Ala 


He 


Val 


Arg 


He 


Ser 


Leu 


Ala 


Ala 


Gly Arg Arg 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Val 


Ala 


His 


Val 


Thr 


Val 


Val 


Val 


Val 


His 


Phe 


Asp 


Cys 








245 










250 










255 




Ala 


Ser 


He 


He 


Tyr 


Leu 


Arg 


Pro 


Glu 


Ser 


Gly Ala 


Asn 


Pro 


Asp 


Gin 








260 










265 










270 






Asp 


Arg 


Leu 


Val 


Ala 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


Met 


Pro 


Leu 


Leu 


Asn 


275 










280 










285 








Pro 


Val 
290 


Val 


Cys 


Thr 


Leu 


Trp 
295 


Asn 


Lys 


Glu 


Val 


Arg 
300 


Val 


Ala 


Leu 


Arg 


Arg 


Thr 


Leu 


Ala 


Trp 


Ser 


Arg 


Gly Val 


Phe 


Lys 


Xaa 


Glu 


Ser 






305 










310 










315 













<210> 1788 
<211> 112 
<212> PRT 

<213> Unknown (H38g706 protein) 



<220> 

<223> Synthetic construct 
<400> 1788 

Leu Leu Asp His Phe He Cys Glu Leu Pro Ala Leu Leu Lys Leu Ala 
15 10 15 



1000 
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cys 


Gly Gly 


Asp 


Gly 


ASp 


l fir 


inr 


biU 


Asn 


Gin 


Met 


Phe 


Ala 


Ala 


Arg 








z U 




















30 






Val 


Val 


He 


Leu 


Leu 


Leu 


Pro 


Pne 


Ala 


val 


i ie 


Leu 


Ala 


Ser 


Tyr 


Gly 






35 










40 










45 






Ala 


Val 


Ala 


Arg 


Ala 


Val 


Cys 


Cys 


Met 


Arg 


Phe 


Ser Gly Gly Arg Arg 




50 










55 








60 










Arg 


Ala 


Val 


Gly 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Cys 


Leu 


Phe 


65 










70 










75 










80 


Tyr 


Gly 


Ser 


Ala 


He 


Tyr Thr 


Tyr 


Leu 


Gin 


Pro 


Ala 


Gin 


Arg 


Tyr 


Asn 










85 










90 










95 




Gin 


His 


Gly 


Asn 
100 


Arg 


Phe 


Val 


Ser 


Leu 
105 


Phe 


Tyr 


Thr 


Val 


Val 
110 


Thr 


Pro 



<210> 1789 
<211> 313 
<212> PRT 

<213> Unknown (H38g707 protein) 
<220> 

<223> Synthetic construct 
<400> 1789 

Met Asp Gin Arg Asn Tyr Thr Arg Val Lys Glu Phe Thr Phe Leu Gly 

15 10 15 

He Thr Gin Ser Arg Glu Leu Ser Gin Val Leu Phe Thr Phe Leu Phe 

20 25 30 

Leu Val Tyr Met Thr Thr Leu Met Gly Asn Phe Leu He Met Val Thr 

35 40 45 

Val Thr Cys Glu Ser His Leu His Thr Pro Met Tyr Phe Leu Leu Arg 

50 55 60 

Asn Leu Ser lie Leu Asp He Cys Phe Ser Ser He Thr Ala Pro Lys 
65 70 75 80 

Val Leu He Asp Leu Leu Ser Glu Thr Lys Thr He Ser Phe Ser Gly 

85 90 95 

Cys Val Thr Gin Met Phe Phe Phe His Leu Leu Gly Gly Ala Asp Val 

100 105 110 

Phe Ser Leu Ser Val Met Ala Phe Asp Arg Tyr He Ala He Ser Lys 

115 120 125 

Pro Leu His Tyr Met Thr He Met Ser Arg Gly Arg Cys Thr Gly Leu 

130 135 140 

He Val Gly Phe Leu Gly Gly Gly Leu Val His Ser He Ala Gin He 
145 150 155 160 

Ser Leu Leu Leu Pro Leu Pro Val Cys Gly Pro Asn Val Leu Asp Thr 

165 170 175 

Phe Tyr Cys Asp Val Pro Gin Val Leu Lys Leu Ala Cys Thr Asp Thr 

180 185 190 

Phe Thr Leu Glu Leu Leu Met He Ser Asn Asn Gly Leu Val Ser Trp 

195 200 205 

Phe Val Phe Phe Phe Leu Leu He Ser Tyr Thr Val He Leu Met Met 

210 215 220 

Leu Arg Ser His Thr Gly Glu Gly Arg Arg Lys Ala He Ser Thr Cys 
225 230 235 240 

Thr Ser His He Thr Val Val Thr Leu His Phe Val Pro Cys He Tyr 

245 250 255 

Val Tyr Ala Arg Pro Phe Thr Ala Leu Pro Thr Asp Thr Ala He Ser 

260 265 270 

Val Thr Phe Thr Val He Ser Pro Leu Leu Asn Pro He He Tyr Thr 

275 280 285 

Leu Arg Asn Gin Glu Met Lys Leu Ala Met Arg Lys Leu Lys Arg Arg 

290 295 300 

Leu Gly Gin Ser Glu Arg lie Leu He 
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305 310 

<210> 1790 
<211> 162 
<212> PRT 

<213> Unknown (H38g708 protein) 
<220> 

<223> Synthetic construct 



<400> 1790 



Val 


Ala 


lie 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Pro 


Val 


Met 


Met 


Ser 


Asn 


Lys 


1 








5 










10 










15 




Leu 


Ser 


Ala 


Gin 
20 


Leu 


Leu 


Ser 


He 


Ser 
25 


Tyr 


Val 


He 


Gly 


Phe 
30 


Leu 


His 


Pro 


Leu 


Val 
35 


His 


Val 


Ser 


Leu 


Leu 
40 


Leu 


Arg 


Leu 


Thr 


Phe 
45 


Cys 


Arg 


Phe 


Asn 


lie 
50 


He 


His 


Tyr 


Phe 


Tyr 
55 


Cys 


Glu 


He 


Leu 


Gin 
60 


Leu 


Phe 


Lys 


He 


Ser 


Cys 


Asn 


Gly 


Pro 


Ser 


He 


Asn 


Ala 


Leu 


He 


He 


Phe 


He 


Phe 


Gly 


(55 










70 










75 










80 


Ala 


Phe 


He 


Gin 


He 
85 


Pro 


Thr 


Leu 


Met 


Thr 
90 


He 


He 


He 


Ser 


Tyr 
95 


Thr 


Arg 


Val 


Leu 


Phe 
100 


Asp 


He 


Leu 


Lys 


Lys 
105 


Lys 


Ser 


Glu 


Lys 


Gly 
110 


Arg 


Ser 


Lys 


Ala 


Phe 
115 


Ser 


Thr 


Cys 


Gly 


Ala 
120 


His 


Leu 


Leu 


Ser 


Val 
125 


Ser 


Leu 


Tyr 


Tyr 


Gly 
130 


Thr 


Leu 


He 


Phe 


Met 
135 


Tyr 


Val 


Arg 


Pro 


Ala 
140 


Ser 


Gly 


Leu 


Ala 


Glu 


Asp 


Gin 


Asp 


Lys 


Val 


Tyr 


Ser 


Leu 


Phe 


Tyr 


Thr 


He 


He 


He 


Pro 


145 










150 










155 










160 


Leu 


Leu 































<210> 1791 
<211> 258 
<212> PRT 

<213> Unknown (H38g709 protein) 
<220> 

<223> Synthetic construct 



<400> 1791 



Met 


Tyr 


Tyr 


Phe 


Leu 


Cys 


His 


Leu 


Ala 


Leu 


Val 


Asp 


Ala 


Gly 


Phe 


Thr 


1 








5 










10 










15 




Thr 


Ser 


Val 


Val 


Pro 


Pro 


Leu 


Leu Ala Asn Leu Arg Gly 


Pro 


Ala 


Leu 








20 










25 










30 






Trp 


Leu 


Pro 
35 


Arg 


Ser 


His 


Cys 


Thr 
40 


Ala 


Gin 


Leu 


Cys 


Ala 
45 


Ser 


Leu 


Ala 


Leu 


Gly 
50 


Ser 


Ala 


Glu 


Cys 


Val 
55 


Leu 


Leu 


Ala 


Val 


Met 
60 


Ala 


Leu 


Asp 


Arg 


Ala 


Ala 


Ala 


Val 


Cys 


Arg 


Pro 


Leu 


Arg 


Tyr 


Ala 


Gly 


Leu 


Val 


Ser 


Pro 


65 










70 










75 










80 


Arg 


Leu 


Cys 


Arg 


Thr 
85 


Leu 


Ala 


Ser 


Ala 


Ser 
90 


Trp 


Leu 


Ser 


Gly 


Leu 
95 


Thr 


Asn 


Ser 


Val 


Ala 
100 


Gin 


Thr 


Ala 


Leu 


Leu 
105 


Ala 


Glu 


Arg 


Pro 


Leu 
110 


Cys 


Ala 


Pro 


Arg 


Leu 
115 


Leu 


Asp 


His 


Phe 


He 
120 


Cys 


Glu 


Leu 


Pro 


Ala 
125 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Gly Gly Asp Gly 


Asp 


Thr 


Thr 


Glu 


Asn 


Gin 


Met 


Phe 


Ala 




130 










135 










140 
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> T _ 

Ala 


Arg 


Val 


Val 


lie 


Leu 


Leu 


Leu 


Pro 


Phe 


Ala 


Val 


He 


Leu 


Ala Ser 












150 










ICC 








160 


Tyr 


Gly 


Ala 


Val 


Ala 
165 


Arg 


Ala 


Val 


Cys 


Cys 
170 


Met 


Arg 


Phe 


Ser 


Gly Gly 
175 


TV 

Arg 


Arg 


Arg 


Ala 


Val 


Gly Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Ala 


Val Cys 


















IOC 
1 O 3 










190 




Leu 


Phe 


Tyr 
195 


Gly 


Ser 


Ala 


He 


Tyr 
200 


Thr 


Tyr 


Leu 


Gin 


Pro 
205 


Ala 


Gin Arg 


Tyr 


Asn 


Gin 


Ala 


Arg Gly 


Lys 


Phe 


Val 


Ser 


Leu 


Phe 


Tyr 


Thr 


Val Val 




210 










215 










220 








Thr 


Pro 


Ala 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg Asn 


Lys 


Lys Val 


225 










230 










235 








240 


Lys Gly 


Ala 


Ala 


Arg 


Arg 


Leu 


Leu 


Arg 


Ser Leu Gly Arg Gly Gin Ala 



245 250 255 



Gly Gin 



<210> 1792 
<211> 316 
<212> PRT 

<213> Unknown (H38g710 protein) 
<220> 

<223> Synthetic construct 
<400> 1792 

Met Gin Arg Ala Asn His Ser Thr Val Thr Gin Phe lie Leu Val Gly 

1 5 10 15 

Phe Ser Val Phe Pro His Leu Gin Leu Met Leu Phe Leu Leu Phe Leu 

20 25 30 

Leu Met Tyr Leu Phe Thr Leu Leu Gly Asn Leu Leu He Met Ala Thr 

35 40 45 

Val Trp Ser Glu Arg Ser Leu His Thr Pro Met Tyr Leu Phe Leu Cys 

50 55 60 

Ala Leu Ser Val Ser Glu He Leu Tyr Thr Val Ala He He Pro Arg 
65 70 75 80 

Met Leu Ala Asp Leu Leu Ser Thr Gin Arg Ser He Ala Phe Leu Ala 

85 90 95 

Cys Ala Ser Gin Met Phe Phe Ser Phe Ser Phe Gly Phe Thr His Ser 

100 105 110 

Phe Leu Leu Thr Val Met Gly Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Leu Arg Tyr Asn Val Leu Met Ser Pro Arg Gly Cys Ala Cys Leu 

130 135 140 

Val Gly Cys Ser Trp Ala Gly Gly Leu Val Met Gly Met Val Val Thr 
145 150 155 160 

Ser Ala lie Phe His Leu Ala Phe Cys Gly His Lys Glu He His His 

165 170 175 

Phe Ala Cys His Val Pro Pro Leu Leu Lys Leu Ala Cys Gly Asp Asp 

180 185 190 

Val Leu Val Val Ala Lys Gly Val Gly Leu Val Cys lie Thr Ala Leu 

195 200 205 

Leu Gly Cys Phe Leu Leu lie Leu Leu Ser Tyr Ala Phe He Val Ala 

210 215 220 

Ala He Leu Lys lie Pro Ser Ala Glu Gly Arg Asn Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Ala Ser His Leu Thr Val Val Val Val His Tyr Gly Phe Ala 

245 250 255 

Ser Val lie Tyr Leu Lys Pro Lys Ser Pro Gin Ser Leu Glu Gly Asp 

260 265 270 

Thr Leu Met Gly He Thr Tyr Thr Val Leu Thr Pro Phe Leu Ser Pro 
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275 280 285 

He He Phe Ser Leu Arg Asn Lys Glu Leu Lys Val Ala Met Lys Lys 

290 295 300 

Thr Phe Phe Ser Lys Leu Tyr Pro Glu Lys Asn Val 
305 310 315 

<210> 1793 
<211> 225 
<212> PRT 

<213> Unknown (H38g711 protein) 



<220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1)...(225) 

<223> Xaa = Any Amino Acid 

<400> 1793 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


1 








5 








Asp 


He 


Gin 


Ser His 


Ser 


Arg 


Val 








20 










Arg 


Cys 


Leu 


Ser 


Leu 


Pro 


Leu 


Leu 






35 










40 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 




50 










55 




Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


65 










70 






Leu 


Ser 


Phe 


Phe 


Phe 


Leu 


Phe 


Val 










85 








Asp 


Ser 


Gin 


Leu 


His 


Asn 


Leu 


He 








100 










Asp 


Val 


Glu 


He 


Pro 


Asn 


Phe 


Phe 






115 










120 


Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 


Thr 




130 










135 




Ala 


Ala 


Val 


Phe 


Gly 


Phe 


Leu 


Pro 


145 










150 






Cys 


Lys 


He 


Leu 


Ser 


Ser 


He 


Leu 










165 








Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 








180 










Phe 


Tyr 


Gly Thr Gly Val 


Gly 


Gly 






195 










200 


Ser 


Pro 


Arg 


Lys 


Ser 


Ala 


Val 


Ala 




210 










215 





Pro 
225 



Thr 


Thr 
10 


Val 


Pro 


Lys 


Met 


He 
15 


Val 


Leu 


Ser Tyr Ala Gly 


Cys 


Leu 


He 


25 










30 






Glu 


Ala 


Trp 


Lys 


Arg 


Gly Met 


Leu 










45 








Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Xaa 


Phe 


Cys 
75 


Gly 


Phe 


Leu 


Asp 


Leu 
80 


Cys 


Phe 
90 


Val 


Phe 


Leu 


Ser 


Leu 
95 


Leu 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Ser 


Lys 


105 










110 






Trp 


Glu 


Pro 


Ser 


Gin 
125 


Leu 


Pro 


His 


Arg 


Asn 


He 


Asn 
140 


Met 


Tyr 


Phe 


Pro 


He 


Ser 


Gly 
155 


Thr 


Phe 


Tyr 


Ser 


Tyr 
160 


Arg 


Val 


Ser 


Ser 


Ser 


Gly Gly 


Lys 




170 










175 




Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


185 










190 






Tyr 


Leu Gly 


Ser 


Asp 


Val 


Ser 


Ser 










205 








Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 



220 



<210> 1794 
<211> 218 
<212> PRT 

<213> Unknown (H3 8g712 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 
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<400> 1794 

Leu Pro Asp lie Gly Phe Thr Ser Thr Met Val Pro Lys Met lie Val 

15 10 15 

Asp lie Gin Ser His Ser Arg Val lie Ser Tyr Ala Gly Arg Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala lie Phe Gly Gly Met Glu Glu Ser Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala lie Cys His Pro Leu 

50 55 60 

Cys His Ser Ala lie Thr Asn Pro Cys Phe Cys Gly Phe Leu Val Leu 
65 70 75 80 

Leu Ser Phe Phe Phe Leu Ser Pro Leu Asp Ala Gin Leu His Asn Leu 

85 , 90 95 

lie Ala Leu Gin Arg Thr Cys Phe Lys Asp Val Glu lie Pro Asn Phe 

100 105 HO 

Phe Cys Asp Pro Ser Gin Phe Pro Arg Leu Ala Cys Cys Gly Thr Phe 

115 120 125 

Thr Asn Asn lie He Met Tyr Phe Pro Ala Ala He Phe Gly Phe Leu 

130 135 140 

! Pro He Ser Gly Thr Leu Phe Ser Tyr Asp Lys He Val Phe Ser He 
145 150 155 160 

Leu Arg Val Ser Ser Ser Gly Gly Lys His Lys Ala Phe Ser Thr Arg 

165 170 175 

Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly Thr Gly Val Gly 

180 185 190 

Glu Tyr Leu Gly Ser Asp Val Ser Ser Ser Pro Arg Lys Gly Ala Val 

195 200 - 205 

Ala Ser Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 1795 
<211> 216 
<212> PRT 

<213> Unknown (H38g713 protein) 
<220> 

<223> Synthetic construct 
<400> 1795 

Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met Ala 

15 10 15 

Gly Phe Leu He Glu Asp Lys Val He Ser Tyr Asn Ala Cys Ala Ala 

20 25 30 

Gin Met Tyr He Phe Val Ala Phe Ala Thr Val Glu Asn Tyr Leu Leu 

35 40 45 

Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu His 

50 55 60 

Tyr Thr Thr Thr Met Thr Thr Thr Val Cys Ala Arg Leu Ala He Gly 
65 70 75 80 

Ser Tyr Leu Cys Gly Phe Leu Asn Ala Ser He His Thr Gly Asp Thr 

85 90 95 

Phe Ser Leu Ser Phe Cys Lys Ser Asn Glu Val His His Phe Phe Cys 

100 105 HO 

Asp He Pro Ala Val Met Val Leu Ser Cys Ser Asp Arg His He Ser 

115 120 125 

Glu Leu Val Leu lie Tyr Val Val Ser Phe Asn He Phe He Ala Leu 

130 135 140 

Leu Val He Leu He Ser Tyr Thr Phe He Phe He Thr He Leu Lys 
145 150 155 160 

Met His Ser Ala Ser Val Tyr Gin Lys Pro Leu Ser Thr Cys Ala Ser 
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165 

His Phe He -Ala Val Gly He Phe 
180 

Leu Gin Pro Ser Ser Ser His Ser 
195 200 
Val Phe Tyr Thr Met Val He Pro 
210 215 



170 175 
Tyr Gly Thr He He Phe Met Tyr 
185 190 
Met Asp Thr Asp Lys Met Ala Pro 
205 



<210> 1796 
<211> 215 
<212> PRT 

<213> Unknown (H38g714 protein) 



<220> 

<223> Synthetic construct 



<400> 1796 



He 


Val 


Asp 


He 


Ser 


Tyr 


Ala 


Ser 


1 








5 








Asn 


Leu 


Met 


Asn 


Gin 


Glu 


Ser 


Thr 








20 










Gin 


Thr 


Phe 


Leu 


Tyr 


Leu 


Ala 


Phe 






35 










40 


Val 


Val 


Met 


Ser 


Tyr 


Asp 


Arg 


Tyr 




50 










55 




Tyr 


Asn 


He 


Leu 


Met 


Ser 


Trp 


Arg 


65 










70 






Ser 


Trp 


Val 


Phe 


Ser 


Phe 


Leu 


Leu 










85 








Leu 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 








100 










He 


Leu 


Ser 


Val 


Leu 


Lys 


Leu 


Ala 






115 










120 


Val 


Val 


He 


Phe 


Ala 


Ala 


Cys 


Val 




130 










135 




Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Leu 


Arg 


145 










150 






Gin 


Ser 


Gly Glu 


Gly Arg Arg 


Lys 










165 








Leu 


Cys 


Val 


Val 


Gly Leu 


Phe 


Phe 








180 










Ala 


Pro 


Lys 


Ser 


Arg 


His 


Pro 


Glu 






195 










200 


Phe 


Tyr 


Ser 


Leu 


Phe 


Asn 


Pro 






210 










215 





Asn 


Tyr 
10 


Val 


Pro 


Lys 


Met 


Leu 
15 


Thr 


He 


Ser 


Phe 


Phe 


Pro 


Cys 


He 


Met 


25 










30 






Ala 


His 


Val 


Glu 


Cys 
45 


Leu 


He 


Leu 


Ala 


Asp 


He 


Cys 
60 


His 


Pro 


Leu 


Arg 


Val 


Cys 


Thr 
75 


Val 


Leu 


A.la 


Val 


Ala 
80 


Ala 


Leu 
90 


Val 


Pro 


Leu 


Val 


Leu 
95 


He 


His 


Glu 


He 


Asn 


His 


Phe 


Cys 


Glu 


105 










110 






Cys 


Ala 


Asp 


Thr 


Trp 
125 


Leu 


Asn 


Gin 


Phe 


He 


Leu 


Val 
140 


Gly 


Pro 


Leu 


Cys 


He 


Leu 


Ala 
155 


Ala 


He 


Leu 


Arg 


He 
160 


Ala 


Phe 
170 


Ser 


Thr 


Cys 


Ser 


Ser 
175 


His 


Gly 


Ser 


Ala 


He 


Val 


Thr 


Tyr 


Met 


185 










190 






Glu 


Gin 


Gin 


Lys 


Val 
205 


Leu 


Ser 


Leu 



<210> 1797 
<211> 162 
<212>* PRT 

<213> Unknown (H38g715 protein) 



<220> 

<223> Synthetic construct 
<400> 1797 

Val Ala He Cys Lys Pro Leu His Tyr Val Val He Met Asn Asn Arg 

1 5 10 15 

Val Cys Thr Leu Leu Val Leu Cys Cys Trp Val Ala Gly Leu Met He 

20 25 30 

He Val Pro Pro Leu Ser Leu Gly Leu Gin Leu Glu Phe Cys Asp Ser 
35 40 45 
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Asn 


Ala 


He 


Asp 


His 


Phe 


Ser 


Cys 


Asp Ala Gly 


Pro 


Leu 


Leu 


■uys> 


Tip 

■lie 




50 










55 










60 








Ser 


Cys 


Ser 


Asp 


Thr 


Trp 


Val 


He 


Glu 


Gin 


Met 


Val 


He 


Leu 




TV 1 


65 










70 










75 










80 


Val 


Phe 


Ala 


Leu 


He 
85 


He 


Thr 


Pro 


Val 


90 


Val 


He 


Leu 


Ser 


iyr 

-7 J 


Leu 


Tyr 


lie 


Val 


Arg 


Thr 


He 


Leu 


Lys 


Tr>i_ A 

rne 


Fro 


Ser 


Val 


Gin 


Gin 


A-rer 


Lys 








100 










105 










110 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Met 


He 


Val 


Val 


Ser 


He 


Ala 






115 










120 










125 






Tyr Gly 


Ser 


Cys 


He 


Phe 


He 


Tyr 


lie 


Lys 


Pro 


Ser 


Ala 


Lys 


Asp 


Glu 




130 










135 










140 






Val 


Ala 


He 


Asn 


Lys 


Gly Val 


Ser 


Val 


Leu 


Thr 


Thr 


Ser 


Val 


Ala 


Pro 


145 










150 










155 










160 


Leu 


Leu 































<210> 1798 
<211> 224 
<212> PRT 

<213> Unknown (H3 8g716 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (224) 

<223> Xaa = Any Amino Acid 

<400> 1798 

Leu Pro Asp He Gly Phe Thr Ser Thr Thr Val Pro Lys Met He Val 

1 5 10 15 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 " 30 

Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Glu Asn Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Gin Phe Val Ala He Cys His Pro Pro 

50 55 60 

Tyr Arg Ser Ala lie Leu Asn Pro Cys Phe Cys Gly Phe Gin Asp Leu 
65 70 75 80 

Leu Ser Leu Tyr Phe Phe Leu Phe Phe Ser Phe Phe Leu Arg Leu Leu 

85 90 95 

Asp Ser Gin Leu His Asn Leu He Ala Leu Gin Met Thr Cys Phe Lys 

100 105 110 

Asp Val Glu He Ser Asn Val Phe Trp Glu Pro Ser Gin Leu Ser His 

115 120 125 

Leu Ala Cys Cys Asp Thr Phe Thr Arg Asn He Met Tyr Phe Pro Ala 

130 135 140 

Ala He Phe Gly Phe Leu Pro He Leu Gly Thr Leu Phe Ser Tyr Cys 
"5 150 155 160 

Lys He Val Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Lys Tyr 

165 170 " 175 

Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe 

180 185 190 

Tyr Gly Thr Gly Val Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser 

195 200 205 

Leu Arg Lys Ala Ala Val Ala Ser Val Met Tyr Lys Met Val Thr Pro 
210 215 220 

<210> 1799 
<211> 218 
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<212> PRT 

<213> Unknovm (H38g717 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 



<400> 1799 



Leu 


Ala 


Asp 


He Gly 


Phe 


Thr 


Ser 


Asn 


Thr 


Val 


Pro 


Lys 


Met 


xie 


val 


1 






5 










10 










lb 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Ala 


Gly Cys 


Leu 


Tnr 






20 










25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


Val 


Phe Gly Gly Met Glu 


Glu 


Ser 


Met 


Leu 






35 










40 










45 








Leu 


Ser 
50 


Val 


Arg 


Ala 


Tyr 


Asp 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


Tyr 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


65 








70 










75 










Q ft 

80 


Cys 


Phe 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Asn 


Leu 








85 










90 










95 




He 


Ala 


Leu 


Gin 
100 


Met 


Thr 


Cys 


He 


Lys 
105 


Asp 


Val 


Glu 


He 


Pro 
110 


Asn 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 




115 










120 










125 








Thr 


He 
130 


Asn 


He 


Val 


Met 


Tyr 
135 


Phe 


Pro 


Ala 


Ala 


He 
140 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser Gly Thr 


Leu 


Phe 


Ser 


Tyr 


Ser 


Lys 


He 


Val 


Ser 


Ser 


He 


145 










150 










155 










160 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 








165 










170 










175 




Gly Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 


Val 


Tyr 


Gly Thr 


Gly Val 


Gly 








180 










185 










190 






Gly Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Leu 


Arg 


Lys 


Ala 


Ala 


Val 






195 










200 










205 








Ala 


Ser 
210 


Val 


Met 


Tyr 


Thr 


Val 
215 


Val 


Thr 


Pro 















<210> 1800 
<211> 295 
<212> PRT 

<213> Unknown (H38g718 protein) 



<220> 

<223> Synthetic construct 



<400> *1800 




























Leu 


He 


Phe 


Phe 


Leu 


He 


Tyr 


Pro 


Leu 


He 


Leu 


Val 


Gly Asn Asp Gin 


1 








5 










10 










15 




He 


Leu 


Val 


Val 
20 


Val 


Met 


Ala 


Glu 


Ala 
25 


Ser 


Leu 


His 


Lys 


Pro 
30 


Val 


Tyr 


Phe 


Phe 


Leu 
35 


He 


Asn 


Leu 


Ser 


Ala 
40 


Leu 


Asp 


He 


Leu 


Ser 
45 


Thr 


Thr 


Val 


Thr 


Val 


Pro 


Lys 


Thr 


Leu 


Pro 


Leu 


Phe 


Leu 


Leu 


Gly Asp 


His 


Phe 


Leu 




50 










55 










60 










Ser 


Phe 


Pro 


Ala 


Cys 


Phe 


Leu 


Gin 


Met 


Tyr 


Leu 


Phe 


His 


Ser 


Phe 


Ser 


65 










70 










75 










80 


Cys 


Ser 


Glu 


Ala 


Phe 


He 


Leu 


Val 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 








85 










90 










95 
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Ala 


lie 


Cvs 


His 
100 


Pro 


Leu 


Gin 


Tvr 


Pro 
105 


Val 


Leu 


Met 


Asn 


Pro 
110 


Gin 


X ilX 


Asn 


Ala 


Val 


Leu 


Ala 


Thr 


Glv 


Ala 


Trp Leu 


Thr 


Ala 


Leu 


Leu 


Leu 


Prrv 






115 










120 










125 








lie 


Pro 
130 


Ala 


Val 


Val 


Gin 


Thr 
135 


Ser 


Gin 


Met 


Ala 


Phe 
140 


Asp 


Ser 


He 


Ala 


Asp 


lie 


Tyr 


His 


Cvs 


Phe 


Cys 


Asp 


His 


Leu 


Ala 


Val 


Val 


Gin 


Ala 




145 










150 










155 










160 


Cvs 


Ser 


Asp 


Thr 


Ser 
165 


Pro 


Gin 


Thr 


Phe 


Met 
170 


Gly 


Phe 


Cys 


He 


Ala 
175 


net 


Val 


Val 


Ser 


Phe 
180 


Leu 


Pro 


Leu 


Leu 


J- o 


Val 


Leu 


Leu 


Ser 


Tyr 
190 


Ala 




lie 


Leu 


Thr 


Ser 


Val 


Leu 


Arg 


lie 


Asn 


Ser Gin Glu Gly Arg 


Ser 


Lys 






195 










200 










205 








Ala 


Phe 


Ser 


Thr 


Cvs 


Ser 


Ser 


His 


Leu 


Pro 


Val 


Val 


Gly Thr Tyr 


Tyr 




210 










215 










220 








Ser 


OCX 


lie 


Ala 


lie 


Ala 


1 y r 


vox 


Ala 


Tyr 


Ser 


Ala 


Asp 


Leu 


Pro 


Leu 


225 










230 










235 










240 


Ion 


•l lit: 


nib 


Veil 


Mot- 
net 

245 




Asn 


vax 


Val 


His 
250 


Ala 


Leu 


Leu 


Leu 


Pro 
255 


Leu 


'Leu 


Leu 


Leu 


Leu 


Pro 


Leu 


Pro 


Leu 


Leu 


Pro 


Leu 


Pro 


Leu Arg 


Leu 


Pro 








260 










265 










270 






Leu 


Leu 


Leu 
275 


Leu 


Leu 


Arg 


Ser 


Pro 
280 


Ser 


Ser 


Ser 


Ser 


Ser 
285 


Ser 


Pro 


Ser 


Pro 


Ser 
290 


Ser 


Ser 


Phe 


Phe 


Phe 
295 





















<210> 1801 
<211> 311 
<212> PRT 

<213> Unknown (H38g719 protein) 
<220> 

<223> Synthetic construct 



<400> 1801 

Met Glu Met Glu Asn Cys Thr Arg Val Lys Glu Phe He Phe Leu Gly 

15 10 15 

Leu Thr Gin Asn Arg Glu Val Ser Leu Val Leu Phe Leu Phe Leu Leu 

20 25 30 

Leu Val Tyr Val Thr Thr Leu Leu Gly Asn Leu Leu He Met Val Thr 

35 40 45 

Val Thr Cys Glu Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu His 

50 55 60 

Asn Leu Ser He Ala Asp He Cys Phe Ser Ser He Thr Val Pro Lys 
65 70 75 80 

Val Leu Val Asp Leu Leu Ser Glu Arg Lys Thr He Ser Phe Asn His 

85 90 95 

Cys Phe Thr Gin Met Phe Leu Phe His Leu He Gly Gly Val Asp Val 

100 105 " 110 

Phe Ser Leu Ser Val Met Ala Leu Asp Arg Tyr Val Ala He Ser Lys 

115 120 125 

Pro Leu His Tyr Ala Thr He Met Ser Arg Asp Gin Cys He Gly Leu 

130 135 140 

Thr Val Ala Ala Trp Leu Gly Gly Phe Val His Ser He Val Gin He 
145 150 155 160 

Ser Leu Leu Leu Pro Leu Pro Phe Cys Gly Pro Asn Val Leu Asp Thr 

165 170 175 

Phe Tyr Cys Asp Val His Arg Val Leu Lys Leu Ala His Thr Asp He 

180 185 190 

Phe lie Leu Glu Leu Leu Met He Ser Asn Asn Gly Leu Leu Thr Thr 
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195 

Leu Trp Phe Phe Leu Leu Leu 
210 215 
Pro Lys Ser Gin Ala Gly Glu 
225 230 
Thr Ser His He Thr Val Val 
245 

Val Tyr Ala Arg Pro Phe Thr 
260 

Val Thr Phe Thr Val He Ser 
275 

Leu Arg Asn His Glu Met Lys 
290 295 
Leu Val Pro Ser Asp Arg Lys 

305 310 

<210> 1802 
<211> 299 
<212> PRT 
<213> Unknown (H3 8g720 protein) 

<220> 

<223> Synthetic construct, 



<400> 1802 



Thr 


Met 


Gin 


Gin 


Asn 


Asn 


Ser 


Val 


Pro 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 










R 

ZJ 










10 














Thr 


Gin 


Asp 


Pro 

£ u 


Leu 


Arg 


Gin 


Lys 


He 
25 


Val 


Phe 


Val 


He 


Phe 

J u 


Leu 


He 


Phe 


Tyr 


Met 


Gly 


Thr 


Val 


Val 


Gly Asn Met 


Leu 


He 


He 


Val 


Thr 


He 






35 










40 










45 








Lys 


Ser 
50 


Ser 


Arg 


Thr 


Leu 


Gly 
55 


Ser 


Pro 


Met 


Tyr 


Phe 
60 


Phe 


Leu 


Phe 


Tyr 


Leu 


Ser 


Phe 


Ala 


Asp 


Ser 


Cys 


Phe 


Ser 


Thr 


Ser 


Thr 


Ala 


Pro 


Arg 


Leu 


65 










70 










75 










80 


He 


Val 


Asp 


Ala 


Leu 
85 


Ser 


Glu 


Lys 


Lys 


He 
90 


He 


Thr 


Tyr 


Asn 


Glu 
95 


Cys 


Met 


Thr 


Gin 


Val 


Phe 


Ala 


Leu 


His 


Leu 


Phe Gly 


Cys 


Met 


Glu 


He 


Phe 








100 










105 










110 






Val 


Leu 


He 
115 


Leu 


Met 


Ala 


Val 


Asp 
120 


Arg 


Tyr 


Val 


Ala 


He 
125 


Cys 


Lys 


Pro 


Leu 


Arg 
130 


Tyr 


Pro 


Thr 


He 


Met 
135 


Ser 


Gin 


Gin 


Val 


Cys 
140 


He 


He 


Leu 


He 


Val 


Leu 


Ala 


Trp 


He 


Gly 


Ser 


Leu 


He 


His 


Ser 


Thr 


Ala 


Gin 


He 


He 


145 










150 










155 










160 


Leu 


Ala 


Leu 


Arg 


Leu 
165 


Pro 


Phe 


Cys 


Gly 


Pro 
170 


Tyr 


Leu 


He 


Asp 


His 
175 


Tyr 


Cys 


Cys 


Asp 


Leu 
180 


Gin 


Pro 


Leu 


Leu 


Lys 
185 


Leu 


Ala 


Cys 


Met 


Asp 
190 


Thr 


Tyr 


Met 


He 


Asn 


Leu 


Leu 


Leu 


Val 


Ser 


Asn 


Ser Gly 


Ala 


He 


Cys 


Ser 


Ser 






195 










200 










205 








Ser 


Phe 
210 


Met 


He 


Leu 


He 


He 
215 


Ser 


Tyr 


He 


Val 


He 
220 


Leu 


His 


Ser 


Leu 


Arg 


Asn 


His 


Ser 


Ala 


Lys 


Gly 


Lys 


Lys 


Lys 


Ala 


Leu 


Ser 


Ala 


Cys 


Thr 


225 










230 










235 










240 


Ser 


His 


He 


He 


Val 


Val 


He 


Leu 


Phe 


Phe Gly 


Pro 


Cys 


He 


Phe 


He 










245 










250 










255 




Tyr 


Thr 


Arg 


Pro 
260 


Pro 


Thr 


Thr 


Phe 


Pro 
265 


Met 


Asp 


Lys 


Met 


Vai 
270 


Ala 


Val 


Phe 


Tyr 


Thr 
275 


He 


Gly 


Thr 


Pro 


Phe 
280 


Leu 


Asn 


Pro 


Leu 


He 
285 


Tyr 


Thr 


Leu 



200 205 
Val Ser Tyr He Val He Leu Ser Leu 
220 

Gly Arg Arg Lys Ala He Ser Thr Cys 
235 240 
Thr Leu His Phe Val Pro Cys He Tyr 

250 255 
Ala Leu Pro Met Asp Lys Ala He Ser 

265 270 
Pro Leu Leu Asn Pro Leu He Tyr Thr 
280 285 
Ser Ala Met Arg Arg Leu Lys Arg Arg 
300 
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Arg Asn Ala Glu Val Lys Asn Ala Met Arg Lys 
290 295 

<210> 1803 
<211> 314 
<212> PRT 

<213> Unknown (H38g721 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 

<400> 1803 

Met Glu Leu Gly Asn Val Thr Arg Val Lys Glu Phe lie Phe Leu Gly 

15 10 15 

Leu Thr Gin Ser Gin Asp Gin Ser Leu Val Leu Phe Leu Phe Leu Cys 

20 25 30 

iLeu Val Tyr Met Thr Thr Leu Leu Gly Asn Leu Leu lie Met Val Thr 

35 40 45 

Val Thr Cys Glu Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu Arg 

50 .55 60 
Asn Leu Ala lie Leu Asp lie Cys Phe Ser Ser Thr Thr Ala Pro Lys 
65 70 75 80 

Val Leu Leu Asp Leu Leu Ser Lys Lys Lys Thr lie Ser Tyr Thr Ser 

85 90 95 

Cys Met Thr Gin lie Phe Leu Phe His Leu Leu Gly Gly Ala Asp lie 

100 105 110 

Phe Ser Leu Ser Val Met Ala Phe Asp Cys Tyr Met Ala lie Ser Lys 

115 120 125 

Pro Leu His Tyr Val Thr lie Met Ser Arg Gly Gin Cys Thr Ala Leu 

130 135 140 

lie Ser Ala Ser Trp Met Gly Gly Phe Val His Ser lie Val Gin lie 
145 150 155 160 

Ser Leu Leu Leu Pro Leu Pro Phe Cys Gly Pro Asn Val Leu Asp Thr 

165 170 175 

Phe Tyr Cys Asp Val Pro Gin Val Leu Lys Leu Thr Cys Thr Asp Thr 

180 185 190 

Phe Ala Leu Glu Phe Leu Met lie Ser Asn Asn Gly Leu Val Thr Thr 

195 200 205 

Leu Trp Phe lie Phe Leu Leu Val Ser Tyr Thr Val lie Leu Met Thr 

210 215 220 

Leu Arg Ser Gin Ala Gly Gly Gly Arg Arg Lys Ala lie Ser Thr Cys 
225 230 235 240 

Thr Ser His lie Thr Val Val Thr Leu His Phe Val Pro Cys lie Tyr 

245 250 255 

Val Tyr Ala Arg Pro Phe Thr Ala Leu Pro Thr Glu Lys Ala lie Ser 

260 265 270 

Val Thr Phe Thr Val lie Ser Pro Leu Leu Asn Pro Leu lie Tyr Thr 

275 280 285 

Leu Arg Asn Gin Glu Met Lys Ser Ala Met Arg Arg Leu Lys Arg Arg 

290 295 300 

Leu Val Pro Ser Glu Arg Glu Xaa Lys Thr 
305 310 

<210> 1804 
<211> 314 
<212> PRT 

<213> Unknown (H38g722 protein) 
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<220> 

<223> Synthetic construct 



<400> 1804 




























Met 


Leu 


Gly Leu 


Asn 


His 


Thr 


Ser 


Met 


Ser 


Glu 


Phe 


He 


Leu 


Val 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Ala 


Phe 
20 


Pro 


His 


Leu 


Gin 


Leu 
25 


Met 


Leu 


Phe 


Leu 


Leu 
30 


Phe 


Leu 


Leu 


Met 


Tvr 


Leu 


rue 


Thr 


Leu 


Leu Gly Asn Leu 


Leu 


He 


Met 


Ala 


Thr 






35 










40 










45 








Val 


Trt) 

XT 

50 


Ser 


Glu 


Arg 


Cor 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Leu 


Phe 


Leu 


Cvs 


Val 


Leu 


Ser 


Val 


Ser 


UlU 


He 


Leu 


Tyr 


Thr 


Val 


Ala 


He 


He 


Pro 


Ara 


6S 










70 










75 










80 


Met 


Leu 


AT ^ 

Jt\ J»ct 


Sen 


Leu 


Leu 


Ser 


Thr 


Gin 


Arg 


Ser 


He 


Ala 


Phe 


Leu 


Ala 








oc 
03 










90 










95 






Ala 


Ser 




Met 


pne 


Phe 


Ser 


Phe 


Ser 


Phe Gly 


Phe 


Thr 


His 


Ser 








100 










105 










110 






Phe 


Leu 


Leu 


Thr 


val 


Met 


Gly Tyr 


Asp Arg 


Tyr 


Val 


AT a 
nla 


He 


Cys 


His 






1 1 c 
113 










120 










125 








Pro 


Leu 

i on 
1J U 


Arg 


Tyr 


Asn 


val 


Leu 
135 


Met 


Ser 


Pro 


Arg 


Gly 
140 


uys 


Ala 


Cys 


Leu 


Val 


Gly 


Cys 




Trp 


Ala 


Gly Gly 


Ser 


Val 


Met 


Gly 


Kc U 


Val 


Val 


Thr 












150 










155 










160 


Ser 


nia 


Tl 

lie 


riie 


Gin 
lob 


Leu 


Thr 


Phe 


Cys 


Gly 
170 


Ser 


His 


Glu 


lie 


Gin 
175 


His 


Phe 


Leu 


Cys 


nlS 


Val 


Pro 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Gly Asn Asn 








180 










185 










190 






Val 


Pro 




V Ct -L 


Ala 


Leu 


Gly Val 


Gly Leu 


Val 


Cys 


He 


Met 


Ala 


Leu 






IOC 

X J -J 










200 










205 








Leu 


Z> J. V 




Phe 


Leu 


Leu 


He 
215 


Leu 


Leu 


Ser 


Tyr 


Ala 
220 


Phe 


He 


Val 


Ala 


Asp 


He 


Leu 


Lys 


lie 


Pro 


Ser 


Ala 


Glu 


Gly Arg Asn 


Lys 


Ala 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


He 


Val 


Val 


He 


Val 


His 


Tyr Gly 


Phe 


Ala 








245 










250 










255 




Ser 


Val 


He 


Tyr 


Leu 


Lys 


Pro 


Lys 


Gly 


Pro 


His 


Ser 


Gin 


Glu 


Gly Asp 








260 










265 










270 






Thr 


Leu 


Met 
275 


Ala 


Thr 


Thr 


Tyr 


Ala 
280 


Val 


Leu 


Thr 


Pro 


Phe 
285 


Leu 


Ser 


Pro 


He 


He 
290 


Phe 


Ser 


Leu 


Arg 


Asn 
295 


Lys 


Glu 


Leu 


Lys 


Val 
300 


Ala 


Met 


Lys 


Arg 


Thr 


Phe 


Leu 


Ser 


Thr 


Leu 


Tyr 


Ser 


Ser Gly 














305 










310 























<210> 1805 
<211> 316 
<212>*PRT 

<213> Unknown (H38g723 protein) 
<220> 

<223> Synthetic construct 
<400> 1805 

Met Pro Gly Gin Asn Tyr Arg Thr 

1 5 
Phe Ser Ala Phe Pro Gin Gin Leu 
20 

Leu Leu Met Phe Leu Phe Thr Leu 
35 40 



He Ser Glu Phe He Leu Ser Gly 

10 15 
Leu Pro Val Leu Phe Leu Leu Tyr 
25 30 
Leu Gly Asn Leu Leu He Met Ala 
45 
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Thr Val Trp He Glu Arg Arg Leu His Thr Pro Met Tyr Leu Phe Leu 

50 55 60 

Cys Ala Leu Ser He Ser Glu He Leu Phe Thr Val Ala He Thr Pro 
65 70 75 80 

Arg Met Leu Ala Asp Leu Leu Phe Thr His Arg Ser He Thr Phe Val 

85 90 95 

Ala Cys Ala He Gin Met Phe Phe Ser Phe Met Phe Gly Phe Thr His 

100 105 110 

Ser Phe Leu Leu Met Val Met Gly Tyr Asp His Tyr Val Thr He Cys 

115 120 125 

His Pro Leu His Tyr Asn Met Leu Met Ser Pro Arg Gly Cys Ala His 

130 135 140 

Leu Val Ala Trp Thr Trp Ala Gly Gly Ser Val Met Gly Met Met Val 
145 150 155 160 

Thr Met Met Val Phe His Leu Thr Phe Cys Gly Ser Asn Val He His 

165 170 175 

His Phe Leu Cys His Val Leu Ser Leu Leu Lys Leu Ala Cys Gly Ser 

180 185 190 

Lys Thr Ser Ser Val He Met Gly Val Met Leu Val Cys Val Thr Ala 

195 200 205 

Leu He Gly Cys Leu Phe Leu He He Leu Ser Phe Val Phe He Val 

210 215 220 

Ala Ala He Leu Arg He Pro Ser Ala Glu Gly Arg His Lys Thr Phe 
225 230 235 240 

Ser Thr Cys Val Ser His Leu Thr Val Val Val Met His Tyr Ser Phe 

245 250 255 

Ala Ser Leu He Tyr Leu Lys Pro Lys Gly Leu His Ser Met Tyr Ser 

260 265 270 

Asp Ala Leu Met Ala Thr Thr Tyr Thr Val Phe Thr Pro Phe Leu Ser 

275 280 285 

Pro He lie Phe Ser Leu Arg Asn Lys Glu Leu Lys Asn Ala He Asn 

290 295 300 

Lys Asn Phe Cys Arg Arg Phe Cys Pro Leu Ser Ser 
305 310 315 



<210> 1806 
<211> 161 
<212> PRT 

<213> Unknown (H3 8g724 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(161) 

<223> Xaa = Any Amino Acid 



<400> 1806 




























Gly Trp Lys 


Ser 


Ser 


Thr 


Phe 


Asn 


He 


Ser 


Cys 


Thr 


Lys 


Phe 


Phe 


Leu 


1 




5 










10 










15 




Val Gly Phe 


Pro Gly Leu 


Arg 


Glu 


Trp 


Trp 


Pro 


Leu 


Leu 


Val 


Leu 


Pro 




20 










25 










30 






Leu Val Phe 


Leu 


Phe 


Val 


Thr 


He 


He 


Ser 


Ala 


Asn 


Ala 


Leu 


Val 


He 


35 










40 










45 








His Thr Val 


Val 


Ala 


Arg 


Gin 


Asn 


Leu 


His 


Gin 


Pro 


Thr 


Cys 


Met 


Leu 


50 








55 










60 










He Thr Val 


Leu 


Leu 


Ala 


Val 


Asn 


He Arg Ala Ala Thr Ala Val 


Met 


65 






70 










75 










80 


Pro Lys Met 


Leu 


Glu 


Gly 


Phe 


Val 


Tyr 


Tyr 


Ala 


Asn 


Pro 


He 


Ser 


Leu 






85 










90 










95 




His Gly Arg 


Leu 


Ala 


Xaa 


Val 


Phe 


Phe 


He 


Tyr 


Phe 


Thr 


Leu 


Leu 


Leu 



1013 



BNSOOaO: <WO 01Z71S8A2_I_> 



WO 01/27158 



PCT/US00/27582 



100 105 110 

Asp Tyr Asn Phe Leu Trp Pro Trp Pro Trp Thr Gly Tyr Phe Ala lie 

115 120 125 

Cys His Pro Leu Cys Phe Ser Asp Leu Met Thr Ser Gin Leu Leu Gly 

130 135 140 

Leu Leu Ala lie Leu Ala Phe Glu Gin Ser Pro Gly Ser Asp Pro Ala 
145 150 155 160 

Pro 



<210> 1807 
<211> 198 
<212> PRT 

<213> Unknown <H38g725 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(198) 

<223> Xaa = Any Amino Acid 



<400> 1807 



Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Cys 


Phe 


Gin 


Thr Glu Xaa 


Leu 


Pro 


Ser 


1 








5 










10 






15 




Trp 


Leu 


Gly 


Leu 
20 


Leu 


Ala 


He 


Leu 


Ala 
25 


Leu 


Thr Gin Ser 


Trp 
30 


Gly 


Val 


Thr 


Val 


Pro 
35 


Leu 


Val 


Val 


Leu 


Thr 
40 


Ala 


Lys 


Ala Asp Phe 
45 


Cys 


Arg 


Thr 


Ala 


Val 
50 


He 


Arg 


His 


Phe 


Thr 
55 


Cys 


Glu 


Cys 


He Ala Leu 
60 


Leu 


Ser 


He 


Ala 


Cys 


Gly 


Asp 


Leu 


Thr 


Phe 


Asn 


Asn 


Trp 


Leu Gly Leu Ala Met 


Cys 


65 










70 










75 






80 


Leu 


Val 


Thr 


Val 


He 
85 


Ser 


Asp 


Met 


Ala 


Leu 
90 


Leu Gly Thr 


Ser 


Tyr 
95 


Thr 


His 


lie 


He 


Tyr 


Ala 


Ala 


Phe 


Arg 


He 


Ser 


Ser Trp Gly Ala Gin 


Ala 








100 










105 






110 






Lys 


Ala 


Leu 
115 


His 


Thr 


Cys 


Gly 


Ser 
120 


His 


Leu 


Leu Val He 
125 


Leu 


Ser 


He 


Tyr 


Val 
130 


Ser 


Gly 


Leu 


Ser 


Thr 
135 


Ser 


He 


Thr 


Phe Xaa Val. 
140 


Ala 


Lys 


Thr 


Val 


Ser 


Gin 


Asn 


Val 


Gin 


Asn 


Leu 


Leu 


Ser 


Ala He Tyr 


Leu 


Leu 


Leu 


145 










150 










155 






160 


Pro 


Gly 


Ala 


Leu 


Asn 


Pro 


Val 


He 


Tyr Gly Val Arg Thr 


Arg 


Glu 


He 










165 










170 






175 




Gin 


Gin 


His 


Val 
180 


Glu 


Lys 


Met 


Leu 


Cys 
185 


Glu 


Lys Glu Thr 


Ala 
190 


Gin 


Lys 


Ala 


Gly 


Glu 
195 


Lys 


Pro 


Lys 



















<210> 1808 
<211> 315 
<212> PRT 

<213> Unknown (H38g726 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 
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<400> 1808 

Phe Ser Gin Asn Leu Leu lie Ser Gly Ser Gly Ser Phe Val Leu Leu 

1 5 10 15 

Gly Met Pro Gly Leu Glu Ala Leu His Ala Trp Leu Ser Val Pro Val 

20 25 30 

Cys Leu Leu Tyr Met Ala Ala Leu Val Gly Asn Ala Leu Leu Val Gly 

35 40 45 

Leu Val Val Ala Asp Lys Ala Leu Trp Ala Pro Met Tyr Gin Leu Leu 

50 55 60 

Trp Leu Leu Ala Ala Ala Asp Phe Val Leu Ala Thr Ser Thr Val Pro 
65 70 75 80 

Lys Ala Leu Ala Val Leu Trp Gly Leu Ser Ser Glu lie Ser Phe Gly 

85. 90 95 

Gly Cys Leu Ala Gin Leu Phe Val Ala His Ser Val Asn His Cys His 

100 105 110 

He Ala Glu Ser Ser Val Leu Leu Ser Thr Ala Val Asp Cys Gin Pro 

115 120 125 

Leu Arg Tyr Gly Ala Leu Leu Ala Gin Phe Val Val Gly Leu Val Ala 

130 135 140 

Leu Thr Thr Met Thr Arg Asp Val Cys Val Met Tyr Thr. Leu Xaa Phe 
145 150 155 160 

Leu Phe Lys Lys Leu Pro Tyr Cys Gly Gin Trp Ala Leu Pro His Thr 

165 170 175 

Tyr Cys Glu His Met Gly Val Ala Cys Leu Ala Cys Gly Asp Thr Cys 

180 185 190 

Pro He He Arg Tyr Gly Leu Ala Thr Thr Leu Leu Ser Pro Ala Leu 

195 200 . 205 

Asp Leu Gly Leu He Gly Ala Ser Tyr Ala Leu He Phe Arg Ala Val 

210 215 220 

Cys Arg Leu Pro Ser His Val Ala Cys His Lys Ala Leu Gly Asn Cys 
225 230 235 ~ 240 

Gly Thr Tyr Ala Ser He He Gly Leu Phe Tyr Thr Pro Ala Leu Phe 

245 250 255 

Ser Phe Leu Ala His Cys Phe Gly Cys His Thr Val Pro Asn His He 

260 265 270 

His He Leu Leu Ala Asn Leu Tyr Ala Val Val Phe Pro Ala Phe Asn 

275 280 285 

Pro Val Val Tyr Gly Val Gin Thr Gin Gin Ser Ser Glu Ala Gin Glu 

290 295 300 

Leu Ala Ser Thr Phe Leu Gly Arg Ser Ser Glu 
305 310 315 

<210> 1809 
<211> 313 
<212> PRT 

<213> Unknown (H38g727 protein) 
<220> 

<223> Synthetic construct 
<400> 1809 

Met Asn Trp Glu Asn Glu Ser Ser Pro Lys Glu Phe He Leu Leu Gly 

1 5 10 15 

Phe Ser Asp Arg Ala Trp Leu Gin Met Pro Leu Phe Val Val Leu Leu 

20 25 30 

He Ser Tyr Thr He Thr He Phe Gly Asn Val Ser He Met Met Val 

35 40 45 

Cys He Leu Asp Pro Lys Leu His Thr Pro Met Tyr Phe Phe Leu Thr 

50 55 60 

Asn Leu Ser He Leu Asp Leu Cys Tyr Thr Thr Thr Thr Val Pro His 
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65 








70 






75 








80 


Mot" TiPii 


Val 


Asn 


He 


Glv 

WJ - Jr 


Cvs 


Asn 


Lys Lys Thr He 


Ser 


Tyr 


Ala 


Gly 








85 








90 






95 




v. y s> vai 


Ala 


His 


Leu 


He 


He 


Phe 


Leu Ala Leu Gly Ala 


Thr 


Glu 


Cys 




100 










105 




110 






T on T an 

Leu Lieu 


Leu 


Ala 


Val 


Met 


Ser 


Phe 


iicn Ara Tvr Val 


Ala 


Val 


Cys 


Arg 




115 










120 




125 








Pro Leu 


Hi d 


iyx 


Val 


Val 


He 


Met 


A cn Tvr Tiro Phe 


Cvs 

w Jr *** 


Leu 


Arg 


Met 


130 








135 




140 










J\X8L nXa 


r Jlc 


Ser 




Leu 


He 


Glv 

vj-t- Jr 


Phe Gly Asn Ser 


Val 


Leu 


Gin 


Ser 










150 






155 








160 


Sex* Leu 






Asn 


Met 


Pro 


Ara 


Cys Gly His Gin 


Glu 


Val 


Asp 


His 








165 








170 






175 




DVi a DVi o. 

fne rrie 


Cys 


VJIU 


Val 


Pro 


Ala 


Leu 


Leu Lys Leu Ser 


Cys 


Ala 


Asp 


Thr 






1 RO 
x o w 










185 




190 






Lys Pro 


x xe 




nict 


Glu 


Leu 


Phe 


Phe Phe Ser Val 


Leu 


He 


Leu 


Leu 


195 










200 




205 








He Pro 


v ax 


X Hi 


Leu 


Tl <=k 
Xlc 




He 


Ser Tyr Gly Phe 


He 


Ala 


Gin 


Ala 












215 




220 










vax Lieu 


- 

Lys 


Tift 

x xe 


Arg 


Cor 

OCX 


Ala 


Glu Gly Arg Gin Lys 


Ala 


Phe 


Gly 


Thr 


Z Z D 






230 






235 








240 




Coy 
Del 


Hi 
nio 


Met 


He 


Val 


Val 


Ser Leu Phe Tyr Gly Thr Ala 


He 






245 








250 






255 




Tyr Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Ser Thr Ser Lys 


Asp 


Trp Gly 


Lys 


260 










265 




270 






Met Val 


Ser 


Leu 


Phe 




Glv 


He 


He Thr Ser Met 


Leu 


Asn 


Ser 


Leu 




275 










280 




285 








He Tyr 


Ser 


L6U 


A y-ct 


Asn 


Lys 


Asp 


Met Lys Glu Ala 


Phe 


Lys 


Arg 


Leu 


290 










295 




300 










Met Pro 


Arg 


He 


Phe 


Phe 


Cys 


Lys 


Lys 










305 








310 
















<210> 1810 






















<211> 323 






















<212> PRT 






















<213> Unknown (H38g728 protein) 












<220> 
























<223> Synthetic 


construct 














<221> VARIANT 




















<222> (1).. 


. (323) 


















<223> Xaa = 


Any 


Amino Acid 














<400> 1810 






















Gly Thr 


Leu 


Asn 


Leu 


Ser 


Ser 


Phe 


Asn Pro Gly Leu 


Phe 


He 


Leu 


Leu 


1 






5 








10 






15 




Gly He 


Pro 


Gly 


Leu 


Glu 


Trp 


Phe 


Cys He Trp Met 


Gly 


He 


Leu 


Ser 






20 










25 




30 






Phe Thr 


Ser 


Tyr 


Leu 


Val 


Ser 


Leu Ala Gly Asn Val 


He 


Leu 


Leu 


Tyr 




35 








40 




45 








Leu He 


Thr 


Val 


Glu 


His 


Asn 


Leu 


His Lys Pro Met 


Phe 


Ser 


Phe 


Leu 


50 










55 




60 










Ser He 


Pro 


Ala 


Ser 


Ala 


Asn 


Leu 


He Leu Cys He 


Thr 


Tyr 


Phe 


Pro 


65 








70 






75 








80 


Lys Thr 


Phe 


Gly 


He 


Phe 


Xaa 


Leu 


Lys Ala Gin Lys 


He 


He 


Phe 


Pro 




85 








90 






95 




Gly Cys 


Phe 


Thr 


Arg 


Phe 


Phe 


Phe 


Phe Gly Leu Leu 


His 


Phe 


Ser 


Phe 




100 










105 




110 






Phe Leu 


Asp 


Leu 


Ala 


He 


Leu 


Leu 


Gly Leu Ala Phe 


Asp 


His 


Tyr 


Met 




115 










120 




125 
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Thr 


lie 


Glv 


Phe 


Leu 


Leu 


Arg 


* jr x 


Thr 


Ser Gly 


Leu 


i hi. 


Pro 


Arg 


Thr 




130 










135 








140 








Leu 


Glv 


Lvs 


He 


Val 


Val 


Ser 


He 


Asp 


Xaa Arg 


Phe 


fieri 


Asn 


He 


Leu 


145 










150 








155 










160 


Pro 


He 


Asp 


Phe 


Leu 


Glv 


Lys 


His 


Leu 


Pro Phe 


v-ys 


Arg 


x nr 


His 


He 










165 










170 








175 




Asn 


Ser 


Asn 


Thr 




Cvs 


Glu 


His 


He 


Gly Val 


Ala 


Leu 


Leu 


Ser Tyr 








180 










185 








1QA 






Ala 


Asd 


He 


Ser 


He 


Asn 


Tip 

JL JL KZ 


Trp Tyr Asp Phe 


Thr 


±±G 


Leu 


Val 


Met 






195 










200 








Z \J D 








Thr 


He 


He 


Ser 


Asp 


Leu 


He 


Leu 


Thr 


Asp He 


Ser 


Tyr 


Thr 


Leu 


Thr 




210 










215 








220 










Leu 


His 


Ala 


Val 


Phe 


His 


Leu 


Pro 


Ser 


Ser Asp Ala 


Leu 


Leu 


Lys 


Ala 


225 










230 








235 








240 


Leu 


Ser 


Thr 


Cys 


Glv 


Cor 


Hi q 


Val 


Ser 


Val He 


Leu 


riet 


Leu 


Tyr 


Thr 










245 










250 








255 




Pro 


Thr 


Met: 


Leu 




nlct 


Leu 


Thr 


His 


His Phe 


Gly 


Gin 


Ser 


He 


Ser 








o A 










265 








270 






Cys 


Thr 


Phe 


Tyr 


He 


Met 


Phe 


Val 


Gly 


Leu Tyr 


Arg 


Ala 


He 


Pro 


Pro 






275 










280 








285 








!Val 


Leu 


Asn 


Ser 


lie 


He 


Tyr 


Gly Val 


Lys Thr 


Lys 


Gin 


He Gly Asn 




290 










295 








300 










Lys 


Val 


He 


Leu 


Leu 


Phe 


Phe 


Leu 




Gly Met 


Gin 


Xaa 


Tyr 


Glu 


Asp 


305 










310 








315 










320 


Glu 


Asn 


Met 



























<210> 1811 
























<211> 337 
























<212> PRT 
























<213> Unknown (H38g729 protein) 


















<220> 
























<223> Synthetic construct 




















<221> VARIANT 






















<222> (1) . . 


. <337) 






















<223> Xaa = 


Any Amino Acid 




















<400> 1811 
























Met Lys Lys 


Asn Ala 


Ser Phe 


Glu 


Asp 


Phe 


Phe 


He 


Leu 


Leu 


Gly 


Phe 


1 


5 








10 










15 




Ser Asn Trp 


Pro His 


Leu Glu 


Val 


Val 


Leu 


Phe 


Val 


Val 


He 


Leu 


He 




20 






25 










30 






Phe Tyr Leu 


He Thr 


Leu He 


Gly Asn 


Leu 


Phe 


He 


He 


He 


Leu 


Ser 


35 






40 










45 








Tyr Leu Asp 


Ser His 


Leu His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


50 




55 










60 










Leu Ser Phe 


Leu Asp 


Leu Cys 


Tyr 


Thr 


Thr 


Ser 


Ser 


He 


Pro 


Gin 


Leu 


65 




70 








75 










80 


Leu Val Asn 


Leu Trp 


Gly Pro 


Glu 


Lys 


Thr 


He 


Ser 


Tyr Ala Gly Cys 




85 








90 










95 




Thr Val Gin 


Leu Tyr 


Phe Val 


Leu 


Ala 


Leu Gly Thr Ala Glu Cys Val 




100 






105 










110 






Leu Leu Val 


Val Met 


Ser Tyr 


Asp 


Arg 


Tyr Ala Ala 


Val 


Cys 


Arg 


Pro 


115 






120 










125 








Leu His Tyr 


Thr Val 


Leu Met 


His 


Pro 


Arg 


Phe 


Cys 


Arg 


Leu 


Leu 


Ala 


130 




135 










140 










Ala Ala Ser 


Trp Val 


Ser Gly 


Phe 


Thr 


Thr 


Ser 


Ala 


Leu 


His 


Ser 


Ser 


145 




150 








155 










160 


Phe Thr Phe 


Trp lie 


Pro Leu 


Cys 


Arg 


His 


Arg 


Leu 


Val 


Asp 


His 


Phe 
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165 170 175 



Phe 


Cys 


VjIU 


7V "| -w 

nla 


Pro 


Ala 


Leu 


Leu 




Leu 


Ser 


Cys 


Val 


Asp 


Thr 


Xaa 






1 on 
ioU 










185 










190 






Ala 


Asn 


Vj»1U 


Leu 


rpV, r 
1 IIX 


Leu 


Mor 


v ax 


Met 


Ser 


Ser 


He 


Phe 


Val 


Leu 


He 
















200 










205 








Pro 


Leu 


i j.e 


Leu 


"Mo 
116 


Leu 


1 XIX 


Ser 


TVr 
±yx 


Gly Ala 


He 


Ala 


Arg 


Ala 


Val 




ZlU 










Z X D 










220 










Leu 


Sex 


ne u 




Car 
Del 


i. J1X 


Thr 

X UX 


Gly 


Leu 


Gin 


Lys 


Val 


Leu 


Arg 


Thr 


Cys 


225 




















235 










240 


Gly 


Ala 


HIS 


Leu 


Mo** 


V CL X 


v d x 


Ser 


Leu 


Phe 


Phe 


He 


Pro 


Val 


Met 


Cys 








Z 4 3 










250 










255 




Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Cor 


Glu 


Asn 


Ser 


Gin Asp Gin Gly 


Lvs 


Phe 






260 










265 










270 






Tl a 

1 ±Q 


Ala 


Leu 


Phe 


Tyr 


x i jx 


Val 


Val 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 


Leu 


He 






275 










280 










285 








Tyr 


Thr 


Phe 


Arg 


Asn 


Lys 


Asp 


Val Arg Gly Ala 


Val 


Lys 


Arg 


Leu 


Met 


290 










295 










300 










Gly 


Trp 


Glu 


Trp 


Gly 


Met 


Xaa 


Gin Gly Asn 


His 


Val 


Xaa 


Leu 


Leu 


Phe 


305 








310 










315 










320 


Phe 


Leu 


Gly Ser 


Phe 


His 


Phe 


Glu 


Arg 


Leu 


Phe 


Pro 


Cys 


Phe 


Phe 


Val 










325 










330 










335 




He 

































<210> 1812 
<211> 319 
<212> PRT 

<213> Unknown (H38g730 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(319) 

<223> Xaa = Any Amino Acid 



<400> 1812 




























Met 


Ala 


Met 


Tyr 


Asn 


Met 


Ser 


Asp 


His 


Gly 


Thr 


Gly 


Leu 


Phe 


He 


Leu 


1 






5 










10 










15 




Leu 


Gly 


He 


Pro 


Gly 


Leu 


Glu 


Gin 


Tyr 


His 


Val 


Trp 


He 


Ser 


He 


Pro 






20 










25 










30 






Phe 


Cys 


Leu 


He 


Tyr 


Leu 


Met 


Ala 


Val 


Val 


Ala 


Lys 


Ser 


He 


Leu 


Leu 




35 










40 










45 








Tyr 


Leu 


He 


Val 


Val 


Glu 


His 


Ser 


Leu 


His 


Ala 


Pro 


Met 


Phe 


Phe 


Phe 


50 










55 










60 










Leu 


Ser 


Met 


Leu 


Ala 


He 


Thr 


Asp 


Leu 


He 


Leu 


Ser 


Thr 


Thr 


Cys 


Val 


65 










70 










75 










80 


Pro 


Lys 


Thr 


Leu 


Ser 


He 


Phe 


Trp 


Phe Gly 


Pro 


Gin 


He 


Ser 


Phe 


Pro 










85 










90 










95 




Gly 


Cys 


Leu 


Thr 


Gin 


Leu 


Phe 


Phe 


Leu 


His 


Tyr 


Ser 


Phe 


Val 


Leu 


Asp 




100 










105 










110 






Ser 


Ala 


He 


Leu 


Leu 


Ala 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Met 


Ala 


He 


Cys 






115 










120 










125 








Ser 


Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Leu 


Thr 


Pro 


Lys 


Thr 


He 


Val 


Lys 




130 










135 










140 










He 


Ala 


Val 


Gly 


He 


Cys 


Phe 


Arg 


Ser 


Phe 


Cys 


Val 


Phe 


Val 


Pro 


Cys 


145 










150 










155 










160 


Val 


Phe 


Leu 


Val 


Asn 


Arg 


Leu 


Pro 


Phe 


Cys 


Arg 


Thr 


His 


He 


He 


Ser 










165 










170 










175 




His 


Thr 


Tyr 


Cys 


Glu 


His 


He 


Gly Val 


Ala 


Gin 


Leu 


Ala 


Cys 


Ala 


Asp 






180 










185 










190 
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lie 


Ser 


■tic noil 


Tip 

J- At: 


1 X P 


vys 


v>iy 


r uc 


Cys 


V a 1 


riO 


Tin 

lie 


Met 


Thr 


Val 






195 








900 

& V V 


















Met 


Thr 




Tip 


u6U 


Tip 

lit: 


Ala 


Val 


Ser 


Tyr 


inr 


Lieu 


Met 


Leu 


Cys 




210 








91 S 
^ i J 










9 9 A 
Z Z V 








Glv 


Val 




L6U 


Dvn 

* X u 


ocl 


ply-, 

bin 


Asp 


Al a 


Arg 


Cjin 


Lys 


Ala 


Leu 


Cys 


225 








9io 

^ J u 










9 ^ 










240 


Ser 




Gly Ser 


nib 


Veil 


Cys 


Val 


lie 


Leu 


lie 


Fne 


Tyr 


Thr 


Pro 


Ala 




























255 




Phe 


Phe 


S^r T1p 


Leu 


/lid 


nib 


Arg 


-rile 




HIS 


Asn 


val 


Pro 


His 


Thr 






260 










265 










270 






Phe 


His 


He Met 


Phe 


Ala 


Asn 


Leu 


Tyr 


Val 


He 


He 


Pro 


Pro 


Ala 


Leu 






275 








280 










285 








Asn 


Pro 


He Val 


Tyr 


Arg 


He 


Lys 


Thr 


Lys 


Gin 


He 


Gin 


Asn Arg 


He 




290 








295 










300 










Leu 


Leu 


Leu Phe 


Pro 


Lys 


Gly 


Ser 


Gin 


Xaa 


Xaa 


Val 


Pro 


Glu 


Leu 




305 








310 










315 













<210> 1813 
<211> 311 
<212> PRT 

<213> Unknown (H38g731 protein) 
<220> 

<223> Synthetic construct 
<400> 1813 

Met Asn Asp Asp Gly Lys Val Asn Ala Ser Ser Glu Gly Tyr Phe He 

1 5 10 - ^ 15 

Leu Val Gly Phe Ser Asn Trp Pro His Leu Glu Val Val He Phe Val 

20 25 30 

Val Val Leu He Phe Tyr Leu Met Thr Leu He Gly Asn Leu Phe He 

35 40 45 

He He Leu Ser Tyr Leu Asp Ser His Leu His Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Ser Asn Leu Ser Phe Leu Asp Leu Cys Tyr Thr Thr Ser Ser 
65 70 75 80 

He Pro Gin Leu Leu Val Asn Leu Trp Gly Pro Glu Lys Thr He Ser 

85 90 95 

Tyr Ala Gly Cys Met He Gin Leu Tyr Phe Val Leu Ala Leu Gly Thr 

100 105 110 

Thr Glu Cys Val Leu Leu Val Val Met Ser Tyr Asp Arg Tyr Ala Ala 

115 120 125 

Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His Pro Arg Phe Cys 

130 135 140 

His Leu Leu Ala Val Ala Ser Trp Val Ser Gly Phe Thr Asn Ser Ala 
145 150 155 160 

Leu His Ser Ser Phe Thr Phe Trp Val Pro Leu Cys Gly His Arg Gin 

165 170 175 

Val Asp His Phe Phe Cys Glu Val Pro Ala Leu Leu Arg Leu Ser Cys 

180 185 190 

Val Asp Thr His Val Asn Glu Leu Thr Leu Met He Thr Ser Ser He 

195 200 205 

Phe Val Leu He Pro Leu He Leu He Leu Thr Ser Tyr Gly Ala He 

210 215 220 

Val Arg Ala Val Leu Arg Met Gin Ser Thr Thr Gly Leu Gin Lys Val 
225 230 235 240 

Phe Gly Thr Cys Gly Ala His Leu Met Ala Val Ser Leu Phe Phe He 

245 250 255 

Pro Ala Met Cys He Tyr Leu Gin Pro Pro Ser Gly Asn Ser Gin Asp 

260 265 270 

Gin Gly Lys Phe He Ala Leu Phe Tyr Thr Val Val Thr Pro Ser Leu 
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275 280 285 

Asn Pro Leu He Tyr Thr Leu Arg Asn Lys Val Val Arg Gly Ala Val 

290 295 300 

Lys Arg Leu Met Gly Trp Glu 
305 310 

<210> 1814 
<211> 88 
<212> PRT 

<213> Unknown (H3 8g732 protein) 



<220> 

<223> Synthetic construct 



<400> 1814 



Phe 


He 


His 


Ala 


Leu 


Ser 


Val 


He 


Glu 


Ser He 


He 


Val 


Leu 


Ala 


Met 


1 








5 










10 








15 




Ala 


Phe 


Glu 


Arg 
20 


Tyr 


Val 


Ala 


He 


Cys 
25 


His Pro 


Leu 


Cys 


His 
30 


Ala 


Glu 


Val 


Leu 


Asn 


Ser 


Thr 


Val 


Thr 


Ala 


His 


He Gly 


He 


Val 


Ala Gly Val 






35 










40 








45 








Arg 


Gly 


Ser 


Leu 


Phe 


Phe 


Ser 


Pro 


Leu 


Ala Leu 


Leu 


He 


Lys 


Thr 


Leu 


50 










55 








60 










Gly 


Leu 


Cys 


His 


Ser 


Tyr 


Val 


Leu 


Ser 


His Ser 


Tyr 


Ser 


Leu 


His 


Gin 


65 








70 








75 










80 


Asp 


Val 


Ala 


Asn 


Leu 
85 


Ser 


Tyr 


Ala 

















<210> 1815 
<211> 159 
<212> PRT 

<213> Unknown (H38g733 protein) 



<220>~ 

<223> Synthetic construct 



<400> 1815 




























Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Leu 


Thr 


Val 


Met 


Asn 


Pro 


Gin 


1 








5 










10 










15 




Leu 


Cys 


Leu 


Trp 


Leu 


Val 


Leu 


Ala 


Cys 


Trp 


Cys 


Gly Gly 


Phe 


He 


His 






20 










25 










30 






Ser 


He 


Met 
35 


Gin 


Val 


He 


Leu 


Val 
40 


He 


Gin 


Leu 


Pro 


Phe 
45 


Cys 


Gly 


Pro 


Asn 


Glu 


Leu Asp Asn 


Phe 


Tyr 


Cys 


Asp 


Val 


Leu 


Gin 


He 


He 


Lys 


Leu 




50 










55 










60 










Ala 


Cys 


Met 


Asp 


Thr 


Tyr 


Val 


Val 


Glu 


Val 


Leu 


Val 


He 


Ala 


Asn 


Ser 


65 








70 










75 










80 


Gly Leu 


Leu 


Ser 


Leu 


Val 


Cys 


Phe 


Leu 


Val 


Leu 


Leu 


Phe 


Ser 


Tyr 


Ala 










85 










90 










95 




He 


He 


Leu 


He 


Thr 


Leu 


Arg 


Thr 


Arg 


Phe Cys 


Gin Gly Gin Asn Lys 








100 










105 










110 






Val 


Leu 


Ser 
115 


Thr 


Cys 


Ala 


Ser 


His 
120 


Leu 


Thr 


Val 


Val 


Ser 
125 


Leu 


He 


Phe 


Val 


Pro 
130 


Cys 


Val 


Phe 


He 


Tyr 
135 


Leu 


Arg 


Pro 


Phe 


Cys 
140 


Ser 


Phe 


Ser 


Val 


Asp 


Lys 


He 


Phe 


Ser 


Leu 


Phe 


Tyr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 




145 










150 










155 













<210> 1816 
<211> 316 
<212> PRT 
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<213> Unknown (H38g734 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 

<400> 1816 

Met Ser Ala Pro Asn His Ser Thr Ala Asn His Asp Met Phe Val Leu 

15 10 15 

lie Gly Val Pro Gly Leu Lys Glu Leu His Val Trp lie Ser lie Pro 

20 25 30 

Phe Cys Leu Met Tyr Leu Val Ala Val Ser Gly Asn Gly Leu Leu Val 

35 40 45 

Cys Val Val Ala Val Glu His Ser Leu His Glu Pro Met Tyr Leu Phe 

50 55 60 

Leu Ser Met Leu Ala Phe Trp Asp Leu lie Leu Ser Thr Ser Ala Val 
65 70 75 80 

Pro Lys Ala Leu Ser lie Phe Trp Phe Asp Asp Val Asp lie Ser Phe 

85 90 95 

Gly Gly Cys Val Thr Gin Leu Phe Phe Met His Phe Ala Phe Val Ala 

100 105 110 

Glu Ser Gly lie Leu Leu Thr Met Ala Phe Asp Arg Tyr Val Ala lie 

115 120 125 

Cys Tyr Pro Leu Arg Tyr Ser Thr lie Leu Ser His Ser Val lie Gly 

130 135 140 

Lys lie Gly Gly Val Val Val Phe Arg Ser Phe Ala Thr Val Phe Ser 
145 150 155 160 

lie Val Phe Leu Val Lys Arg Leu Pro Phe Cys Arg Thr Asn lie lie 

165 170 175 

Ala His Thr Phe Cys Glu His Met Gly Leu Ala Lys Leu Gly Cys Ser 

180 185 190 

Glu lie Thr lie Asn lie Trp Tyr Gly lie Ser Val Pro Leu Leu Ser 

195 200 205 

Val Thr Leu Asp Met Val Thr lie Val lie Ser Xaa Gly Leu lie Val 

210 215 220 

Gin Ala Val Phe Arg Leu Pro Ser Leu Gly Ala Trp Met Lys Ala Leu 
225 230 235 240 

Ser Thr Cys Gly Ser His Gly Ser Val lie Leu Met Phe Cys Leu Pro 

245 250 255 

Gly lie Phe Thr Val lie Val Gin Arg Phe Ala Xaa Lys Phe Pro Lys 

260 265 270 

Tyr Val His lie Leu Leu Ala Asn Leu Tyr Val Leu Val Pro Pro Met 

275 280 285 

Met Asn Pro lie lie Tyr Gly Val Lys Thr Lys Gin lie Gin Lys Gly 

290 295 300 

Val Ala Leu Val Phe Ser Pro Lys Gly Lys Cys Cys 
305 310 315 

<210> 1817 
<211> 364 
<212> PRT 

<213> Unknown (H38g735 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
<222> (1)...(364) 
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<223> Xaa = Any Amino Acid 



<400> 1817 



Met 


Pro 


Leu 


Thr 


Asn 


Glu 


Ser 


His 


1 








5 








Phe 


Ala 


Asp 


Arg 


Pro 


Trp 


Leu 


Glu 








20 










He 


Met 


Tyr 


Pro 


He 


Ala 


Val 


Met 






35 










40 


Ser 


Arg 


Leu 


Asp 


Ser 


Arg 


Leu 


His 




50 










55 




Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Met 


Cys 


65 










70 






Met 


Leu 


Phe 


Asn 


Leu 


Gly 


Ser 


Ser 










85 








Cvs 


Ala 


Val 


Gin 


Leu 


Tyr 


Phe 


Phe 








100 










Leu 


Leu 


Leu 


Ala 


He 


Met 


Ser 


Phe 






115 










120 


Pro 


Leu 


His 


Tvr 


Thr 


Leu 


He 


Met 




130 










135 




Phe 


Pro 


Pro 


Cys 


Trp 


Leu 


He 


Gly 


145 










150 






Thr 


Ala 


Thr 


Leu 


Gin 


Leu 


Pro 


Leu 










165 








Leu 


Val 


Cvs 


Glu 


He 


Pro 


Val 


Leu 








180 










filv 
\*±y 


Ser 


Asn 


Glu 


Leu 


Thr 


Leu 


Ser 






195 










200 


Val 


Pro 


Leu 


Cvs 


Leu 


He 


Leu 


Ala 




210 










215 




Val 


Phe 


Lys 


He 


Lvs 


Ser 


Ser 


Lys 


225 










230 






Cvs 


Ser 


Ser 


His 


Leu 


He 


Val 


Val 










245 








Ser 


Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 








260 










Phe 


Met 


Ala 


Leu 


Phe 


Tyr 


Gly 


Val 






275 










280 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asn 




290 










295 




Val 


Arg 


Ser 


He 


Phe 


Ser 


Phe 


Lys 


305 










310 






Lys 


Leu 


Leu 


Asn 


Ser 


Xaa 


Ser 


Arg 










325 








Ser 


Cys 


Leu 


He 


He 


Lys 


Tyr 


Arg 








340 










Tyr 


Val 


Ser 


Glu 


Thr 


Leu 


Cys 


Lys 






355 










360 



<210> 1818 
<211> 166 
<212> PRT 

<213> Unknown (H38g736 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (166) 

<223> Xaa = Any Amino Acid 



Pro 


Glu 


Glu 


Phe 


He 


Leu 


Leu 


Gly 




10 










15 




Leu 


Pro 


Leu 


Phe 


Thr 


Ser 


Leu 


Leu 


25 










30 






Gly Asn 


He 


Thr 


He 


He 


Leu 


Met 










45 








Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 








60 










Tyr 


Thr 


Thr 


Ser 


He 


Val 


Pro 


Gin 




75 










80 


Lvs 

"Jr *** 


Lys 


Thr 


He 


Ser 


Tyr 


Met 


Gly 




90 










r\ t~ 




His 


He 


Met 


Gly 


Gly 


Thr 


Glu 


Cys 


105 










110 






Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Arg 










125 








Asn 


Gin 


Arg 


Val 


Cys 


He 


His 


Xaa 








140 










He 


He 


Tyr 


Ala 


Val 


Ser 


Glu 


Ala 






155 










160 


Cys 


Gly 


Ser 


Asn 


Lys 


Leu 


Asp 


His 




170 










175 




He 


Lys 


He 


Ala 


Cys 


Gly 


Glu 


Lys 


185 










190 






Val 


Val 


Cvs 


He 


Phe 


Met 


Leu 


Ala 










205 








Ser 


Tyr 


Ala 


Ser 


He 


Gly 


Ser 


Ala 








220 










Gly Arg 


Lvs 

"Jr 


Lys 


Ala 


Phe 


Gly 


Thr 






235 










240 


Phe 


Leu 


Phe 


Tyr 


Gly 


Pro 


Ala 


He 




250 










255 




Ser 


He 


Ser 


Arg 


Asp 


Gin 


Pro 


Lys 


265 










270 






Val 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 


Phe 










285 








Val 


Lys 


Gly 


Ala 


Leu 


Arg 


Asn 


Leu 








300 










Xaa 


Xaa 


Trp 


Val 


Asp 


He 


Thr 


Met 






315 










320 


Leu 


Leu 


Trp 


Phe 


Tyr 


Leu 


Thr 


Asn 




330 










335 




Phe 


Thr 


Cys 


Ser 


Cys 


Lys 


He 


Cys 


345 










350 






His 


Val 


Gin 


Gin 
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<400> 1818 



trim 


IXc 


n jl 3 


A 1 -a 
■rt la 


Leu 


ici 


nlu 


lie 


VJl U 


Ser Thr 


He 


Leu 


Leu 


Ala 


Met 


1 








c 










10 








15 




nld 


rile 


Asp 


Arg 


Tyr 


Val 


Ala 
nla 


Tip 
lie 


vy s 


nis nu 


Leu 


Arg 


His 


Ala 


Ala 


















25 








30 






vai 


Leu 


Asn 


Asn 


i nr 


vax 


i nr 


nla 




Tip nl vr 
lie V3ijr 


Tip 
11C 


Val 
vai 


Ala 

nla 


vol 


Val 
Val 
























45 








Arg 


biy 


ber 


Leu 


rJl6 


rile 


xrixe 


Pro 


Leu 


D>- r'k T .01 1 

•l X \J llCU 


iJCU 


He 


Lys 




Leu 




en 
DU 










-J -J 








60 










Ala 


Fne 


cys 


IT -J — 

HIS 


Ser 


Asn 


vdl 


Leu 


Cor 


nio oci 




L J & 


Val 


Hi <: 
rxi s> 


VJiiJ 












/ u 








7S 










80 


ASp 


vax 


]_»eu 


Lys 


Leu 


Ala 


Tyr 


nla 


Asp 


XXXI l_>tru 


lr 1 \J 




Val 
v ai 


Val 
vai 


Ayr 










85 










90 








95 




Gly 


Leu 


Thr 


Ala 


He 


Leu 


Leu 


Ala 


Met 


v»±y val 


Asp 


nla 


Mpf 

net 


irne 


Tip 

ne 








100 










105 








110 






Ser 


Leu 


Ser 


Tyr 


Phe 


Leu 


He 


He 


Arg 


Thr Val 


Leu 


Gin 


Leu 


Pro 


Ser 






115 










120 








125 








Lys 


Ser 


Xaa 


Arg 


Ala 


Lys 


Ala 


Phe 


Gly 


Thr Cys 


Val 


Val 


His 


He 


Gly 




130 










135 








140 










Val 


Val 


Leu 


Gly Leu 


Tyr 


Val 


Pro 


Leu 


He Gly 


Thr 


Ser 


Ser 


Gly 


His 


145 










150 








155 










160 


Arg 


Phe 


Gly Asn 


Lys 


Leu 




























165 























<210> 1819 
<211> 312 
<212> PRT 

<213> Unknown (H3 8g737 protein) 
<220> 

<223> Synthetic construct 



<400> 1819 



Met 


Met 


He 


Lys 


Lys 


Asn 


Ala 


Ser 


Ser 


Glu 


Asp 


Phe 


Phe 


He 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Phe 


Ser 


Asn 
20 


Trp 


Pro 


Gin 


Leu 


Glu 
25 


Val 


Val 


Leu 


Phe 


Val 
30 


Val 


He 


Leu 


He 


Phe 


Tyr 


Leu 


Met 


Thr 


Leu 


Thr 


Gly Asn 


Leu 


Phe 


He 


He 


He 






35 










40 










45 








Leu 


Ser 
50 


Tyr 


Val 


Asp 


Ser 


His 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


His 


Thr 


Thr 


Ser 


Ser 


He 


Pro 


65 










70 










75 










80 


Gin 


Leu 


Leu 


Val 


Asn 
85 


Leu 


Arg 


Gly 


Pro 


Glu 
90 


Lys 


Thr 


He 


Ser 


Tyr 
95 


Ala 


Gly 


Cys 


Met 


Val 
100 


Gin 


Leu 


Tyr 


Phe 


Val 
105 


Leu 


Ala 


Leu 


Gly 


He 
110 


Ala 


Glu 


Cys 


Val 


Leu 


Leu 


Val 


Val 


Met 


Ser 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


Val 


Cys 






115 










120 










125 








Arg 


Pro 
130 


Leu 


His 


Tyr 


Thr 


Val 
135 


Leu 


Met 


His 


Pro 


Arg 
140 


Phe 


Cys 


His 


Leu 


Leu 


Ala 


Ala 


Ala 


Ser 


Trp 


Val 


He 


Gly 


Phe 


Thr 


He 


Ser 


Ala 


Leu 


His 


145 










150 










155 










160 


Ser 


Ser 


Phe 


Thr 


Phe 
165 


Trp 


Val 


Pro 


Leu 


Cys 
170 


Gly 


His 


Arg 


Leu 


Val 
175 


Asp 


His 


Phe 


Phe 


Cys 
180 


Glu 


Val 


Pro 


Ala 


Leu 
185 


Leu 


Arg 


Leu 


Ser 


Cys 
190 


Val 


Asp 


Thr 


His 


Ala 
195 


Asn 


Glu 


Leu 


Thr 


Leu 
200 


Met 


Val 


Met 


Ser 


Ser 
205 


He 


Phe 


Val 


Leu 


He 


Pro 


Leu 


He 


Leu 


He 


Leu 


Thr 


Ala 


Tyr 


Gly 


Ala 


He 


Ala 


Arg 
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210 








215 










220 








Ala 


Val 


Leu Ser 


Met 


Gin 


Ser 


Thr 


Thr 


Glv 


Leu 


Gin 


Lys Val 


Phe 


Arg 


225 








230 










235 








240 


Thr 


Cvs 

\~ X E> 


Gly Ala 


His 


Leu 


Met 


Val 


Val 


Ser 


Leu 


Phe 


Phe lie 


Pro 


Val 








245 










250 








255 




11 tr L. 


Cys 


Met Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Glu 


Asn 


Ser 


Pro Asp Gin Gly 






260 










265 








270 






Lys 


Phe 


lie Ala 


Leu 


Phe 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Ser Leu 


Asn 


Pro 






275 








280 










285 






Leu 


lie 


Tyr Thr 


Leu 


Arg 


Asn 


Lys 


His 


Val 


Lys 


Gly Ala Ala 


Lys 


Arg 




290 








295 










300 








Leu 


Leu 


Gly Trp Glu 


Trp 


Gly 


Lys 
















305 








310 





















<210> 1820 
<211> 151 
<212> PRT 

<213> Unknown (H38g738 protein) 
<220> 

<223> Synthetic construct 
<400> 1820 



Arg 


Pro 


Leu 


Cys 


Ala 


Pro 


Arg Leu 


Leu 


Asp His 


Phe lie 


Cys 


Glu 


Leu 


1 








5 








10 






15 




Pro 


Ala 


Leu 


Leu 


Lys 


Leu 


Ala Cys 


Gly 


Gly Asp Gly Asp 


Thr 


Thr 


Glu 








20 








25 






30 






Asn 


Gin 


Met 


Phe 


Ala 


Ala 


Arg Val 


Val 


lie Leu 


Leu Arg Gly Val 


Ala 






35 








40 






45 








Val 


lie 


Leu 


Ala 


Ser 


Tyr 


Gly Ala 


Val 


Ala Arg 


Ala Val 


Cys 


Cys 


Met 




50 










55 






60 








Arg 


Phe 


Asn 


Gly Gly Arg 


Arg Arg 


Ala 


Val Gly 


Thr Cys 


Gly 


Ser 


His 


65 










70 






75 








80 


Leu 


Thr 


Ala 


Val 


Cys 


Leu 


Phe Tyr 


Gly 


Ser Ala 


He Tyr 


Thr 


Tyr 


Leu 










85 








90 






95 




Gin 


Pro 


Ala 


Gin 


Arg 


Tyr 


Asn Gin 


Ala 


Arg Gly 


Lys Phe 


Val 


Ser 


Leu 








100 








105 






110 






Phe 


Tyr 


Thr 


Val 


Val 


Thr 


Pro Ala 


Leu 


Asn Pro 


Leu He 


Tyr 


Thr 


Leu 






115 








120 






125 








Arg 


Asn 


Lys 


Lys 


Met 


Lys 


Gly Ala 


Pro 


Arg Arg 


Leu Leu 


Arg 


Ser 


Leu 




130 










135 






140 








Gly 


Arg 


Gly 


Gin 


Ala 


Gly 


Gin 














145 










150 

















<210> 1821 
<211> 341 
<212> PRT 

<213> Unknown (H38g739 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (341) 

<223> Xaa = Any Amino Acid 

<400> 1821 

Met Met Glu Lys Val Asn Ala Ser Ser Glu Gly Tyr Phe He Leu Val 

15 10 15 

Gly Phe Ser Asn Trp Pro Tyr Leu Glu Val Val Leu Phe Val Val He 
20 25 30 
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Leu He Phe Cys Leu Met Thr Leu He Gly Asn Leu Phe He He He 

35 40 45 

Leu Thr Tyr Leu Asp Ser His Leu His Thr Pro Leu Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Phe Leu Asp Leu Cys Tyr Thr Thr Ser Ser He Pro 
65 70 75 80 

Gin Leu Leu Val Ser Leu Trp Gly Val Glu Lys Thr He Ser Tyr Ala 

85 90 95 

Gly Cys Met Val Gin Leu Tyr Phe Phe Leu Thr Leu Gly Thr Thr Glu 

100 105 110 

Cys Val Leu Leu Val Val Met Ser Tyr Asp Arg Tyr Ala Ala Val Cys 

115 120 125 

Arg Pro Leu His Tyr Thr Val Leu Met His Ser Arg Phe Cys His Leu 

130 135 140 

Leu Ala Val Ala Ser Trp Val Ser Gly Phe Thr Asn Pro Ala Leu His 
14 5 150 155 160 

Ser Ser Phe Thr Phe Trp Val Pro Leu Cys Gly His Arg Gin He Asp 

165 170 175 

His Phe Phe Cys Glu Val Pro Ala Leu Leu Xaa Leu Ser Phe Val Asn 

180 185 190 

Thr Arg Glu Asn Lys Leu Thr Leu Met He Thr Ser Ser He Phe Val 

195 200 205 

Leu Leu Leu Leu Thr Leu He Phe Thr Ser Tyr Gly Ala He Ala Gin 

210 215 220 

Ala Val Leu Arg Met Gin Ser Thr Thr Gly Leu Gin Lys Val Phe Gly 
225 230 235 240 

Thr Cys Gly Ala His His Met Val Val Ser Leu Phe Phe He Pro Ala 

245 250 255 

Met Cys Met Tyr Leu Gin Pro Pro Ser Gly Asn Ser Gin Asp Gin Gly 

260 265 270 

Lys Phe He Ala Leu Phe Tyr Thr Val Val Thr Pro Ser Leu Asn Pro 

275 280 285 

Leu He Tyr Thr Leu Arg Asn Lys Asp Val Arg Gly Val Val Lys Arg 

290 295 300 

Leu Arg Gly Trp Glu Xaa Ala Cys Val Cys Val He Leu Thr He Xaa 
305 310 315 320 

Trp Ser Leu Ser Ser Gin Xaa Phe He His Leu Phe He Tyr Gin Pro 

325 330 335 

Phe Phe Tyr Ser Leu 
340 

<210> 1822 
<211> 219 
<212> PRT 

<213> Unknown (H38g740 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (219) 

<223> Xaa = Any Amino Acid 

<400> 1822 

Leu Pro Asp He Gly Phe Thr Ser Thr Thr Val Pro Lys Met He Val 

1 5 10 15 

Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala lie Phe Gly Gly Met Glu Asp Ser He Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Gin Phe Val Ala Lys Cys His Pro Leu 
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50 
















60 




Tyr 


His 


Ser 


Ala 


lie 


Met 


Asn 


Pro 


Cys 


Leu Cys Gly Phe 


T.oii T.*=>ii T.^Vl 

JJCU UCU J-l^U 


65 


















75 


80 


Leu 


Ser 


lie 


Phe 


Phe 


Ser 


Leu 


ber 


Leu 


Leu Asp Ala Gin 


Leu Tyr Asn 






85 










90 


95 


Leu 


lie 


Ala 


Leu 


Gin 


Met 


Thr 


cys 


Phe Lys Asp Val Glu 


Tie Pro Asn 




100 










105 




110 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His Leu Ala Cys 


Pvq Acn Thr 




115 








120 




125 




Phe 


Asn 


Asn 


Asn 


lie 


lie 


Leu 


Tyr 


Phe 


Pro Asp Ala lie 


Phe Gly Phe 


130 










1j J 






140 


Val Ser Ser 


Leu 


Pro 


lie 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Tyr Asp Lys lie 


145 






150 








155 


160 


lie 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly Gly Arg Tyr Lys Ala 


Leu Ser Thr 








165 










170 


175 


Cys 


Gly 


Ser 


His 


Val 


Ser 


Val 


Val 


Cys 


Xaa Val Tyr Gly Thr Gly Val 




180 










185 




190 


Gly 


Gly 


Tyr 


Leu 


Ser 


Ser 


Asp 


Val 


Ser 


Phe Ser Pro Arg Lys Gly Ala 


195 










200 




205 




Val 


Ala 


Ser 


Val 


Met 


Tyr Ala 


Val 


Val 


Thr Pro 






210 










215 











! <210> 1823 
<211> 324 
<212> PRT 

<213> Unknown (H38g741 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 



<400> 1823 

Met lie He He Cys Asn Asp Ser His Ser Asp Phe He Leu Leu Gly 

15 10 15 

Phe Ser Asn Lys Pro His Leu Glu Lys He Leu Phe Val He He Phe 

20 25 30 

He Phe Tyr Phe Leu Thr Leu Ala Gly Asn Met Val He Val Leu Val 

3 5 40 45 

Ser Leu Lys Asp Pro Lys Leu His He Pro Met Tyr Phe Phe Leu Ser 

50 ~ 55 60 

Asn Leu Ser Leu Val Asp Leu Cys Leu Thr Ser Ser Cys Val Pro Gin 
65 70 75 80 

Met Leu He Asn Phe Trp Gly Pro Glu Lys Thr He Ser Tyr He Gly 

85 90 95 

Cys Ala He Gin Leu Tyr Val Phe Leu Trp Leu Gly Ala Thr Glu Tyr 

100 105 HO 

Val Leu Leu Val Val Met Ala Val Asp Cys Tyr Val Ala Val Cys His 

115 120 125 

Pro Leu Gin Asn Thr Met He Met His Pro Lys Leu Cys Leu Gin Leu 

130 135 140 

Ala He Leu Ala Trp Gly Thr Gly Leu Ala Gin Ser Leu He Gin Ser 
145 150 155 160 

Pro Ala Thr Leu Arg Leu Pro Phe Cys Ser Gin Arg Met Val Asp Asp 

165 170 175 

Val Val Cys Glu Val Pro Ala Leu He Gin Leu Ser Ser Thr Asp Thr 

180 185 190 

Thr Tyr Ser Glu He Gin Met Ser He Ala Ser Val Val Leu Leu Val 
195 200 205 
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Met 


Pro 


Leu 


He 


He 


He 


Leu 


Ser 


Ser 


Ser 




lie 


Ala 


Lys 


Ala 




210 










215 








220 








Val 


Leu 




He 


Lys 


Ser 


x J1X. 


AT a 
nia 


Gly Gin 


T,\rn T -ire? 

J^ys bys 


Ala 




Gly 


Thr 


225 










230 










^ j _» 






240 


Cys 


He 


Ser 


His 


Leu 
245 


Leu 


Val 


VOX 


Ser 


Leu 
250 


rne iyr 


Va-Ly 


Thr 


Val 

*i c c 

255 


Thr 


Glv 


Val 




Leu 


Gin 


* i. \J 


T 

Lys 


Asn 


His 


Tyr 


Pro His 


Glu 


Trp 


Gly 


Lys 


















265 








270 


Phe 


Leu 


Thr 
275 


Leu 


Phe 


Tyr 


Thr 


Val 
280 


Val 


Thr 


Pro Thr 


Leu 
285 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly Ala 


Leu 


He 


Arg 


Leu 




290 










295 








300 








Gly 


Arg 


Arg 


Thr 


Trp 


Asp 


Ser 


Gin Asn 


Asn 


Xaa Gin Gly Xaa 


His 


Met 


305 










310 










315 








320 


Phe 


Thr 


Phe 


Ala 

























<210> 1824 
<211> 218 
<212> PRT 

<213> Unknown (H3 8g742 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (218) 

<223> Xaa = Any Amino Acid 

<400> 1824 

Leu Pro Asp He Gly Phe Thr Leu Ala Thr Val Pro Lys Met Met Val 

1 5 10 15 

Asp Met Gin Ser His Ser Arg Val He Ser His Ala Gly Cys Leu Thr 

20 25 30 

Gin He Pro Phe Phe Val Leu Phe Val Cys He Asp Asp Met Leu Leu 

35 40 45 

Thr Val Met Ala Tyr Asn Xaa Phe Val Ala He Cys His Pro Leu His 

50 55 60 

Tyr Pro Val He Met Asn Pro His Leu Cys Val Phe Leu Val Leu Val 
65 70 75 80 

Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His Ser Trp He Val 

85 90 & 95 

Leu Gin Gin Leu Thr Phe Phe Lys Asn Val Glu He Ser Xaa Phe Phe 

100 105 no 

Phe Cys Asp Pro Ser Gin Leu Leu Asn Leu Ala Cys Ser Asp Ser He 

H5 120 125 

He Asn Asn He Leu Cys He Leu Asp He Pro He Phe Gly Phe Leu 

130 135 140 

Pro He Ser Gly He Leu Leu Ser Tyr Tyr Lys He Val Ser Ser He 
i45 150 155 160 

Pro Arg He Pro Ser Ser Asp Gly Lys Tyr Lys Ala Phe Ser Thr Cys 

165 170 175 

Gly Ser His Leu Ala Val Val Cys Leu Phe Tyr Gly Thr Gly Leu Val 

180 185 190 

Gly Tyr Leu Ser Ser Ala Val Leu Pro Ser Pro Arg Lys Ser Met Val 

195 200 205 

Ala Ser Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 1825 
<211> 124 
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<212> PRT 

<213> Unknown (H38g743 protein) 
<220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1) . . - (124) 

<223> Xaa = Any Amino Acid 

<400> 1825 

Phe Leu Leu Xaa Ala Asn Tyr Ser Ala Glu Glu Arg Phe Leu Leu Leu 

15 10 15 

Gly Phe Ser Asp Trp Pro Ser Leu Gin Pro Val Leu Phe Ala Leu Val 

20 25 30 

Leu Leu Cys Tyr Leu Leu Thr Leu Thr Gly Asn Ser Ala Leu Val Leu 

35 40 > 45 

Leu Ala Glu Lys Asp Pro Arg Leu Gin Thr Pro Arg Cys Met Asn Tyr 

50 55 60 

Phe Leu Cys His Leu Ala Leu Val Asp Ala Gly Phe Thr Thr Ser Val 
65 70 75 80 

Val Pro Pro Leu Leu Ala Asn Leu Arg Gly Pro Ala Leu Leu Xaa Pro 
! 85 90 95 

Arg Ser His Cys Thr Ala Gin Leu Cys Ala Ser Leu Ala Leu Gly Ser 

100 105 HO 

Ala Glu Cys Val Leu Leu Ala Val Met Ala Leu Glu 
115 120 

<210> 1826 

<211> 216 

<212> PRT 

<213> Unknown (H3 8g744 protein) 



<220> 

<223> Synthetic construct 
<400> 1826 



lie 


Leu 


Glu 


lie 


Ser 


Phe 


Thr 


Thr 


1 








5 








Asn 


lie 


lie 


Ser 
20 


Gly 


Asp 


Lys 


Thr 


Gin 


Leu 


Phe 
35 


Phe 


Phe 


He 


Leu 


Leu 
40 


Ala 


Ala 
50 


Met 


Ser 


Tyr 


Asp 


Arg 
55 


Tyr 


Tyr 


Leu 


Ser 


He 


Met 


Asn 


Arg 


Arg 


65 










70 






Ser 


Trp 


Leu 


Val 


Ser 
85 


Phe 


Leu 


He 


Leu 


Lys 


Leu 


Asp 
100 


Tyr 


Cys 


Arg 


Ser 


Asp 


Tyr 


Phe 
115 


Pro 


Leu 


Leu 


Gin 


Leu 
120 


Glu 


Val 
130 


Met 


Gly 


Phe 


Ser 


Cys 
135 


Ala 


Ala 


Leu 


lie 


Phe Leu 


Ser 


Tyr 


He 


145 










150 






lie 


Pro 


Ser 


Thr 


Ser 


Gin Arg Thr 










165 








His 


Met 


Val 


Val 
180 


He 


Ser 


He 


Ser 



Val 


Ser 


He 


Pro 


Lys 


Phe 


Leu 


Gly 




10 










15 




He 


Ser 


Phe 


Asn 


Asn 


Cys 


He 


Val 


25 










30 






Gly 


Val 


Thr 


Glu 


Phe 


Tyr 


Leu 


Leu 










45 








Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 








60 










Val 


Cys 


Thr 


Leu 


Leu 


Val 


Phe 


Thr 






75 










80 


He 


Phe 


Pro 


Ala 


Leu 


Met 


Leu 


Leu 




90 










95 




Asn 


He 


He Asp His 


Phe 


Thr 


Cys 


105 










110 






Ala 


Cys 


Ser 


Asp 


Thr 


Lys 


Phe 


Leu 










125 








Ala 


Phe 


Thr 


Leu 


Met 


Phe 


Thr 


Leu 








140 










Tyr 


He 


He Arg Thr 


He 


Leu 


Arg 




155 










160 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


170 










175 




Tyr 


Gly Ser Cys 


He 


Phe 


Met 


Tyr 


185 










190 
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lie Lys Pro Ser Ala Lys Asp Arg Val Ser Leu Ser Lys Gly Val Ala 

195 200 205 

He Leu Asn Thr Ser Val Ala Pro 
210 215 

<210> 1827 
<211> 219 
<212> PRT 

<213> Unknown (H38g745 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (219) 

<223> Xaa = Any Amino Acid 

<400> 1827 

Phe Pro Asp He Gly Phe Thr Ser Thr Thr Val Pro Lys Met He Val 
15 10 is 

!Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu Thr 

20 25 30 

Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu Glu Asn Met Leu 

35 40 45 

Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu 

50 55 60 

Tyr Arg Ser Ala He Leu Asn Pro Cys Phe Cys Gly Phe Leu Asp Leu 
65 70 75 80 

Leu Ser Phe Phe Phe Ser Leu Ser Leu Leu Asp Ser Gin Leu His Asn 

85 90 95 

Leu He Ala Leu Gin Met Thr Cys Phe Lys Asp Val Glu He Pro Asn 

100 105 HO 

Phe Phe Cys Asp Pro Ser Gin Leu Pro His Leu Ala Cys Cys Asp Thr 

115 120 125 

Phe Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He Phe Gly Phe 

130 135 140 

Leu Gin He Ser Gly Thr Leu Phe Ser Tyr Tyr Lys He Val Ser Ser 
145 150 155 160 

He Leu Arg Val Ser Ser Ser Gly Gly Asn Tyr Lys Ala Phe Ser Thr 

165 170 175 

Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly Thr Gly Val 

180 185 190 

Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Leu Arg Lys Ala Ala 

195 200 205 

Val Ala Ser Val Met Tyr Met Val Val Thr Pro 
210 215 

<210> 1828 
<211>c268 
<212> PRT 

<213> Unknown (H38g746 protein) 
<220> 

<223> Synthetic construct 
<400> 1828 

Met Met Ala Leu He Phe Thr Asp Ser His Leu Gin Ser Pro Met Tyr 

15 10 15 

Phe Phe Leu Asn Val Leu Ser Phe Leu Asp He Cys Tyr Ser Ser Val 

20 25 30 

Val Thr Pro Lys Leu Leu Val Asn Phe Leu Val Ser Asp Lys Ser He 
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35 40 45 

Ser Phe Glu Gly Cys Val Val Gin Leu Ala Phe Phe Val Val His Val 

50 ^ 55 60 

Thr Ala Glu Ser Phe Leu Leu Ala Ser Met Ala Tyr Asp Arg Phe Leu 
65 70 75 80 

Ala He Cys Gin Pro Leu His Tyr Gly Ser He Met Thr Arg Gly Thr 

85 90 95 

Cys Leu Gin Leu Val Ala Val Ser Tyr Ala Phe Gly Gly Ala Asn Ser 

100 105 HO 

Ala He Gin Thr Gly Asn Val Phe Ala Leu Pro Phe Cys Gly Pro Asn 

115 120 125 

Gin Leu Thr His Tyr Tyr Cys Asp lie Pro Pro Leu Leu His Leu Ala 

130 135 140 

Cys Ala Asn Thr Ala Thr Ala Arg Val Val Leu Tyr Val Phe Ser Ala 
145 150 155 160 

Leu Val Thr Leu Leu Pro Ala Ala Val He Leu Thr Ser Tyr Cys Leu 

165 170 175 

Val Leu Val Ala He Gly Arg Met Arg Ser Val Ala Gly Arg Glu Lys 

180 185 190 

Asp Leu Ser Thr Cys Ala Ser His Phe Leu Ala He Ala He Phe Tyr 

195 200 205 

Gly Thr Val Val Phe Thr Tyr Val Gin Pro His Gly Ser Thr Asn Asn 

210 215 220 

Thr Asn Gly Gin Val Val Ser Val Phe Tyr Thr He He He Pro Met 
225 230 235 240 

Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala 

245 250 255 

Leu Gin Arg Lys Leu Gin Val Asn He Phe Pro Gly 
260 265 



<210> 1829 
<211> 316 
<212> PRT 

<213> Unknown (H3 8g747 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . - (316) 

<223> Xaa = Any Amino Acid 

<400> 1829 



Met 


Asp 


Leu 


Gly Asn Gin 


Thr 


Arg 


Val Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 






5 








10 










15 




Phe 


Ser 


Gin 


Asp 
20 


Leu 


Glu 


Asp 


Gin 


Gin Leu 
25 


Leu 


Phe 


Ala 


Leu 
30 


Phe 


Leu 


Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu Gly Asn Leu 


Leu 


He 


He 


Leu 


Ala 






35 










40 








45 








He 


Ser 


Ser 


Asp 


Ser 


His 


Leu 


His 


Thr Pro 


Arg 


Tyr 


Phe 


Phe 


Leu 


Ser 


50 








55 








60 










Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


He 


Gly 


Phe Thr 


Ser 


Thr 


Ala 


Val 


Pro 


Lys 


65 










70 








75 










80 


Met 


Leu 


Val 


Asn 


He 
85 


Gin 


Val 


Gin 


Ser Asn 
90 


Ala 


He 


Ser 


Tyr 


Ala 
95 


Asp 


Cys 


He 


Ala 


Gin 


Met 


Tyr 


Phe 


Phe 


Met Val 


Phe 


Gly Gly 


Met 


Asp 


Thr 






100 










105 








110 




His 


Phe 


Leu 


Leu 


Thr 


Vai 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 




115 










120 








125 








Pro 


Leu 


Tyr 


Tyr 


Cys 


Val 


Thr 


Arg 


Asn Pro 


Cys 


Leu 


Cys 


Gly Leu 


Leu 




130 






135 








140 
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Val Leu Val Ser Trp Phe Leu Ser Leu Ser Tyr Ser Leu He Gin Ser 
145 150 155 i6o 

Leu Leu Val Leu Arg Val Ser Phe Cys Thr Ser Xaa Val He Gin His 

165 170 175 

Phe Tyr Cys Glu Leu Ala Gin Val Leu Arg Leu Thr Cys Ser Asp Thr 

180 185 ' 190 

His Val Asn Tyr He Leu Leu Tyr Val Val Ala Gly Leu Leu Asp Phe 

195 200 205 

Val Pro Phe Ser Gly He Leu Phe Ser Tyr Thr Gin He Val Ser Tyr 

210 215 220 

He Leu Arg He Ser Ser Thr Asp Gly Lys His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Gly Ser His Leu Phe Val Val Ser Leu Phe Tyr Gly Thr Gly Leu 

245 250 255 

Gly Val Tyr Leu Ser Ser Asn Ala Ser Ser Ser Ser Trp Trp Gly Met 

260 265 270 

Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 

275 280 285 

He Tyr Cys Leu Arg Asn Arg Asp He Lys Arg Thr Leu Glu Thr Leu 

290 295 300 

Leu Gly Arg Met Leu Tyr Ala Gin Xaa Arg Gly His 
3 05 310 315 

<210> 1830 
<211> 309 
<212> PRT 

<213> Unknown (H38g748 protein) 
<220> 

<223> Synthetic construct 
<400> 1830 

Met Glu Asn Cys Thr Glu Val Thr Lys Phe He Leu Leu Gly Leu Thr 

1 5 10 is 

Ser Val Pro Glu Leu Gin He Pro Leu Phe He Leu Phe Thr Phe He 

20 25 30 

Tyr Leu Leu Thr Leu Cys Gly Asn Leu Gly Met Met Leu Leu He Leu 

35 40 45 

Met Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 60 

Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 
65 70 75 ~* 80 

Ala Gly Phe Leu Arg Gly Asp Lys Val He Ser Tyr Asn Ala Cys Ala 

85 90 95 

Val Gin Met Phe Phe Phe Val Ala Leu Ala Thr Val Glu Asn Tyr Leu 

100 105 no 

Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 

H5 120 125 

His Tyr Thr Thr Thr Met Thr Ala Ser Val Gly Ala Cys Leu Ala Leu 

130 135 140 

Gly Ser Tyr Val Cys Gly Phe Leu Asn Ala Ser Phe His He Gly Gly 
145 150 155 160 

He Phe Ser Leu Ser Phe Cys Lys Ser Asn Leu Val His His Phe Phe 

165 170 175 

Cys Asp Val Pro Ala Val Met Ala Leu Ser Cys Ser Asp Lys His Thr 

180 185 190 

Ser Glu Val He Leu Val Phe Thr Ser Ser Phe Asn He Phe Phe Val 

195 200 205 

Leu Leu Val He Phe He Ser Tyr Leu Phe He Phe He Thr He Leu 

210 215 220 

Lys Met His Ser Ala Lys Gly His Gin Lys Ala Leu Ser Thr Cys Ala 
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225 










o** ft 






235 




Phe 


Ser 


HIS 




i. 11 J. 


Ala 


Val 


Ser 


Val 


Phe Tyr Gly Thr Val 


He 






245 








250 




255 


Tyr 


Leu 


Gin 


Pro 


Ser 


Ser 


Ser 


His 


Ser Met Asp Thr Asp Lys 


Met 






260 










265 


270 


Val 


Ser 


Val 


Phe 


Tyr 


Ala 


Met 


He 


He 


Pro Met Leu Asn Pro 


Val 






275 








280 


285 






Ser 


Leu 


Arg 


Asn 


Arg 


Glu 


Val Gin Asn Ala Phe Lys Lys 


Val 


Leu 




290 








295 




300 






Arg 


Gin 


Lys 


Phe 


Leu 















240 



305 

<210> 1831 
<211> 313 
<212> PRT 

<213> Unknown (H38g749 protein) 
<220> 

<223> Synthetic construct 
<400> 1831 

.Met His Thr Met Val Glu Asn His Thr Gin Val Thr Trp Phe Arg Leu 

! 5 10 15 

Leu Gly Leu Thr Glu Gin Glu Glu Leu Arg Gly He Leu Phe Val Leu 

20 25 30 

Phe Leu Leu Met His Ser Val Thr Val Met Gly Asn Leu Gly Met He 

35 40 45 

Thr Leu He His Ala Asp Pro Gin Leu His Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Val Leu Ser Phe He Asp Ser Ser Phe Ser Thr Val Asp Thr 
65 70 75 80 

Pro Arg Leu Leu Glu Ser Phe Leu He Ser Ser Gin Ser He Ser Phe 

85 90 95 

Ala Gly Cys Met Val Gin Met Ala Leu Met He Leu His Gly Thr Ala 

100 105 HO 

Glu Cys Leu Leu Leu Ala He Met Ala Tyr Asp Arg Phe Thr Ala He 

115 120 125 

Cys His Pro Leu Leu Tyr His Thr He He Ser Gin Cys Leu Cys Ala 

130 135 140 

Leu Leu Val Val Thr Cys Tyr Thr Val Ser Val Ala Asn Ser Ala Leu 
145 150 155 160 

Leu Thr Gly Cys He Phe Lys Leu Pro Tyr Cys Gly Pro Asn Val He 

165 170 175 

Asn His Tyr Phe Cys Asp He Pro Pro Val Leu Gin Leu Ala Gly Ala 

180 185 190 

Asp Thr Tyr Glu Val Glu Thr He He Phe Ser Leu Cys Ala Leu Leu 

195 200 205 

He Leu Phe Thr He Thr He He Pro Val Ser Tyr Ala Tyr He Leu 

210 215 220 

Val Thr He Cys Arg Met Arg Ser Leu Gin Ala Gin Ser Lys Ala Leu 
225 230 235 240 

Ser Thr Cys Ala Ser His Leu Thr He He Cys Leu Phe Tyr Ser Thr 

245 250 255 

He Thr Phe Met Tyr Ala Gin Pro Ser Ser His Asn Ser Met Glu His 

260 265 270 

Asn Lys Val Met Ser Val Phe Tyr Thr Val Val He Arg Arg Leu Asn 

275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys uyr Ala Leu Ly* 

290 295 300 

Arg Arg Cys Leu Cys Lys Leu Ser Ser 
305 310 
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<210> 1832 
<211> 314 
<212> PRT 

<213> Unknown (H38g750 protein) 
<220> 

<223> Synthetic construct 
<400> 1832 

Met Glu Asn Lys Thr Glu Val Thr Gin Phe lie Leu Leu Gly Leu Thr 

15 10 15 

Asn Asp Ser Glu Leu Gin Val Pro Leu Phe lie Thr Phe Pro Phe lie 

20 25, 30 

Tyr lie lie Thr Leu Val Gly Asn Leu Gly lie lie Val Leu lie Phe 

35 40 45 

Trp Asp Ser Cys Leu His Asn Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 60 

Ser Leu Val Asp Phe Cys Tyr Ser Ser Ala Val Thr Pro lie Val Met 
65 70 75 80 

Ala Gly Phe Leu lie Glu Asp Lys Val lie Ser Tyr Asn Ala Cys Ala 

85 90 95 

Ala Gin Met Tyr lie Phe Val Ala Phe Ala Thr Val Glu Asn Tyr Leu 

100 105 110 

Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 

115 120 125 

His Tyr Thr Thr Thr Met Thr Thr Thr Val Cys Ala Arg Leu Ala lie 

130 135 140 

Gly Ser Tyr Leu Cys Gly Phe Leu Asn Ala Ser lie His Thr Gly Asp 
145 150 155 160 

Thr Phe Ser Leu Ser Phe Cys Lys Ser Asn Glu Val His His Phe Phe 

165 170 175 

Cys Asp lie Pro Ala Val Met Val Leu Ser Cys Ser Asp Arg His lie 

180 185 190 

Ser Glu Leu Val Leu He Tyr Val Val Ser Phe Asn He Phe lie Ala 

195 200 205 

Leu Leu Val He Leu He Ser Tyr Thr Phe He Phe He Thr He Leu 

210 215 220 

Lys Met His Ser Ala Ser Val Tyr Gin Lys Pro Leu Ser Thr Cys Ala 
225 230 235 240 

Ser His Phe He Ala Val Gly He Phe Tyr Gly Thr He He Phe Met 

245 250 255 

Tyr Leu Gin Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys Met Ala 

260 265 270 

Pro Val Phe Tyr Thr Met Val He Pro Met Leu Asn Pro Leu Val Tyr 

275 280 285 

Ser Leu Arg Asn Lys Glu Val Lys Ser Ala Phe Lys Lys Val Val Glu 

290 295 300 

Lys Ala Lys Leu Ser Val Gly Trp Ser Val 
305 310 

<210> 1833 
<211> 312 
<212> PRT 

<213> Unknown (H38g751 protein) 
<220> 

<223> Synthetic construct 
<400> 1833 

Met Asn Asn Ser Asp Thr Arg He Ala Gly Cys Phe Leu Thr Gly He 
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1 








5 










10 










15 




Pro 


Gly 


Leu 


Glu 


Gin 


Leu 


His 


He 


Trp 


Leu 


Ser 


He 


Pro 


Phe 


Cys 


He 








20 










25 










30 






Met 


Tyr 


He 


Ala 


Ala 


Leu 


Glu 


Gly Asn 


Gly 


He 


Leu 


He Cys 


Val 


He 






35 










40 










45 








Leu 


Ser 


Gin 


Ala 


He 


Leu 


His 


Glu 


Pro 


Met 


Tyr 


He 


Phe 


Leu 


Ser 


Met 




50 










55 










60 










Leu 


Ala 


Ser 


Ala 


Asp 


Val 


Leu 


Leu 


Ser 


Thr 


Thr 


Thr 


Met 


Pro 


Lys 


Ala 


65 










70 










75 










80 


Leu 


Ala 


Asn 


Leu 


Trp 


Leu 


Gly 


Tyr 


Ser 


His 


He 


Ser 


Phe Asp 


Gly 


Cys 










85 










90 










95 




Leu 


Thr 


Gin 


Lys 


Phe 


Phe 


He 


His 


Phe 


Leu 


Phe 


He 


His 


Ser 


Ala 


Val 








100 










105 










110 






Leu 


Leu 


Ala 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Ser 


Pro 


Leu 






115 










120 










125 








Ara; 


Tvr 


Val 


Thr 


lie 


Leu 


Thr 


Ser 


LVS 


Val 


He Gly Lys 


He 


Val 


Thr 




130 










135 










140 










Ala 


Thr 


Leu 


Ser 


Arcr 


Ser 


Phe 


He 


He 


Met 


Phe 


Pro 


Ser 


He 


Phe 


Leu 


145 










150 










155 










160 


Leu 


Glu 


His 


Leu 


His 


Tvr 

Jr 


Cvs 


Gin 


He 


Asn 


He 


He 


Ala 


His 


Thr 


Phe 










165 










170 










175 




Cys 


Glu 


His 


Met 


Glv 


He 


Ala 


His 


Leu 


Ser 


Cys 


Ser 


Asp 


He 


Ser 


He 








180 










185 










190 






Asn 


Val 


Trn 




Glv 


Leu 


Ala 


Ala 


Ala 


Leu 


Leu 


Ser 


Thr Gly 


Leu 


Asp 






195 










200 










205 








lie 


Met 


Leu 


He 


Thr 


Val 


Ser 


Tyr 


He 


His 


He 


Leu 


Gin 


Ala 


Val 


Phe 




210 










215 










220 










Arg 


Leu 


Leu 


Ser 


Gin 


Asp 


Ala 


Arg 


Ser 


Lys 


Ala 


Leu 


Ser 


Thr 


Cvs 


Glv 


225 










230 










235 










240 


Sear 


His 


He 


Cys 


Val 


He 


Leu 


Leu 


Phe 


Tvr 


Val 


Pro 


Ala 


Leu 


Phe 


Ser 










245 










250 










255 




Val 


Phe 


Ala 


Tyr 


Arg 


Phe 


Gly Gly Arg 


Ser 


He 


Pro 


Cys 


Tyr 


Val 


His 








260 










265 










270 






lie 


Leu 


Leu 


Ala 


Ser 


Leu 


Tyr 


Val 


Val 


He 


Pro 


Pro 


Met 


Leu 


Asn 


Pro 






275 










280 










285 








Val 


lie 


Tyr Gly 


Val 


Arg 


Thr 


Lys 


Pro 


He 


Leu 


Glu 


Gly Ala 


Lys 


Gin 




290 










295 










300 










Met 


Phe 


Ser 


Asn 


Leu 


Ala 


Lys 


Gly 



















305 310 



<210> 1834 
<211> 332 
<212> PRT 

<213> Unknown (H38g752 protein) 
<220> 

<223> Synthetic construct 



<400>,1834 



Ser 


He 


Leu 


Phe 


Leu 


Tyr 


Phe 


Ser 


Leu 


Leu 


Gin 


Ala 


Ser 


Ser 


Asp 


Phe 


1 








5 










10 










15 




Leu 


He 


Thr 


Leu 
20 


Met 


Lys 


Asn 


Cys 


Thr 
25 


Glu 


Val 


Thr 


Glu 


Phe 
30 


He 


Leu 


Leu 


Gly 


Leu 
35 


Thr 


Asn 


Ala 


Pro 


Glu 
40 


Leu 


Gin 


Val 


Pro 


Leu 
45 


Leu 


He 


Met 


Phe 


Thr 


Leu 


He Tyr 


Leu 


Val 


Asn 


Val 


Val 


Gly Asn Leu Gly 


Met 


He 




50 










55 










60 










Val 


Leu 


He 


Val 


Trp 


Asp 


He 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


65 










70 










75 










80 


Leu 


Ser 


His 


Leu 


Ser 
85 


Leu 


Val 


Asp 


Phe 


Cys 
90 


Tyr 


Ser 


Ser 


Ala 


Val 
95 


Thr 
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Pro Thr Val He Ala Gly Leu Val He Gly Asp Lys Val lie Ser Tyr 

100 105 no 

Asn Ala Cys Ala Ala Gin Met Phe Phe Phe Ala Ala Phe Ala Thr Val 

115 120 125 

Glu Asn Phe Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr Asp Ala Val 

130 135 140 

Cys Lys Pro Leu His Tyr Thr Thr Thr Met Thr Thr Ser Val Cys Ala 
14 5 150 155 160 

Cys Leu Ala He He Cys Tyr Val Cys Gly Phe Leu Asn Ala Ser He 

165 170 175 

His He Gly Glu Thr Phe Ser Leu Ser Phe Cys Met Ser Asn Glu Val 

180 185 190 

His Cys Phe Phe Cys Asp Val Pro Pro Val Met Ala Leu Ser Cys Cys 

195 200 t 205 

Asp Arg His Val Asn Glu Leu Val Leu He Tyr Val Ala Ser Phe Asn 

210 215 220 

He Phe Ser Ala He Leu Val He Leu He Ser Tyr Leu Phe He Phe 
225 230 235 " 240 

lie Thr He Leu Lys Met His Ser Ala Ser Gly Tyr Gin Lys Ala Leu 
245 250 255 

iSer Thr Cys Ala Ser His Leu Thr Ala Val He He Phe Tyr Gly Thr 

260 265 270 

He He Phe Met Tyr Leu Gin Pro Ser Ser Gly His Ser Met Asp Thr 

275 280 285 

Asp Lys Leu Ala Ser Val Phe Tyr Thr Met He He Pro Met Leu Asn 

290 295 300 

Pro Leu Val Tyr Ser Leu Arg Asn Asn Glu Val Lys Ser Ala Phe Lys 
305 310 315 320 

Lys Val He Glu Lys Ala Lys Leu Ser Leu Leu Leu 
325 330 

<210> 1835 
<211> 318 
<212> PRT 

<213> Unknown (H38g753 protein) 
<220> 

<223> Synthetic construct 
<400> 1835 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 

1 5 10 15 

Leu Thr Gly He Pro Gly Leu Glu Ala Ala His Phe Trp He Ala He 

20 25 " 30 

Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly Asn Ala Ala Leu 

35 40 45 

lie Leu Val He Ala Met Asp Asn Ala Leu His Ala Pro Met Tyr Leu 

50 55 60 

Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu Ser Ser Thr Thr 
65 70 75 80 

Val Pro Lys Met Leu Ala He Leu Trp Leu His Ala Gly Glu He Ser 

85 90 ~ 95 

Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser He Tyr Ala 

100 105 HO 

Leu Glu Ser Ser He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 

115 120 125 

He Cys Asn Pro Leu Arg Tyr Thr Thr He Leu Asn His Ala Val He 

130 135 140 

Gly Arg He Gly Phe Val Gly Leu Phe Arg Ser Val Ala He Val Ser 
145 150 155 160 

Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys Gly His Arg Val 
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ICC 
lob 








170 




175 




Met 


Thr 


His 


Thr 


Tyr 


Cys 




Hi <; 


Met Gly He Ala Arg 


Leu 


Ala 


Cys 








180 






185 


190 






Ala 


Asn 


He 
195 


Thr 


vax 


Asn 


lie 


T7-a 1 
V CI X 

900 

Z. KJ \J 


Tyr Gly Leu Thr Val 
205 


Ala 


Leu 


Leu 


Ala 


Met 


Gly Leu 


Asp 


Ser 


lie 


Leu 


He Ala He Ser Tyr Gly 


Phe 


He 




210 










215 




220 


His 






Leu 


His 


Ala 


Val 


Pne 


HIS 


Leu 


ri <J 


Ser His Asp Ala Gin 


Lys 


Ala 


225 
















235 






240 


Leu 


Ser 


Thr 


Cys 


oiy 


Ser 


Mi <: 
nio 


He 


Gly He He Leu Val 


Phe 


Tyr 


He 
















250 




255 




Pro 


nld 


Phe 


Phe 


Ser 


Phe 


Leu 


Thr 


His Arg Phe Gly His 


His 


Glu 


Val 






260 










265 


270 






Pro 


Lys 


His 


Val 


His 


He 


Phe 


Leu 


Ala Asn Leu Tyr Val 


Leu 


Val 


Pro 




275 










280 


285 








Pro 


Val 


Leu 


Asn 


Pro 


He 


Leu 


Tyr Gly Ala Arg Thr Lys 


Glu 


He 


Arg 




290 










295 




300 








Ser 


Arg 


Leu 


Leu 


Lys 


Leu 


Leu 


His 


Leu Gly Lys Thr Ser 


He 






305 








310 






315 









<210> 1836 
<211> 330 
<212> PRT 

<213> Unknown (H38g754 protein) 



<220> 

<223> Synthetic construct 



<400> 1836 

His He Glu Pro Gly Asn Asp Thr Gin He Ser Glu Phe Leu Leu Leu 

! 5 10 15 

Gly Leu Ser Asp Lys Pro Glu Leu Gin Pro Phe Leu Phe Gly Leu Phe 

20 25 30 

Phe Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu 

35 40 45 

Ala Thr He Ser Asp Ser His Leu His Thr Pro Val Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Phe Ala Asp He Cys Phe He Ser Thr Thr He Pro 
65 70 75 80 

Lys Met Leu Val Asn He Gin Thr Gin Ser Arg Val He Thr Tyr Ala 

85 90 95 

Gly Cys He Thr Gin Met Cys Phe Phe Val Leu Leu Glu Ala Leu Asp 

100 105 HO 

Ser Leu Leu Leu Thr Val Met Ala Tyr Asp Gin Phe Val Ala He Cys 

115 120 125 

His Pro Leu His Tyr Met Val He Met Ser Pro Trp Phe Cys Gly Leu 

130 135 140 

Leu Val Leu Ala Ser Trp He He Met Ser Pro Trp Leu Cys Gly Leu 
145 • 150 155 160 

Leu Val Leu Ala Ser Trp He He Ser Asp Leu Asp Ser Ser Leu His 

165 170 175 

Ser Leu Met Val Leu Ser Leu Pro Phe Cys Thr Asp Phe Gin He Pro 

180 185 190 

His Phe Val Tyr Glu Leu Asn Gin Val He Arg Leu Ala Gly Ser Asp 

195 200 205 

Thr Phe Leu Asn Asp Met Ala Met Tyr Phe Ala Val Gly Pro Leu Gly 

210 215 220 

Gly Val Pro Leu Ala Gly He Leu Tyr Leu Tyr Cys Lys lie Val Phe 
225 230 235 240 

Ser He Arg Ala He Ser Ser Ala Gin Gly Lys Tyr Lys Ala Phe Ser 
245 250 255 
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Thr Cys Ala Ser His Leu Ser Val Val Ser Leu Phe Tyr Gly Arg Ser 

260 265 270 

Leu Gly Val Tyr Phe Ser Ser Ala Pro Thr Gin Asn Ser His Ser Gly 

275 280 285 

Ala Ala Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 

290 295 300 

Phe lie Cys Ser Leu Arg Asn Lys Asp lie Lys Arg Ala Leu Asn Gin 
305 310 315 320 

Phe lie Arg Val Val Pro Phe Phe Arg Lys 
325 330 

<210> 1837 
<211> 312 
<212> PRT 

<213> Unknown (H38g755 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 

<400> 1837 

Thr Thr Ser lie Asp Asp Asn Thr Glu Val Asn Glu Phe lie Xaa Leu 

1 5 10 15 

Gly Leu Thr Lys Ala Pro Glu Leu Gin Val His Leu Phe Val Leu Phe 

20 25 30 

Asn Phe lie Tyr Leu Phe Thr Leu Ser Gly Asn Leu Gly Met Met Leu 

35 40 45 

Leu lie Leu Leu Asp Ser Arg Leu His Thr Ser Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Leu Val Asp Phe Cys Tyr Ser Glu Thr Val Thr Pro 
65 70 75 80 

Lys Met Met Ala Gly Leu Leu lie Ala His Lys Val lie Ser Tyr Asn 

85 90 95 

Val Cys Ala Ala Gin Met Phe Phe Phe Ala Val Phe Ala Thr Val Glu 

100 105 110 

Ser Tyr Phe Leu Thr Ser Val Ala Tyr Asp Cys Tyr Arg Val Met Cys 

115 120 125 

Lys Pro Leu His Tyr Thr Thr Thr Met Thr Thr Asn Val Cys Ala Ser 

130 135 140 

Leu Ala lie Ala Cys Tyr Val Leu Gly Leu Leu Thr Ala Ala Val Asp 
145 150 155 160 

lie Gly Asp lie Cys Met Ser Asn Glu lie His His Phe Phe Cys Asp 

165 170 175 

He Leu Ala Val Met Thr Leu Thr Cys Ser Asn Lys His He Asn Glu 

180 185 190 

Leu He Leu Val Leu Leu Gin Ala He Phe Phe Thr Leu Leu Val He 

195 200 205 

Leu He Ser Cys Leu Phe Val Phe Val Phe Val Thr He Leu Lys Met 

210 215 220 

His Leu Phe Lys Ser Tyr Lys Lys Val Leu Ser Thr Tyr Gly Ser His 
225 230 235 240 

Leu Thr Ala Val Pro Leu Phe Tyr Glu Thr Val Leu He Thr Tyr Val 

245 250 255 

Gin Pro Ser Ser Ser His Phe Met Asn Thr Glu Lys He Val Ser Val 

260 265 270 

Phe His He Met Val He Pro Met Leu He Pro Val Val Tyr Ser Leu 

275 280 285 

Arg Asn Asn Glu Val Lys Ser Ala Phe Lys Thr Val Val Glu Glu Thr 
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290 295 300 

Lys Tyr Phe Leu Gly Leu Val Phe 
305 " 310 

<210> 1838 
<211> 315 
<212> PRT 

<213> Unknown (H38g756 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 



<400> 1838 



Met 


Gly 


Gly Phe Gly Thr Asn 


He 


Ser 


Ser 


Thr 


Thr 


Ser 


riie 


i nr 


Leu 


1 






5 










10 










lb 




Thr 


Gly 


Phe 


Pro 


Glu 


Met 


Lys 


Gly 


Leu 


Glu 


His 


Trp 


Jjeu 


Ala 


Ala 


Leu 






20 










25 










*> ft 






, Leu 


Leu 


Leu 


Leu 


Cys 


Ala 


He 


Ser 


Phe 


Leu 


Gly Asn 


X 1 a 

lie 


Leu 


X T A 

lie 


Leu 






35 










40 










A C 








Phe 


He 
50 


He 


Lys 


Glu 


Glu 


Gin 

55 


Ser 


Leu 


His 


Gin 


Pro 
60 


Met 


Tyr 


Tyr 


rne 


Leu 


Ser 


Leu 


Phe 


Ser 


Val 


Asn 


Asp 


Leu 


Gly 


Val 


Ser 


Pne 


Ser 


i nr 


Leu 


65 










70 










75 










O ft 

o u 


Pro 


Thr 


Val 


Leu 


Ala 
85 


Ala 


Val 


Cys 


Phe 


HIS 


Ala 


Pro 


bill 




i nr 
qc 


rne 


Asp 


Ala 


Cys 


Leu 


Ala 


Gin 


Thr 


Phe 


Phe 


He 


His 


Phe 


Ser 


Ser 


Trp 


Thr 




100 










1 ftR 










no 






Glu 


Phe 


Gly 
115 


He 


Leu 


Leu 


-nix. 

Ala 


wet. 

1 Oft 




Xrllxz 


Asp 


His 


xyx 
125 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ala 


Thr 


Val 


Leu 


Thr 


Asp 


Val 


Arg 


Val 


Ala 


130 










135 










140 










His 


Asn 


Gly 


He 


Ser 


He 


Val 


He 


Arg 


Ser 


Phe 


Cys 


Met 


Val 


Phe 


Pro 


145 








150 










155 










160 


Leu 


Pro 


Phe 


Leu 


Leu 
165 


Lys 


Arg 


Leu 


Pro 


Phe 
170 


Cys 


Lys 


Ala 


Ser 


Val 
175 


Val 


Leu 


Ala 


His 


Ser 
180 


Tyr 


Cys 


Leu 


His 


Ala 
185 


Asp 


Leu 


He 


Arg 


Leu 
190 


Pro 


Cys 


Gly 


Asp 


Thr 


Thr 


He 


Asn 


Ser 


Met 


Tyr 


Gly 


Leu 


Phe 


He 


Val 


He 


Ser 


195 










200 










205 








Ala 


Phe 


Gly Val 


Asp 


Ser 


Leu 


Leu 


He 


Leu 


Leu 


Ser 


Tyr 


Val 


Leu 


He 




210 










215 










220 










Leu 


His 


Ser 


Val 


Leu 


Ala 


He 


Ala 


Ser 


Arg 


Gly Glu 


Arg 


Leu 


Lys 


Thr 


225 










230 










235 










240 


Leu 


Asn 


Thr Cys Val 


Ser 


His 


He 


Tyr 


Ala 


Val 


Leu 


He 


Phe 


Tyr 


Val 










245 










250 










255 




Pro 


Met 


Val 


Ser 


Val 


Ser 


Met 


Val 


His 


Arg 


Phe Gly 


Arg 


His 


Ala 


Pro 








260 










265 










270 






Glu 


Tyr 


Val 


His 


Lys 


Phe 


Met 


Ser 


Ser 


Leu 


Tyr 


Leu 


Pro 


Met 


Leu 


Tyr 




275 










280 










285 








Pro 


He 
290 


He 


Tyr 


Ser 


He 


Lys 
295 


Thr 


Lys 


Glu 


He 


Arg 
300 


Arg 


Arg 


Leu 


His 


Lys 


Met 


Leu 


Leu 


Gly Ala 


Lys 


Phe 


Xaa 


Ser 


Lys 












305 










310 










315 













<210> 1839 
<211> 329 
<212> PRT 
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<213> Unknown (H38g757 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (329) 

<223> Xaa = Any Amino Acid 

<400> 1839 

Met Glu Pro Glu Asn Asp Thr Arg lie Ser Glu Phe Arg Leu Leu Gly 

1 5 10 15 

Phe Ser Glu Glu Pro Arg Leu Gin Arg Phe Arg Phe Leu Phe Gly Val 

20 25 30 

Phe Leu Ser Met Tyr Leu lie lie Val Phe Gly Asn Leu Leu lie lie 

35 40 45 

Leu Val lie lie Leu Cys Ser His Leu His Thr Ser Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Ser Phe Val Asp lie Cys Phe Ala Ser Thr Arg Val 
65 70 75 80 

Pro Lys Met Leu Val Asn lie Gin Ala Gin Ser Lys Val lie Thr Ser 

85 90 95 

Ala Gly Cys lie Thr Gin Met Tyr Phe Phe lie His Phe Val Gly Leu 

100 105 110 

Asp Ser Phe Leu Leu Thr Val Met Ala Tyr Asp Arg Phe Val Ala lie 

115 120 125 

Cys His Pro Leu Tyr Tyr Thr Val lie Met Asn Pro Gin Leu Cys Gly 

130 135 140 

Leu Leu Val Leu Val Ser Trp lie Thr Ser Val Leu His Ser Leu Leu 
145 150 . 155 i 160 

His Ser Leu Met Val Leu Gin Leu Ser Leu Cys Arg Glu Leu Glu lie 

165 170 175 

Pro His Phe Phe Cys Glu Leu Asn Gin Val lie His Leu Ala Cys Ser 

180 185 190 

Asp Thr Phe Leu Asn Asp Met Val Met Tyr Leu Ala Ala Val Leu Leu 

195 200 205 

Gly Gly Gly Ser Leu Ala Gly lie Leu Tyr Ser Tyr Ser Lys Thr Val 

210 215 220 

Ser Ser lie Cys Ala lie Ser Ser Ala Gin Gly Lys Tyr Lys Ala Phe 
225 230 235 ** 240 

Ser Thr Cys Pro Ser His Leu Ser Val Val Ser Leu Phe Tyr Cys Thr 

245 250 ~* 255 

Ser Leu Gly Val Tyr Leu Ser Ser Ala Ala Ser His Asn Ser His Ser 

260 265 270 

Gly Ala lie Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn 

275 280 285 

Pro Phe lie Tyr Ser Leu Arg Asn Lys Asp lie Lys Arg Ala Leu Lys 

290 295 300 

Asn Ser Leu Gly Gly Lys Leu Glu Lys Gly Gin Leu Ser Leu Gly Leu 
305 310 315 320 

Lys Leu Tyr Pro Xaa Leu Gin Gly Ser 
325 

<210> 1840 
<211> 320 
<212> PRT 

<213> Unknown <H38g758 protein) 
<220> 

<223> Synthetic construct 
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<400> 1840 


























Met 


Glu 


Arg Gly Asn 


Gin 


Thr 


Glu 


Val 


Gly Asn 


Pne 


Leu 


Leu 


Leu Gly 


1 








5 










10 








-L _J 




Phe 


Ala 


Glu Asp 


Ser 


Asp 


Met 


Gin 


Leu 


Leu Leu 


His 


Gly Leu 


i lie 


T .011 

UC IX 








20 








25 








■J V 






Ser 


Met 


Tyr 


Leu 


Val 


Thr 


He 


He Gly Asn Leu 


Leu 


He 


lie 


T.on 


J. 111. 






35 










40 








45 








lie 


Ser 


Ser Asp 


Ser 


His 


Leu 


His 


Thr 


Pro Met 


Tyr 


Phe 


Phe 


IlCU 






50 










55 








60 










Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


He 


Cys 


Phe 


Thr Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 








75 










on 

O \J 


Met 


Leu 


Val 


Asn 


He 


Gin 


Thr 


Gin 


Ser 


Lys Met 


He 


Thr 


Phe 


Ala 












85 










90 








95 




Cys 


Leu 


Thr 


Gin 


He 


Phe 


Phe 


Phe 


He 


Ala Phe Gly Cys 


Leu 


Asp 


Asn 






100 










105 








110 






Leu 


Leu 


Leu 


Thr 


Met 


Thr 


Ala 


Tyr 


Asp Arg Phe 


Val 


Ala 


He 


Cys 


Tyr 






115 










120 








125 








Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Pro Arg 


Leu 


Cys 


Gly Leu 


Leu 




130 








135 








140 










Val 


Leu 


Gly 


Ser 


Trp 


Cys 


He 


Ser 


Val 


Met Gly 


Ser 


Leu 


Leu 


Glu 


Thr 


145 








150 








155 










160 


, Leu 


Thr 


He 


Leu 


Arg 


Leu 


Ser 


Ser 


Cys 


Thr Asn 


Met 


Glu 


He 


Pro 


His 










165 










170 








175 




Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Glu 


Val 


Leu 


Lys Leu 


Ala 


Cys 


Ser 


Asp 


Thr 








180 










185 








190 






Phe 


He 


Asn 


Asn 


He 


Val 


Met 


Cys 


Phe 


Val Thr 


He 


Val 


Leu 


Gly Val 






195 










200 








205 








Phe 


Pro 


Leu 


Cys 


Gly 


He 


Leu 


Phe 


Ser 


Tyr Ser 


Gin 


He 


Phe 


Ser 


Ser 




210 










215 








220 










Val 


Leu 


Arg 


Val 


Ser 


Ser 


Ala 


Arg Gly Gin His 


Lys 


Ala 


Phe 


Thr 


Thr 


225 








230 








235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu Phe 


Tyr 


Gly Thr 


Gly Leu 






245 










250 








255 




Gly 


Val 


Tyr 


Leu 


Ser 


Ser 


Ala 


Val 


Thr 


Pro Pro 


Ser 


Arg 


Thr 


Ser 


Leu 




260 










265 








270 






Ala 


Ala 


Ser 


Val 


Met 


His 


Thr 


Met 


Val 


Thr Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 








285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys Gly 


Ser 


Leu Gly Arg 


Leu 




290 










295 








300 










Leu 


Leu 


Arg 


Ala 


Thr 


Ser 


Leu 


Lys 


Glu Gly Thr 


He 


Ala 


Lys 


Leu 


Ser 


3 05 








310 








315 










320 



<210> 1841 
<211> 328 
<212> PRT 

<213> Unknown <H38g759 protein) 
<220> 

<223>* Synthetic construct 

<221> VARIANT 

<222> (1)...(328) 

<223> Xaa = Any Amino Acid 



<400> 1841 

Tyr Thr Asp Pro Gin Asn Leu Thr 

1 5 
Glu Leu Ser Glu Asp Pro Ala Leu 
20 

Leu Met Cys Leu Val Thr Val Leu 
35 40 



Asp Val Phe He Phe Leu Leu Leu 

10 15 
Gin Leu Val Val Thr Gly Leu Cys 
25 30 
Trp Asn Leu Leu Ser He Leu Ala 
45 
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Val Ser Pro Asp Ser His Leu His Thr Pro Met His Phe Phe Leu Cys 

50 55 60 

Asn Leu Ser Leu Pro Asp lie Gly Phe Thr Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met lie Val Asp lie Gin Ser His Ser Arg Val lie Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Met Ser Leu Ser Ala lie Phe Gly Gly Met Glu Glu 

100 105 110 

Asn Met Leu Leu Ser Val Met Ala Tyr Asp Gin Phe Val Ala lie Cys 

115 120 125 

His Pro Leu Tyr His Ser Ala He Met Asn Pro Cys Phe Cys Gly Phe 

130 135 140 

Leu Val Leu Leu Ser Phe Phe Phe Ser Val Phe Xaa His Ser Gin Leu 
145 150 155 160 

Gin Asn Leu He Ala Leu Gin He Thr Cys Phe Lys Asp Val Glu He 

165 170 175 

Pro Asn Phe Phe Cys Asp Pro Ser Gin Leu Pro His Leu Ala Cys Cys 

180 185 190 

Asp Thr Phe Thr Asn Asn He He Met Tyr Phe Pro Ala Ala He Phe 
195 200 205 

i Gly Phe Leu Pro He Ser Gly Thr Leu Phe Ser Tyr Tyr Lys He Val 
210 215 220 

Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Ser Tyr Lys Ala Phe 
225 230 235 240 

Ala Thr Cys Gly Ser His Leu Ser Val Val Cys Xaa Phe Tyr Gly Thr 

245 250 255 

Gly Val Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Leu Arg Lys 

260 265 270 

Arg Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn 

275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Arg Asp He Lys Gly Val Leu Trp 

290 295 300 

Gin Pro Cys Ser Arg Thr Ala Ala Gin Ser Pro Ser Gin Tyr Leu His 
305 310 315 320 

Leu Phe His Ser Phe Cys Arg Met 
325 

<210> 1842 
<211> 210 
<212> PRT 

<213> Unknown (H38g760 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (210) 

<223> Xaa = Any Amino Acid 

<400> 1842 

Ser Val Lys Tyr Leu Asn Glu Ser Phe Pro Glu Asp Phe He Leu Met 

1 5 10 15 

Gly Phe Val Lys Tyr Pro Trp Leu Asp Phe Leu Leu Phe Cys Val Leu 

20 25 30 

Leu Thr Phe Tyr Met Phe Thr Leu Leu Gly Asn Ser Ala He He Leu 

35 40 45 

Val Ser Gin Leu Asp Ser Gin Leu His Ser Pro Met Tyr Phe Leu Leu 

50 55 60 

Thr Ser Leu Ser Val Leu Tyr Leu Cys Phe Thr Thr Thr Thr Val Pro 
65 70 75 80 

Gin Met Leu Phe Asn Leu Gly Gly Thr Asn Lys Asn He Thr Xaa He 
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85 90 95 



Gly 


Cys 


Met 


Ala 


Gin 


Ala 


Tyr 


Val 


Phe 


His Trp 


Leu 


AT ^ 

/Aid 


W 5 


Tip 


Rill 
ox u. 




100 










105 








XXV/ 






Cys 


Val 


Leu 


Leu 


Gxy 


lie 


val 


Ala 


Leu 


Asp Cys 


xyx 


Val 


Ala 


Val 






115 










120 








X -J 








Lys 


Pro 


Pro 


Arg 


Tyr 


X I IX 


Tip 
X XT? 


He 


He 


Asp His 


Lvs 


Val 


Cys 


Leu 


His 


130 










135 








140 










Leu 


Ser 


Ser 


Thr 


Ala 


Trp 


Leu 


He Gly Leu Ala 


Asn 


Ser 


Leu 


Leu 


Gin 


145 










150 








155 










160 


Ser 


Thr 


He 


Thr 


He 


Gin 


Leu 


Pro 


Leu 


Xaa Arg 


Cys 


He 


Ala 


Gin 


He 










165 










170 








175 




Phe 


Leu 


Xaa 


Leu 


Glu 


Ser 


Val 


Thr 


Xaa 


Gin Ser 


Leu 


Thr 


Val 


Thr 


Tyr 








180 










185 








190 






Leu 


Xaa 


Asp 


Leu 


Leu 


Gin 


His 


Ser 


He 


Xaa Gly 


Gin 


Leu 


His 


Ala Gly 



195 200 205 



Glu Leu 
210 

<210> 1843 
<211> 315 
<212> PRT 

<213> Unknown (H38g761 protein) 
<220> 

<223> Synthetic construct 



<400> 1843 



Met 


Glu 


Pro 


Glu 


Lys 


Gin 


Thr 


Glu 


He 


Ser 


Glu 


Phe 


Phe 


Leu 


Gin 


Gly 


1 








5 










10 










15 




Leu 


Ser 


Glu 


Lys 
20 


Pro 


Glu 


His 


Gin 


Thr 
25 


Leu 


Leu 


Phe 


Thr 


Met 
30 


Phe 


Leu 


Ser 


Thr 


Tyr 


Leu 


Val 


Thr 


He 


He Gly Asn Ala 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


He 
50 


Thr 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


Thr 


Leu 


Leu 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 
85 


Gin 


Ala 


Gin 


Ser 


Arg 
90 


Ala 


He 


Pro 


Phe 


Val 
95 


Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Ala 


Phe 


His 


Leu 


Phe 


Gly Thr 


Met 


Asp 


Ser 






100 










105 










110 






Phe 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ala 


He 
120 


Asp 


Arg 


Phe 


Val 


Ala 
125 


He 


Val 


His 


Pro 


Gin 


Arg 


Tyr 


Leu 


Val 


Leu 


Met 


Cys 


Ser 


Pro 


Val 


Cys 


Gly Leu 


Leu 




130 










135 










140 










Leu 


Gly 


Ala 


Ser 


Trp 


Met 


He 


Thr 


Asn 


Leu 


Gin 


Ser 


Leu 


He 


His 


Thr 


145 








150 










155 










160 


Cys 


Leu 


Met 


Ala 


Gin 


Leu 


Thr 


Phe Cys 


Ala Gly 


Ser 


Glu 


He 


Ser 


His 








165 










170 










175 




Phe 


Phe 


Cys 


Asp 
180 


Leu 


Met 


Pro 


Leu 


Leu 
185 


Lys 


Leu 


Ser 


Gly 


Ser 
190 


Asp 


Thr 


His 


Thr 


Asn 
195 


Glu 


Leu 


Val 


He 


Phe 
200 


Ala 


Phe 


Gly 


He 


Val 
205 


Val 


Gly 


Thr 


Ser 


Pro 
210 


Phe 


Ser 


Cys 


He 


Leu 
215 


Leu 


Ser 


Tyr 


He 


Arg 
220 


He 


Phe 


Trp 


Thr 


Val 


Phe 


Lys 


He 


Pro 


Ser 


Thr 


Arg Gly Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


225 








230 










235 










240 


Cys 


Gly 


Leu 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Ser 


Tyr 


Gly Thr 


He 


Phe 






245 










250 










255 




Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Thr 


Ser 


Pro 


Ser 


Ser 


Ser 


Gin 


Lys 


Asp 


Lys 



260 265 270 
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Ala Ala Ala Leu Met Cys Gly Val Phe He Pro Met Leu Asn Pro Phe 

275 280 285 

lie Tyr Ser He Arg Asn Lys Asp Met Lys Ala Ala Leu Gly Lys Leu 

290 295 300 

He Gly Lys Val Ala Val Pro Cys Pro Arg Pro 
305 310 315 

<210> 1844 
<211> 316 
<212> PRT 

<213> Unknown (H38g762 protein) 
<220> 

<223> Synthetic construct 
<400> 1844 

Met Ala Pro Thr Asn Leu Thr Ser Ala Pro Val Phe Leu Leu Leu Gly 

15 10 15 

Leu Val Asp Gly Thr Asp Ala His Pro Leu Leu Phe Leu Leu Cys Leu 

20 25 30 

!Gly He Tyr Leu Leu Asn Ala Leu Ser Asn Leu Ser Met Val Ala Leu 

35 40 45 

Val Arg Ser Asp Gly Ala Leu Arg Ser Pro Met Tyr Tyr Phe Leu Gly 

50 55 60 

His Leu Ser Leu Val Asp Val Cys Phe Thr Thr Val Thr Val Pro Arg 
65 70 75 80 

Leu Leu Ala Gly Leu Leu His Pro Gly Gin Ala He Ser Phe Gin Ala 

85 90 95 

Cys Phe Ala Glu Met Tyr Phe Phe Val Ala Leu Gly He Thr Glu Ser 

100 105 110 

Tyr Leu Leu Ala Ala Met Ser Tyr Asp Arg Ala Thr Ala Ala Cys Arg 

115 120 125 

Pro Leu Arg Tyr Gly Ala Leu Val Thr Pro Trp Ala Cys Ala Ser Leu 

130 135 140 

Val Arg Ala Ser Trp Ala Val Thr His Leu His Ser Leu Leu His Thr 
145 150 155 160 

Leu Leu Leu Ser Ala Leu Ser Tyr Pro Tyr Pro Thr Pro Val Arg Pro 

165 170 175 

Phe Phe Cys Asp Met Thr Val Met Leu Ser Leu Ala Thr Ser Asp Thr 

180 185 190 

Ser Ala Ala Glu Thr Ala He Phe Ser Glu Gly Leu Ala Val Val Leu 

195 200 205 

Ala Pro Leu Leu Leu Val Phe Leu Ser Tyr Ala Arg He Leu Val Ala 

210 215 220 

Val Leu Gly Leu Pro Arg Pro Arg Arg Ala Phe Ser Tyr Cys Gly Ala 
225 230 235 240 

His Leu Val Ala Val Ala Val Ala Leu Phe Phe Gly Ser Val Leu Ser 

245 250 255 

Val Tyr Phe Pro Pro Ser Ser Ala Tyr Ser Ala Arg Tyr Asp Arg Leu 

260 265 270 

Ala Ser Val Val Tyr Ala Val He Thr Pro Thr Leu Asn Pro Phe He 

275 280 285 

Asn Ser Leu Arg Asn Lys Glu Val Lys Gly Ala Leu Lys Arg Gly Leu 

290 295 300 

Arg Trp Arg Ala Ala Pro Gin Glu Ala Trp Arg Ala 
305 310 315 

<210> 1845 
<211> 312 
<212> PRT 

<213> Unknown (H38g763 protein) 
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<220> 

<223> Synthetic construct 
<400> 1845 

Met Asp Gly Glu Asn His Ser Val Val Ser Glu Phe Leu Phe Leu Gly 

! 5 10 15 

Leu Thr His Ser Trp Glu lie Gin Leu Leu Leu Leu Val Phe Ser Ser 

20 25 30 

Val Leu Tyr Val Ala Ser lie Thr Gly Asn He Leu He Val Phe Ser 

35 40 45 

Val Thr Thr Asp Pro His Leu His Ser Pro Met Tyr Phe Leu Leu Ala 

50 * 55 60 

Ser Leu Ser Phe He Asp Leu Gly Ala Cys Ser Val Thr Ser Pro Lys 
65 70 75 80 

Met He Tyr Asp Leu Phe Arg Lys Arg Lys Val He Ser Phe Gly Gly 

85 90 95 

Cys He Ala Gin He Phe Phe He His Val He Gly Gly Val Glu Met 

100 105 HO 

Val Leu Leu He Ala Met Ala Phe Asp Arg Tyr Val Ala Leu Cys Lys 

115 120 125 

Pro Leu His Tyr Leu Thr He Met Ser Pro Arg Met Cys Leu Ser Phe 

130 135 140 

Leu Ala Val Ala Trp Thr Leu Gly Val Ser His Ser Leu Phe Gin Leu 
145 150 155 160 

Ala Phe Leu Val Asn Leu Ala Phe Cys Gly Pro Asn Val Leu Asp Ser 

165 170 175 

Phe Tyr Cys Asp Leu Pro Arg Leu Leu Arg Leu Ala Cys Thr Asp Thr 

180 185 190 

Tyr Arg Leu Gin Phe Met Val Thr Val Asn Ser Gly Phe He Cys Val 

195 200 205 

Gly Thr Phe Phe He Leu Leu He Ser Tyr Val Phe He Leu Phe Thr 

210 215 220 

Val Trp Lys His Ser Ser Gly Gly Ser Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 

Ser Ala His Ser Thr Val Val Leu Leu Phe Phe Gly Pro Pro Met Phe 

245 250 255 

Val Tyr Thr Arg Pro His Pro Asn Ser Gin Met Asp Lys Phe Leu Ala 

260 265 270 

He Phe Asp Ala Val Leu Thr Pro Phe Leu Asn Pro Val Val Tyr Thr 

275 280 285 

Phe Arg Asn Lys Glu Met Lys Ala Ala He Lys Arg Val Cys Lys Gin 

290 295 300 

Leu Val He Tyr Lys Arg He Ser 
305 310 

<210> 1846 
<211> 318 
<212>'PRT 

<213> Unknown (H38g764 protein) 
<220> 

<223> Synthetic construct 
<400> 1846 

Met Trp Gin Lys Asn Gin Thr Ser Leu Ala Asp Phe He Leu Glu Gly 

15 10 15 

Leu Phe Asp Asp Ser Leu Thr His Leu Phe Leu Phe Ser Leu Thr Met 

20 25 30 

Val Val Phe Leu He Ala Val Ser Gly Asn Thr Leu Thr He Leu Leu 
35 40 45 
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Tip 

lie 


Cys 


He Asp 


Pro 


Gin 


Leu 


His 














Qt; 
~> j 




CZl n 


JUCU 




Leu 


Met 




Leu 


Met 












70 






wet. 


.nla 


1 ill 


Asn 


zyr 


Leu 


Cav- 












85 








Cys 


nla 


l fir 


bin 


Hi c 


pV>p 


T .01 1 
*-J u 


xyx 








1UU 












lieu 


Leu 


nla 


Vai 


Mot- 

Hct. 




ryr 






llD 










120 


Pro 


Leu 


Arg 


Tyr 


Ala 


vax 


Leu 


Met 




1 j u 










135 




Ala 
Aid 


vai 


Met 


Ser 


Trp 


Leu 


V7X y 


Ala 












i ^n 

1 jU 






Aid 


Tl » 

lie 


Leu 


Met 


nis 


PVio 

rile 


Prn 

XT 1, \J 


file 










1 O J 








Pne 


Tyr 


Cys 


Glu 


rxie 


Pro 


Al a 


vai 








1 on 
180 










Thr 


vai 


Tyr 


Glu 


inr 


i nr 


Vd 1 


Tyr 






195 












Pro 


lie 


Phe 


Leu 


lie 


t>er 


i nr 


oer 




210 










ziD 




lie 


Gin 


Met 


Arg 


Ser 


Ser 


biy 


Ser 


225 
















Gly 


Ser 


His 


Leu 


Thr 


Vai 


vai 


Ser 










o >i c 








Ser 


Tyr 


Met 


Arg 


Pro 


Arg 


O a v- 

ser 


Gin 








260 










Gly 


Ser 


Vai 


Phe 


Tyr 


Ser 


He 


He 






275 










280 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Vai 




290 










295 




Arg 


Arg 


Asp 


Vai 


He 


Thr 


Gin 


Cys 


305 










310 







l ill 




Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ser 


Mi c: 

nib 


vax 


Ser 
75 


Thr 


Thr 


He 


Leu 


Lys 
80 


T.we 
l»jr 5> 


Lys 
90 


Ser 


He 


Ser 


Phe 


Vai 
95 


Glv 
vixy 


Leu 


\_ys> 


Leu 


Gly Gly 


Ala 


Glu 




105 










110 






Asp 


A rri 


xyr 


Vai 


Ala 
125 


He 


Cys 


His 


A cn 
noil 






Vai 


Gly Leu Met 


Met 








140 










Ser 


Vai 


Asn 
155 


Ser 


Leu 


He 


His 


iutr L. 

160 


Cys 


v^xy 
170 


Pro 


Arg 


Lys 


Vai 


Tyr 
175 


Hi <; 
nx 9 


vai 


Lys 


Leu 


Vai 


Cys 


Gly 


Asp 


Tl o 
lie 


lOJ 










190 






lie 


Ser 


ber 


He 


Leu 
205 


Leu 


Leu 


Leu 


Tyr 


vai 


Pne 


He 
220 


Leu 


Gin 


Ser 


vai 


Lys 


Arg 


Asn 
235 


Ala 


Phe 


Ala 


Thr 


Cys 
240 


Leu 


Trp 


pne 


Gly Ala 


Cys 


He 


pne 




250 










255 




Cys 


Thr 


Leu 


Leu 


Gin 


Asn 


Lys 


Vai 


265 










270 






Thr 


Pro 


Thr 


Leu 


Asn 
285 


Ser 


Leu 


He 


Ala 


Lys 


Ala 


Leu 
300 


Arg 


Arg 


Vai 


Leu 


He 


Gin 


Arg 
315 


Leu 


Gin 


Leu 







<210> 1847 
<211> 105 
<212> PRT 

<213> Unknown (H38g765 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(105) 

<223> Xaa = Any Amino Acid 



<400> 1847 



Thr 


Leu 


Cys 


Ala 


Thr 


Ala 


Xaa 


Leu 


Asp 


His Phe 


He 


Cys 


Glu 


Leu 


Pro 


1 








5 










10 








15 




Ala 


Leu 


Leu 


Lys 


Leu 


Ala 


Arg 


Gly 


Gly 


He Gly 


Asp 


Thr 


Thr 


Glu 


Asn 








20 










25 








30 






Gin 


Met 


Phe 


Ala 


Ala 


Arg 


Vai 


Vai 


He 


Leu Leu 


Leu 


Pro 


Phe 


Ala 


Vai 






35 










40 








45 








He 


Leu 


Ala 


Ser 


Tyr 


Gly 


Ala 


Vai 


Ala 


Arg Ala 


Vai 


Cys 


Cys 


Met 


Arg 




50 










55 








60 










Phe 


Ser 


Gly 


Gly 


Arg 


Arg 


Arg 


Ala 


Vai 


Gly Thr 


Cys 


Gly 


Ser 


His 


Leu 


65 










70 








75 










80 


Thr 


Ala 


Vai 


Cys 


Leu 


Phe 


Tyr 


Gly 


Ser 


Ala He 


Tyr 


Thr 


Tyr 


Leu 


Gin 










85 










90 








95 




Pro 


Ala 


Gin 


Arg 


Asn 


Asn 


Gin 


Ala 


Arg 
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100 105 

<210> 1848 
<211> 104 
<212> PRT 

<213> Unknown (H3 8g766 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (104) 

<223> Xaa = Any Amino Acid 

<400> 1848 



lie 


His 


Ala 


Leu 


Ser 


Ala 


lie 


Glu 


Ser 


Thr 


He 


Leu 


Leu 


Ala 


Met Ala 


1 








5 










10 










15 


Phe 


Asn 


Arg 


Tyr 
20 


Val 


Ala 


He 


Cys 


His 
25 


Pro 


Leu 


Arg 


His 


Ala 
30 


Ala Val 


Leu 


Asn 


Asn 


Thr 


Val 


Thr 


Ala 


Gin 


He Gly 


He 


Val 


Ala 


Val 


Val Arg 






35 










40 










45 




Gly Ser 


Leu 


Phe 


Phe 


Phe 


Pro 


Leu 


Pro 


Leu 


Leu 


He 


Lys 


Arg 


Leu Ala 




50 










55 










60 






Phe 


Cys 


His 


Ser 


Asn 


Val 


Leu 


Ser 


His 


Ser 


Tyr 


Cys 


Val 


His 


Gin Asp 


65 










70 










75 








80 


Val 


Met 


Lys 


Leu 


Ala 


Tyr 


Ala 


Asp 


Asn 


Leu 


Pro 


Asn 


Val 


Val Tyr Gly 










85 










90 










95 


Leu 


Asn 


Xaa 


Pro 
100 


Phe 


Trp 


Leu 


Val 

















<210> 1849 
<211> 320 
<212> PRT 

<213> Unknown (H38g767 protein) 
<220> 

<223> Synthetic construct 



<400> 1849 



Met 


Glu 


Thr 


Gly Asn 


Gin 


Thr 


His 


Ala 


Gin 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 


Phe 


Ser 


Ala 


Thr 


Ser 


Glu 


He 


Gin 


Phe 


He 


Leu 


Phe 


Gly Leu 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Phe 


Thr 


Gly Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Cys 
50 


Ser 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


Leu 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Leu 


Asn 


He 


Leu 


Thr 


Gin 


Asn 


Lys 


Phe 


He 


Thr Tyr Ala Gly 










85 










90 










95 




Cys 


Leu 


Ser 


Gin 
100 


He 


Phe 


Phe 


Phe 


Thr 
105 


Ser 


Phe 


Gly 


Cys 


Leu 
110 


Asp 


Asn 


Leu 


Leu 


Leu 
115 


Thr 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Phe 


Val 


Ala 
125 


Val 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Pro 


Gin 


Leu 


Cys 


Gly Leu 


Leu 




130 










135 










140 










Val 


Leu 


Gly 


Ser 


Trp 


Cys 


He 


Ser 


Val 


Met 


Gly 


Ser 


Leu 


Leu 


Glu 


Thr 


145 










150 










155 










160 


Leu 


Thr 


Val 


Leu 


Arg 
165 


Leu 


Ser 


Phe 


Cys 


Thr 
170 


Lys 


Met 


Glu 


He 


Pro 
175 


His 
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trim rxitj v^yo 


Asp 


Leu 


Leu 


ox u 


Val T.*=»u 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 




1 ao 

X O V 








185 










190 






pVi a Tl o fieri 
rile lie rtbll 


Asn 


Va 1 
val 


Vet X 


lie 


ljfx nic 


Al a 


Thr Gly Val 


Leu Gly Val 


195 










200 








205 








lie ocx nic 


Thr 


Gly 


Tip 
X X c 




Phe Ser 


Ayx 


Tyr 


Lys 


He 


Val 


Phe 


Ser 










a X -J 








220 










lie ucU nig 


Tip 

lie 


Coy 
OCX 


Cor 

OCX 


Ala 


CZ 1 \/ KrfT 

vjiy Mi y 


uy 0 


His 


Lys 


Ala 


Phe 


Ser 


Thr 


225 






230 








235 










240 




fix s 


Leu 


Ser 


Val 


Val Thr 


T .01 1 


Phe Tyr Gly Thr Gly Phe 






*4 J 


















255 




Gly Val Tyr 


Leu 


Ser 


Ser 


Ala 


Ala Thr 


Pro 


Ser 


Ser 


Arg 


Thr 


Ser 


Leu 




260 








265 










270 






vai Ala ocl 


Val 


net. 


Tyr 


Thr 


Met Val 


1 nr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






• 






280 








285 








lie Tyr Sex* 


Leu 


Arg 


Asn 


Thr Asp Met 


Lys 


Arg 


Ala 


Leu Gly Arg 


Leu 


290 








295 








300 










Leu Ser Arg 


Ala 


Thr 


Phe 


Phe 


Asn Gly 


Asp 


He 


Thr 


Ala 


Gly Leu 


Ser 


305 






310 








315 










320 


<210> 1850 


























<211> 312 


























<212> PRT 


























<213> Unknown (H38g768 protein) 
















<220> 


























<223> Synthetic 


construct 


















<221> VARIANT 
























<222> (1) . . 


. (312) 






















<223> Xaa = 


Any Amino Acid 


















<400> 1850 


























Met Gly Asp 


Asn 


Gin 


Ser 


Arg 


Val Thr 


Glu 


Phe 


He 


Leu 


Val 


Gly 


Phe 


1 




5 








10 










15 




Gin Leu Ser 


Val 


Glu 


Met 


Glu 


Val Leu 


Leu 


Phe 


Trp 


He 


Phe 


Ser 


Leu 




20 








25 










30 






Leu Tyr Leu 


Phe 


Ser 


Leu 


Leu Ala Asn Gly Met 


He 


Leu 


Gly Leu 


He 


35 










40 








45 








Cys Leu Asp 


Pro 


Arg 


Leu 


Arg 


Thr Pro 


Met 


Tyr 


rile 


T>"h «~> 


Leu 


Ser 


His 


50 








55 








C A 

oU 










Leu Ala Val 


lie 


Asp 


He Tyr Tyr Ala 


Ser 


Ser 


Asn 


Leu 


Leu 


Asn 




65 






70 








75 










OA 
oU 


Leu Glu Asn 


Leu 


Val 


Lys 


His 


Lys Lys 


Asn 


Tyr 


Pro 


Phe 


He 


Ser 


Cys 






85 








90 










95 




lie Met Gin 


Met 


Ala 


Leu 


Tyr 


Leu Thr 


Phe 


Ala 


Ala 


Ala 


Val 


Cys 


Met 




100 








105 










110 






lie Leu Val 


Val 


Met 


Ser 


Tyr 


Asp Arg 


Phe 


Val 


Ala 


He 


Cys 


His 


Pro 


115 










120 








125 








Leu His Tyr 


Thr 


Val 


He 


Met 


Asn Trp 


Arg 


Val 


Cys 


Thr 


Val 


Leu 


Ala 


130 








135 








140 










lie Thr Ser 


Trp 


Ala 


Cys 


Gly 


Phe Ser 


Leu 


Ala 


Leu 


He 


Asn 


Leu 


He 


145 






150 








155 










160 


Leu Leu Leu 


Arg 


Leu 


Pro 


Phe 


Cys Gly 


Pro 


Gin 


Glu 


Val 


Asn 


His 


Phe 






165 








170 










175 




Phe Gly Glu 


He 


Leu 


Ser 


Val 


Leu Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Trp 




180 








185 










190 






lie Asn Glu 


He 


Phe 


Val 


Phe 


Ala Gly Gly Val 


Phe 


Val 


Leu 


Val 


Gly 


195 










200 








205 








Pro Leu Ser 


Leu 


Met 


Leu 


He 


Ser Tyr 


Met 


Arg 


He 


Leu 


Leu 


Ala 


He 


210 








215 








220 










Leu Lys lie 


Gin 


Ser 


Lys 


Glu 


Gly Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 
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225 










230 










235 








240 


Ser 


Ser 


His 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


Tyr 


Phe 


Gly Met 


Ala 


Met 


Val 










245 










250 








255 




Val 


Tyr 


Leu 


Val 


Pro Asp 


Asn 


Ser 


Gin 


Arg 


Gin 


Lys Gin 


Gin 


Lys 


He 








260 










265 








270 






Leu 


Thr 


Leu 


Phe 


Tyr 


Ser 


Leu 


Phe 


Asn 


Pro 


Leu 


Leu Asn 


Pro 


Leu 


He 






275 










280 








285 








Tyr 


Ser 


Leu 


Arg 


Asn 


Ala 


Gin 


Val 


Lys 


Gly 


Ala 


Leu Tyr 


Arg 


Ala 


Leu 




290 










295 










300 








Gin 


Lys 


Lys 


Arg 


Thr 


Met 


Xaa 


Met 

















305 310 

<210> 1851 
<211> 319 
<212> PRT 

<213> Unknown (H3 8g769 protein) 
<220> 

<223> Synthetic construct 



<400> 1851 



iMet 


Glu 


Pro 


Gly Asn Asp 


Thr 


Gin 


He 


Ser 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Gin 


Glu 


Pro 


Gly 


Leu 


Gin 


Pro 


Phe 


Leu 


Phe 


Gly 


Leu 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Val 


Thr 


Val 


Leu 


Gly Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








Thr 


He 


Ser 


Asp 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


He 


Cys 


Val 


Thr 


Ser 


Thr 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Met 


Asn 


He 


Gin 


Thr 


Gin 


Asn 


Lys 


Val 


lie 


Thr 


Tyr 


He 


Ala 










85 










90 










95 




Cys 


Leu 


Met 


Gin 


Met 


Tyr 


Phe 


Phe 


He 


Leu 


Phe 


Ala 


Gly 


Phe 


Glu 


Asn 








100 










105 










110 






Phe 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Met 


Val 


He 


Met 


Asn 


Pro 


His 


Leu 


Cys 


Gly 


Leu 


Leu 




130 










135 










140 










Val 


Leu 


Ala 


Ser 


Trp 


Thr 


Met 


Ser 


Ala 


Leu 


Tyr 


Ser 


Leu 


Leu 


Gin 


He 


145 










150 










155 










160 


Leu 


Met 


Val 


Val 


Arg 


Leu 


Ser 


Phe 


Cys 


Thr 


Ala 


Leu 


Glu 


He 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Glu 


Leu 


Asn 


Gin 


Val 


He 


Gin 


Leu 


Ala 


Cys 


Ser Asp 


Ser 








180 










185 










190 






Phe 


Leu 


Asn 


His 


Met 


Val 


He 


Tyr 


Phe 


Thr 


Val 


Ala 


Leu 


Leu 


Gly 


Gly 






195 










200 










205 








Gly 


Pro 


Leu 


Thr 


Gly 


He 


Leu 


Tyr 


Ser 


Tyr 


Ser 


Lys 


He 


He 


Ser 


Ser 




210 










215 










220 










He 


His 


Ala 


He 


Ser 


Ser 


Ala 


Gin 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Ala 


He 


Leu 










245 










250 










255 




Gly 


Val 


Tyr 


Leu 


Ser 


Ser 


Ala 


Ala 


Thr 


Arg 


Asn 


Ser 


His 


Ser 


Ser 


Ala 








260 










265 










270 






Thr 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


He 


Lys 


Arg 


Ala 


Leu 


Gly 


He 


His 




290 










295 










300 










Leu 


Leu 


Trp 


Gly Thr 


Met 


Lys 


Gly 


Gin 


Phe 


Phe 


Lys 


Lys 


Cys 


Pro 




305 










310 










315 
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<210> 1852 
<211> 74 
<212> PRT 

<213> Unknown (H38g770 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (74) 

<223> Xaa = Any Amino Acid 

<400> 1852 

Gly Asp Thr Thr Glu Asn Gin Met Phe Ala Ala Arg Val Val lie Leu 

1 5 10 15 

Leu Leu Pro Tyr Asp Val lie Leu Ala Ser Xaa Gly Ala Val Ala Arg 

20 25 30 

Ala Val Cys Cys Met Arg Phe Ser Gly Gly Pro Arg Arg Ala Leu Gly 
35 40 45 

!Thr Cys Gly Ser His Pro Thr Ala Val Trp Leu Phe Xaa Gly Ser Gly 

50 55 60 

Lys Xaa Thr Tyr Leu Gin Ala Ala Gin Leu 
65 70 

<210> 1853 
<211> 309 
<212> PRT 

<213> Unknown (H38g771 protein) 
<220> 

<223> Synthetic construct 
<400> 1853 

Met Lys Ser Trp Asn Asn Thr lie He Leu Glu Phe Leu Leu Leu Gly 

1 5 10 15 

lie Ser Glu Glu Pro Glu Leu Gin Ala Phe Leu Phe Gly Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu Ala 

35 40 45 

Thr He Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Val Gly He Cys Phe Val Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Val Asn He Gin Thr His Asn Lys Val He Thr Tyr Ala Gly 

85 90 95 

Cys He Thr Gin Met Cys Phe Phe Leu Leu Phe Val Gly Leu Asp Asn 

100 105 HO 

Phe Leu Leu Thr Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His 

H5 120 125 

Pro Leu His Tyr Met Val He Met Asn Pro Gin Leu Cys Gly Leu Leu 

130 135 140 

Val Leu Ala Ser Trp He Met Ser Val Leu Asn Ser Met Leu Gin Ser 
145 150 155 i 6 o 

Leu Met Val Leu Pro Leu Pro Phe Cys Thr His Met Glu He Pro His 

165 170 175 

Phe Phe Cys Glu He Asn Gin Val Val His Leu Ala Cys Ser Asp Thr 

180 185 190 

Phe Leu Asn Asp He Val Met Tyr Phe Ala Val Ala Leu Leu Gly Gly 

195 200 205 

Gly Pro Leu Thr Gly He Leu Tyr Ser Tyr Ser Lys He Val Ser Ser 
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210 
















He 


Arg 


Ala 


He 


ser 


ber 


Ala 


Gin Gly 


225 


















Cys 


Ala 


Ser 


T_J ' — 

HIS 


Leu 


Ser 


vox 


Val 


Ser 








245 










Gly 


Val 


Tyr 


Leu 


Ser 


Ser 


Ala 


Ala 


Thr 






260 










265 


Ala 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Val 






275 










280 




He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


His 


He 




290 










295 






Phe 


Arg 


Gly 


Lys 


Gin 











305 

<210> 1854 
<211> 82 
<212> PRT 

<213> Unknown (H38g772 protein) 
<220> 

<223> Synthetic construct 
<400> 1854 

Met Val Thr Glu Phe Leu Pro Leu Gly 

1 5 
Gin Met Leu Leu Leu Gly Leu Phe Ser 

20 25 
Leu Gly Asn Gly Thr He Pro Gly Leu 

35 40 
His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 
Ala Tyr Ala Cys Asn Thr Val Pro Gin 
65 70 
Pro Ala 



<210> 1855 
<211> 216 
<212> PRT 

<213> Unknown (H38g773 protein) 
<220> 

<223> Synthetic construct 



<400> 1855 



Leu 


Met 


Asp 


Leu 


Lys 


Leu 


He 


Cys 


Thr 


1 








5 










Asn 


Tyr 


Leu 


Ser 
20 


Gly 


Ser 


Lys 


Ser 


He 
25 


Gin 


He 


Phe 
35 


Phe 


Tyr 


He 


Ser 


Leu 
40 


Ser 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


He 


Tyr 


Thr 


Asn 


Leu 


Met 


Asn 


Pro 


Lys 


He 


65 










70 








Ser 


Trp 


He 


Leu 


Gly 
85 


Ser 


Thr 


Asp 


Gly 


Phe 


Ser 


Phe 


Ser 
100 


Phe 


Cys 


Gly 


Ser 


Arg 
105 


Glu 


Phe 


Pro 
115 


Ser 


Leu 


Leu 


He 


Leu 
120 


Ser 
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220 

Lys Tyr Lys Ala Phe Ser Thr 
235 240 
Leu Phe Tyr Gly Thr Cys Leu 
250 255 
His Asn Ser His Thr Gly Ala 
270 

Thr Pro Met Leu Asn Pro Phe 
285 

Lys Gly Ala Met Lys Thr Phe 
300 



Phe Leu Leu Gly Pro Arg He 
10 15 
Leu Phe Tyr Val Phe Thr Pro 
30 

He Ser Leu Asp Ser Arg Leu 
45 

His Leu Ala Val Val Asn He 
60 

Met Leu Val Asn Leu Leu His 
75 80 



Thr Val Pro Lys Met Ala Phe 
10 15 
Ser Met Ala Gly Cys Val Thr 
30 

Gly Ser Glu Cys Phe Leu Leu 
45 

Ala He Cys His Pro Leu Arg 
60 

Cys Gly Leu Met Ala Thr Phe 

75 80 
He He Asp Ala Val Ala Thr 
90 95 
Glu lie Ala His Phe Phe Cys 
110 

Cys Asn Asp Thr Ser He Phe 
125 
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Glu Glu Val He Phe He Cys Cys He Val Met Leu Val Phe Pro Val 

130 135 140 

Ala He He He Ala Ser Tyr Ala Arg Val He Leu Ala Val He His 
145 150 155 160 

Met Gly Ser Gly Glu Gly Arg Cys Lys Ala Phe Thr Thr Cys Ser Ser 

165 170 175 

His Leu Met Val Val Gly Met Tyr Tyr Gly Ala Ala Leu Phe Met Tyr 

180 185 190 

He Arg Pro Thr Ser Asp His Ser Pro Thr Gin Asp Lys Met Val Ser 

195 200 205 

Val Phe Tyr Thr He Leu Thr Pro 
210 215 

<210> 1856 
<211> 305 
<212> PRT 

<213> Unknown (H38g774 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (305) 

<223> Xaa = Any Amino Acid 

<400> 1856 

Met Lys Pro Gly Asn Asp Thr Arg He Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Ser Ala Glu Pro Glu Leu Gin Pro Phe Phe Phe Gly Leu Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu Ala 

35 40 45 

Thr He Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ala Asp He Ser Phe Val Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Val Asn He Gin Thr Gin Ser Arg Val He Thr Tyr Ala Gly 

85 90 95 

Cys He Thr Gin Met Cys Phe Phe Leu Leu Phe Ala Val Leu Asp Ser 

100 105 HO 

Leu Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys His 

115 120 125 

Pro Leu Tyr Tyr Thr He He Met Asn Pro Gin Phe Tyr Ser Trp He 

130 135 140 

Leu Ser Val Leu Asn Ser Leu Leu Gin Ser Leu Met Val Leu Pro Leu 
145 150 155 160 

Pro Phe Tyr Thr Asp He Ala He Pro His Phe Phe Cys Glu Leu Asn 

165 170 175 

Gin He He Cys He Ala Cys Ser Asp Thr Phe Leu Asn Asp He Met 

180 185 190 

He Tyr Cys Ala Thr Val Leu Leu Gly Gly Gly Pro Leu Thr Gly He 

195 200 205 

Leu Tyr Ser Tyr Ser Lys He Val Ser Ser He Arg Ala He Ser Ser 

210 215 220 

Ala Gin Gly Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser His Leu Ser 
225 230 235 240 

Val Val Ser Leu Phe Tyr Gly Thr Ser Leu Gly Met Tyr Leu Ser Ser 

245 250 255 

Ala Ala Thr His Asn Ser Pro Ser Ser Ala Thr Ala Ser Val Met Tyr 

260 265 270 

Thr Val Val Thr Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg Asn 
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275 280 285 

Lys Asp Leu Lys Asp Ala Leu Lys Arg Phe Phe Arg Arg Lys Gin Xaa 
290 295 300 

Lys 
305 

<210> 1857 
<211> 120 
<212> PRT 

<213> Unknown (H38g775 protein) 
<220> 

<223> Synthetic construct 
<400> 1857 



Phe 


Ser 


Leu 


Ser 


His 


Leu 


Ala 


Val 


Val 


Asp 


He 


Ala Tyr Ala Cys 


Asn 


1 








5 










10 








15 




Thr 


Val 


Pro 


Arg 
20 


Met 


Leu 


Val 


Asn 


Leu 
25 


Leu 


His 


Pro Ala 


Lys 
30 


Pro 


He 


Ser 


Phe 


Ala 


Gly 


Arg 


Met 


Met 


Gin 


Thr 


Phe 


Leu 


Phe Ser 


Thr 


Phe 


Ala 






35 








40 








45 








Val 


Thr 


Glu 


Cys 


Phe 


Leu 


Leu 


Val 


Val 


Lys 


Ser 


Asn Asp 


Leu 


Tyr 


Val 




50 








55 










60 








Ala 


He 


Cys 


His 


Pro 


Ser 


Arg 


Tyr 


Leu 


Ala 


He 


Met Thr 


Trp 


Arg 


Val 


65 








70 










75 








80 


Cys 


He 


Thr 


Leu 


Ala 


Val 


Thr 


Ser 


Trp 


Thr 


Thr Gly Val 


Leu 


Leu 


Ser 








85 










90 








95 




Leu 


He 


His 


Leu 
100 


Val 


Leu 


Leu 


Leu 


Pro 
105 


Leu 


Pro 


Phe Cys 


Arg 
110 


Pro 


Gin 


Lys 


He 


Tyr 


His 


Phe 


Phe 


Cys 


Glu 

















115 120 



<210> 1858 
<211> 214 
<212> PRT 

<213> Unknown (H38g776 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(214) 

<223> Xaa = Any Amino Acid 



<400> 1858 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


1 






5 










10 










15 




Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


Tyr 


Ala Gly 


Cys 


Leu 


Thr 






20 










25 










30 






Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly Gly Met 


Glu 


Glu 


Asn 


Met 


Leu 






35 










40 










45 








Pro 


Ser 
50 


Val 


Met 


Ala 


Tyr 


Asp 
55 


Arg 


Phe 


Val 


Ala 


He 
60 


Cys 


His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Val 


Leu 


65 










70 










75 










80 


Leu 


Ser 


Phe 


Phe 


Leu 
85 


Ser 


Phe 


Ser 


Gin 


Leu 
90 


His 


Asn 


Leu 


He 


Ala 
95 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asn 


Val 


Gly 


He 


Pro 


Asn 


Phe 


Leu tys 


Asp 








100 










105 










110 






Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Thr 


Cys 


Cys 


Asp 


Thr 


Phe 


Thr 


Asn 


His 



115 120 125 
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lie 


lie 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


lie 


Phe Gly 


Phe 


Leu 


Pro 


He Ser 




130 










135 










140 








Gly Thr 


Leu 


Phe 


Ser 


Tyr 


His 


Val 


He 


Val 


Ser 


Ser 


He 


Leu 


Arg Val 


145 










150 










155 








160 


Ser 


Ser 




m w 

uiy 


Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Tyr 


Gly 


Ser His 










165 










170 










175 


Leu 


Ser 


Asp 


Val 


Ser 


Xaa 


Phe 


Tyr 


Gly 


Thr 


Gly Val Gly Gly Tyr Leu 








180 










185 










190 




Ser 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro Arg 


Lys 


Thr 


Ala 


Val 


Ala 


Ser Val 






195 










200 










205 






Met 


Tyr 
210 


Ala 


Val 


Val 


Thr 





















<210> 1859 
<211> 166 
<212> PRT 

<213> Unknown <H38g777 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(166) 

<223> Xaa = Any Amino Acid 

<400> 1859 

Val Lys Asn Gin Thr Met Val Thr Glu Phe Leu Leu Leu Gly Phe Phe 

1 5 10 is 

Leu Ser Pro Arg He His Met Leu Leu Phe Gly Leu Phe Tyr Leu Phe 

20 25 30 

Tyr Val Phe Thr Leu Leu Gly Asn Gly Thr He Leu Gly Leu He Ser 

35 40 45 

Leu Asp Ser He Leu His Thr Pro Met Tyr Phe Phe Leu Xaa His Leu 

50 55 60 

Ser Val Val Asn He Ala Tyr Ala Cys Asn Thr Val Pro Gin Met Leu 
65 70 75 80 

Val Asn Leu Leu His Ser Ala Lys Pro He Tyr Phe Ala Gly Cys Met 

85 90 95 

Thr Tyr Thr Phe Leu Phe Leu Arg Phe Ala His Thr Glu Cys Leu Leu 

100 105 HO 

Leu Val Leu Met Ser Tyr Asp Trp Tyr Val Ala He Leu Thr Pro Leu 

115 120 125 

Arg Tyr He He He Met Thr Trp Lys Val Phe He He Ser Ala He 

130 135 140 

Thr Ser Trp Thr Cys Gly Ser Phe Leu Ser Met Val His Val Ser Leu 
145 150 155 160 

He Leu Arg Leu Pro Phe 
165 

<210> 1860 
<211> 93 
<212> PRT 

<213> Unknown (H38g778 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(93) 

<223> Xaa = Any Amino Acid 
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<400> 1860 



pi « 
\j JLI* 




Ser 


Leu 


Phe 


Val 


He 


Phe 


Ala 


Ser 


Ala 


Glu 


Cys 


Asn 


Leu 


Phe 


-L 








5 










10 










15 




Lys 


Leu 


Ala 


Leu 


Ala 


Tyr 


Arg 


Pro 


Xaa 


Cys 


Tyr Cys 


His 


Leu 


Cys 


Thr 






20 










25 










30 






His 


Pro 


Phe 


Tyr 


His 


He 


Asp 


His 


Val 


Xaa 


Glu 


Ala 


He 


He 


Phe 


Phe 






35 










40 










45 








Leu 


Val 


Ala 


Gly Cys 


Tyr Leu Gly Gly 


Leu 


Val 


Lys 


Met 


Val 


Thr 


Val 




50 










55 










60 










Thr 


Thr 


Ser 


He 


Thr 


Gin 


Leu 


Ser 


Leu 


Cys 


Gin 


Pro 


Cys 


Val 


His 


Leu 


65 










70 










75 










80 


His 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Ser 


Phe 


Cys 


Ser 


Tyr 


Ser 









85 90 



<210> 1861 
<211> 215 
<212> PRT 

<213> Unknown (H38g779 protein) 
<220> 

<223> Synthetic construct 



<400> 1861 



Phe 


Ser 


Asp 


Leu 


Cys 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


Leu 


Leu 


Gin 


1 






5 










10 










15 




Asn 


Met 


Gin 


Ser 
20 


Gin 


Val 


Pro 


Thr 


He 
25 


Ser 


Tyr 


Ala 


Asp 


Cys 
30 


Leu 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Met 


Val 


Phe 


Gly Asp 


Met 


Glu 


Ser 


Phe 


Leu 


Leu 






35 










40 










45 








Val 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Phe 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Ser 


Thr 


Lys 


Phe 


Cys 


Ala 


Leu 


Leu 


Val 


Leu 


Leu 


65 










70 










75 










80 


Leu 


Trp 


Met 


Leu 


Thr 


He 


Ser 


His 


Ala 


Leu 


Leu 


His 


Thr 


Leu 


Leu 


Met 








85 










90 










95 




Ala 


Arg 


Leu 


Ser 
100 


Phe 


Cys 


Glu 


Lys 


Asn 
105 


Val 


He 


Leu 


His 


Phe 
110 


Phe 


Cys 


Asp 


He 


Ser 


Ala 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Tyr 


Val 


Asn 




115 










120 










125 








Glu 


Leu 


Met 


He 


Phe 


He 


Met 


Gly Gly 


He 


He 


Ser 


He 


He 


Pro 


Phe 




130 










135 










140 










Leu 


Leu 


He 


Val 


Met 


Ser 


Tyr 


Val 


Arg 


He 


Phe 


Phe 


Ser 


He 


Leu 


Lys 


145 










150 










155 










160 


Val 


Pro 


Ser 


Ser Gin Asp 


He 


His 


Lys 


Val 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 










165 










170 










175 




His 


Leu 


Ser 


Val 
180 


Val 


Thr 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


He 


He 


Gly 
190 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser Gly Asn Asn 


Ser 


Thr 


Val 


Asn 


Glu 


He 


Ser 


Met 


Ala 






195 










200 










205 








Met 


Met 
210 


Tyr 


Thr 


Val 


Val 


Ala 
215 





















<210> 1862 
<211> 219 
<212> PRT 

<213> Unknown (H38g780 protein) 
<220> 

<223> Synthetic construct 
<221> VARIANT 
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<222> (1) . . . (219) 

<223> Xaa = Any Amino Acid 



<400> 1862 



Ser 


Asn 


Leu 


Ser 


Phe 


Thr 


A cr» 


Leu 


Xaa 


Phe 


Ser 


Ser 


Val 


Thr 


Met 


Pro 


1 








5 










10 










15 




Lys 


Leu 


Leu 


Gin 


Asn 


Met 


Gin 


Ser 


Gin 


Val 


Pro 


Ser 


He 


Pro Tyr 


Ala 








20 










25 










30 






Gly Cys 


T .on 


X l IX 


VJlli 


M<=>t- 


iyr 




LCU 


Leu 


Phe 


Phe Gly Asp Leu Glu 






J -J 




















45 














X* t: U 


V d X 


AT a 
t\±. a 


lit; L, 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


cys 
























60 










Phe 


Pro 


Leu 


nib 


Tyr 


X fix 


ocx 


Tl o 
lie 


Mo*- 

net. 


Ser 


Pro 


Arg 


Leu 


Cys 


Val 


Ser 


65 




















75 










80 


Leu 


Val 


Leu 


Leu 


Ser 
ft ^ 


Trp 


Leu 


Leu 


Thr 


Met 
90 


Ser 


His 


Ser 


Met 


Leu 
95 


His 


Thr 


Leu 


Leu 


Leu 
i on 


i nr 


Arg 


Leu 


Ser 


Phe 
105 


Cys 


Glu 


Asn 


Asn 


Val 
110 


He 


Pro 


His 


Phe 


Pne 
115 


Cys 


Asp 


Leu 


Ser 


Ala 
120 


Leu 


Leu 


Lys 


Leu 


Ala 
125 


Cys 


Ser 


Asp 


Hie 


His 


He 


Asn 


Glu 


Leu 


Val 


He 


Leu 


He 


He 


Gly Gly 


Leu 


Val 


Val 




130 










135 










140 










lie 


Leu 


Pro 


Phe 


Leu 


Leu 


He 


Thr 


Val 


Ser 


Tyr 


Ala 


Arg 


He 


He 


Ser 


145 










150 










155 










160 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Thr Gin Gly 


He 


His 


Lys 


Val 


Phe 


Ser 










165 










170 










175 




Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


He 








180 










185 










190 






He Gly 


Leu 


Tyr 


Leu 


Cys 


Pro 


Ser 


Ala 


Asn 


Asn 


Ser 


Thr 


Leu 


Lys 


Asp 






195 










200 










205 








Thr 


Val 
210 


Met 


Ser 


Met 


Met 


Tyr 
215 


Thr 


Val 


Val 


Thr 













<210> 1863 
<211> 314 
<212> ^PRT 

<213> Unknown (H38g781 protein) 



<220> 

<223> Synthetic construct 
<400> 1863 

Met Glu Asn Asn Thr Glu Val Thr Glu Phe He Leu Val Gly Leu Thr 

15 10 15 

Asp Asp Pro Glu Leu Gin He Pro Leu Phe He Val Phe Leu Phe He 

20 25 30 

Tyr Leu He Thr Leu Val Gly Asn Leu Gly Met He Glu Leu He Leu 

35 40 45 

Leu Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 60 

Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 
65 70 75 80 

Val Gly Phe Leu Thr Gly Asp Lys Phe He Leu Tyr Asn Ala Cys Ala 

85 90 95 

Thr Gin Phe Phe Phe Phe Val Ala Phe He Thr Ala Glu Ser Phe Leu 

100 105 110 

Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Leu Cys Lys Pro Leu 

115 120 125 

His Tyr Thr Thr Thr Met Thr Thr Asn Val Cys Ala Cys Leu Ala He 

130 135 140 

Gly Ser Tyr He Cys Gly Phe Leu Asn Ala Ser He His Thr Gly Asn 
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145 










150 










155 








160 


Thr 


Phe 


Ara 


Leu 


Ser 


Phe 


Cys 


Arg 


Ser 


Asn 


Val 


Val Glu 


His 


Phe 


Phe 










165 










170 








175 




Cvs 


Asp 


Ala 


Pro 


Pro 


Leu 


Leu 


Thr 


Leu 


Ser 


Cys 


Ser Asp 


Asn 


Tyr 


He 






180 










185 








190 






Ser 


Glu 


Met 


Val 


lie 


Phe 


Phe 


Val 


Val 


Gly 


Phe 


Asn Asp 


Leu 


Phe 


Ser 






195 










200 








205 








lie 


Leu 


Val 


lie 


Leu 


lie 


Ser 


Tyr 


Leu 


Phe 


He 


Phe He 


Thr 


He 


Met 




210 










215 










220 








Lys 


Met 


Ara 


Ser 


Pro 


Glu 


Gly 


Arg 


Gin 


Lys 


Ala 


Phe Ser 


Thr 


Cys 


Ala 


225 










230 










235 








240 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Ser 


He 


Phe 


Tyr 


Gly 


Thr Gly 


He 


Phe 


Met 










245 










250 








255 






Leu 




Pro 


Asn 


Ser 


Ser 


His 


Phe 


Met 


Gly Thr Asp 


Lys 


Met 


Ala 








260 










265 








270 






Ser 


Val 


Phe 


Tyr Ala lie 


Val 


He 


Pro 


Met 


Leu 


Asn Pro 


Leu 


Val 


Tyr 






275 










280 








285 








Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Ser 


Ala 


Phe 


Lys Lys 


Thr 


Val 


Gly 




290 










295 










300 








Lys 


Ala 


Lys 


Ala 


Ser 


He 


Gly 


Phe 


He 


Phe 












305 










310 





















<210> 1864 
<211> 189 
<212> PRT 

<213> Unknown (H3 8g782 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (189) 

<223> Xaa = Any Amino Acid 



<400> 1864 



Ala 


Thr 


Lys 


Glu 


Leu 


Cys 


Phe 


Leu Gly Val 


Tyr 


He 


Pro 


Lys 


Gly 


Asp 


1 








5 










10 










15 




Ala 


Cys 


Trp 


Lys 


Xaa 


Leu 


Xaa 


Leu 


Gly 


Leu 


His 


Leu 


Leu 


Leu 


Leu 


Gly 








20 










25 










30 






Xaa 


Gin 


Val 


Val 


Ser 


Met 


Val 


Gly Asn 


Leu 


Ala 


Leu 


He 


Ala 


Leu 


He 






35 










40 










45 








Gly 


Xaa 


Asn 


Ser 


Tyr 


Leu 


His 


His 


Pro 


Gin 


Ala 


Leu 


Phe 


Ser 


Phe 


Thr 




50 










55 










60 










Gin 


Ser 


Phe 


Pro 


Asp 


Leu 


Tyr 


Cys 


Pro 


Val 


Cys 


Thr 


Pro 


Arg 


Met 


Leu 


65 










70 










75 










80 


Met 


Thr 


Phe 


Val 


Ser 


Lys 


Lys 


Asn 


He 


Phe 


Tyr 


Val 


Arg 


Cys 


Met 


Thr 










85 










90 










95 




Gin 


Leu 


Ser 


Gin 


Leu 


Phe 


Phe 


Leu 


Phe 


He 


Val 


Leu 


Ser 


He 


Lys 


Tyr 








100 










105 










110 






His 


Val 


Leu 


Met 


Phe 


He 


Ala 


Cys 


Gly 


Cys 


Leu 


Val 


Ala 


He 


Tyr 


Asn 






115 










120 










125 








Pro 


Ser 


Leu 


His 


Glu 


Val 


Thr 


Met 


Ser 


Pro 


Gin 


Val 


Arg 


Glu 


Met 


Arg 




130 










135 










140 










Glu 


Ser 


Gly 


Phe 


Ala 


Gly 


Thr 


Thr 


Ala 


His 


Thr 


Gly His 


He 


Leu 


Arg 


145 










150 










155 










160 


Pro 


Asn 


Leu 


Cys 


Asn 


He 


Asp 


Val 


He 


Asn 


His 


His 


Leu 


Thr 


Asp 


Ser 










165 










170 










175 




Leu 


Leu 


Val 


Leu 


Xaa 


Val 


Ser 


Cys 


Thr 


Ser 


Thr 


Cys 


Ala 









180 185 

<210> 1865 
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<211> 311 
<212> PRT 

<213> Unknown (H3 8g783 protein) 
<220> 

<223> Synthetic construct 
<400> 1865 

Met Thr Gly Gly Gly Asn He Thr Glu He Thr Tyr Phe He Leu Leu 

15 10 15 

Gly Phe Ser Asp Phe Pro Arg He He Lys Val Leu Phe Thr He Phe 

20 25 30 

Leu Val He Tyr He Thr Ser Leu Ala Trp Asn Leu Ser Leu He Val 

35 40 45 

Leu He Arg Met Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Phe He Asp Val Cys Tyr He Ser Ser Thr Val Pro 
65 70 75 80 

Lys Met Leu Ser Asn Leu Leu Gin Glu Gin Gin Thr He Thr Phe Val 

85 90 95 

Gly Cys He He Gin Tyr Phe He Phe Ser Thr Met Gly Leu Ser Glu 

100 105 HO 

Ser Cys Leu Met Thr Ala Met Ala Tyr Asp Arg Tyr Ala Ala He Cys 

115 120 125 

Asn Pro Leu Leu Tyr Ser Ser He Met Ser Pro Thr Leu Cys Val Trp 

130 135 140 

Met Val Leu Gly Ala Tyr Met Thr Gly Leu Thr Ala Ser Leu Phe Gin 
145 150 155 160 

He Gly Ala Leu Leu Gin Leu His Phe Cys Gly Ser Asn Val He Arg 

165 170 175' 

Hxs Phe Phe Cys Asp Met Pro Gin Leu Leu He Leu Ser Cys Thr Asp 

180 185 190 

Thr Phe Phe Val Gin Val Met Thr Ala He Leu Thr Met Phe Phe Gly 

195 200 205 

He Ala Ser Ala Leu Val He Met He Ser Tyr Gly Tyr He Gly He 

210 215 220 

Ser He Met Lys He Thr Ser Ala Lys Gly Arg Pro Lys Ala Phe Asn 
225 230 235 240 

Thr Cys Ala Ser His Leu Thr Ala Val Ser Leu Phe Tyr Thr Ser Gly 

245 250 ^ 255 

He Phe Val Tyr Leu Arg Ser Ser Ser Gly Gly Ser Ser Ser Phe Asp 

260 265 270 

Arg Phe Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 

275 280 285 

Leu He Tyr Ser Leu Arg Asn Lys Glu He Lys Asp Ala Leu Lys Arg 

290 295 3 00 

Leu Gin Lys Arg Lys Cys Cys 
305 " 310 

<210> 1866 
<211> 312 
<212> PRT 

<213> Unknown (H38g784 protein) 
<220> 

<223> Synthetic construct 
<400> 1866 

Met Thr Gly Glu Arg Asn Ser Thr Arg He Thr Lys Phe He Leu Leu 

15 10 15 

Gly Phe Ser Glu Phe Pro Lys Asn Pro He Phe Leu Phe Ser He Phe 
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20 25 30 



Leu 


Gly 


He 


Tvr 


Leu 


Leu 


Thr 


Val 


Ser 


Trp Asn 


He Asn 


Leu 


He 


Thr 




-> -j 








40 






45 








Leu 


He 


Arcr 


He 


Asp 


Ser 


His 


Leu 


His 


Thr Pro 


Met Tyr 


Phe 


Phe 


Leu 












55 








60 








Cor 

OCX 




Leu 


Ser 


Phe Leu Asp He Cys Tyr Val Ser Thr 


He 


Ala 


Pro 


Oj 










70 








75 








80 


Lys 


Mat- 
lie u. 


Leu 


Ser 


Asp 


Phe 


lr He 


Lys 


Lys 


His Lys 


Phe He 


Ser 


Phe 


Met 








85 










90 






95 






Cys 


Ser 


Met 


Gin Tyr 




Phe 


Phe 


Ser Ser Leu Gly 


Leu 


Thr 


Glu 




100 










105 






110 






Cys 


Cys 


T.oti 
Jjcu 


Leu 


Ala 


Ala 




Ala 


Tyr 


Asp Arg 


Tyr Ala 


Ala 


He 


Cys 


11C 

11D 










120 






125 








Asn 


Pro 


Leu 


Leu 


Tyr 


Arg 


Ala 

Ala 


He 


Met 


Phe Pro 


Thr Leu 


Cys 


Val 


Gin 




i *k n 
ij U 










«• -% f» 








1 A A 








wee 


v al 


nld 


m v 


Ser 


Cys 


lie 


Thr Gly 


Phe Leu Gly Ser 


Phe 


He 


Gin 


1 A R 








150 








155 








160 


Leu 


Cys 


Ala 


T 

Leu 


Leu 


Gin 


Leu 


His 


Phe 


Cys Gly 


Pro Asn 


Val 


He 


Asn 








165 










170 






175 




His 


Phe 


pne 


Cys 


Asp 


Leu 


Pro 


Gin 


Leu 


Leu He 


Leu Ser 


Cys 


Ser 


Asp 








1 OA 

loU 










185 






190 






Thr 


pne 


pne 


fne 


Gin 


Val 


Met 


Thr 


Ser 


Val Leu 


Thr Val 


He 


Phe 


Gly 


i 




IOC 

19b 










200 






205 








Leu 


Thr 


Ser 


vai 


Leu 


Val 


He 


Met 


He 


Ser Tyr 


Gly Tyr 


He 


He 


Ala 




210 










215 








220 








Thr 


Tl _ 

lie 


Leu 


Lys 


He 


Thr 


Ser 


Ala 


Glu 


Gly Arg 


Ala Lys 


Ser 


Phe 


Asn 












230 








235 








240 


rp"U 


Cys 


nla 


Cor 


His 


Leu 


Thr 


Ala 


Val 


lie Leu 


Phe Phe 


Gly 


Ser 


Gly 








245 










250 






255 




lie 


Phe 


Val 


Tyr 


Met 


Tyr 


Pro Asn Ala Gly Asp 


Ser Leu 


Ser 


Gin 


Asn 








260 










265 






270 






Lys 


Leu 


Ala 


Ser 


Val 


Leu 


Tyr 


Thr 


Val 


Thr He 


Pro Met 


Leu 


Asn 


Pro 




275 










280 






285 








Val 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


He Lys 


Asp Ala 


Leu 


Asn 


Arg 




290 








295 








300 








Trp 


Lys 


Lys 


Arg 


He 


Phe 


Ser 


Trp 














305 










310 



















<210> 1867 
<211> 444 
<212> PRT 

<213> Unknown (H3 8g785 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(444) 

<223> Xaa = Any Amino Acid 



<400> 1867 

Met Thr Val Glu Arg Ser Ser Met 

1 5 
Gly Phe Ser Glu Tyr Ser Lys Thr 
20 

Leu Gly He Tyr Leu Leu Thr Met 

35 40 
Leu He Arg Thr Asp Ser His Leu 

50 55 
Ser Asn Pro Ser Phe Leu Asp He 
65 70 



Thr He Thr Lys Phe He Leu Leu 

10 15 
Thr He Phe Leu Phe Ser Val Phe 
25 30 
Ser Xaa Asn Val Ser Leu He Ala 
45 

His Ala Pro Val Tyr Phe Phe Leu 
60 

Cys Cys Val Ser Thr He Ala Pro 
75 80 
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Lys Met Pro Ser Asp Phe Phe Lys Lys His Lys Phe lie Ser Phe Met 

85 90 95 

Gly Cys Thr Met Gin Tyr Phe Ser Ser Leu Asn Val Thr Glu Cys Cys 

100 105 110 

Leu Leu Thr Ala Met Ala Tyr Asp Xaa Tyr Ala Ala lie Cys Asp Pro 

115 120 125 

Leu Leu Tyr Thr Ala lie Met Ser Pro Ala Leu Cys Met Pro Met Val 

130 135 140 

Ala Gly Ser Cys Thr Thr Gly Tyr Phe Val Ser Phe lie Gin Leu Cys 
145 150 155 160 

Ala Leu Leu Leu Leu His Phe Cys Glu Ser Asn Ser Ser His Phe Phe 

165 170 175 

Cys Asp Leu Pro Gin Leu Leu lie Leu Ser Cys Ser His Thr Val Phe 

180 185 190 

Phe Phe Ser Ser His Asp His Tyr Ala His Ser Asn Leu Tyr Thr His 

195 200 205 

Leu Tyr Leu Gly Tyr His Asp Asn Leu Trp Leu Tyr His Cys Gin His 

210 215 220 

Ser Ser Leu Leu Trp Asp Ala Pro Cys Asn Thr Ser Ser Leu Ala Trp 
225 230 235 240 

Val Xaa Leu Ser Ala Val Phe Trp Lys Leu Trp Leu He He Asp Met 

245 ' 250 255 

Leu Pro Phe Val Thr Leu Cys Ser Thr Trp Pro Ser Met Ser Pro Thr 

260 265 270 

Ser Val Cys Thr Xaa Trp Leu Glu Pro Val Xaa Leu Leu Ser Leu Ala 

275 280 285 

His Leu Ser Asn Tyr Val Leu Cys Phe Ser Ser He Ser Val Gly Gin 

290 295 300 

He Val Asn His Phe Phe Cys Asp Leu Pro Gin Leu Leu He Leu Ser 
305 310 315 : 320 

Cys Tyr Asp Thr Phe Phe Cys Gin Val Met Thr Ser Met Leu Thr Val 

325 330 335 

Val Phe Gly Leu Thr Ser Val Leu Val He Met He Phe Tyr Gly Tyr 

340 345 350 

Val He Ala Thr He Leu Lys He He Ser Val Glu Gly Arg Ser Lys 

355 360 365 

Val Phe Asn Thr Gly Gly Ser His Leu He Ala Val Thr Leu Phe Tyr 

370 375 380 

Cys Ser Arg He Phe Val Tyr Met Cys Ser His Ser Asp Ala Ser Leu 
385 390 395 400 

Ser Arg Asn Lys Val Asp Ser He Val Tyr Thr Val Val He Pro Arg 

405 410 415 

Leu Asn Pro Leu He Tyr Ser Leu Ser Asp Lys Xaa He Lys Asp Ala 

420 425 430 

Leu Lys Arg Trp Thr Lys Arg He Phe Ser Trp Pro 
435 440 

<210> 1868 
<211><310 
<212> PRT 

<213> Unknown (H38g786 protein) 
<220> 

<223> Synthetic construct 
<400> 1868 

Met Gly Glu Asn Gin Thr Met Val Thr Glu Phe Leu Leu Leu Gly Phe 

15 10 15 

Leu Leu Gly Pro Arg He Gin Met Leu Leu Phe Gly Leu Phe Ser Leu 

20 25 30 

Phe Tyr He Phe Thr Leu Leu Gly Asn Gly Ala He Leu Gly Leu He 
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35 










40 










45 






Ser 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Ser 


His 




50 










55 










60 








Leu 


Ala 


Val 


Val 


Asp 


He 


Ala 


Tyr 


Thr 


Arg 


Asn 


Thr 


Val 


Pro Gin 


Met 


65 










70 










75 








80 


Leu 


Ala 


Asn 


Leu 


Leu 


His 


Pro 


Ala 


Lys 


Pro 


He 


Ser 


Phe 


Ala Gly Cys 










85 










90 








95 




Met 


Thr 


Gin 


Thr 


Phe 


Leu 


Cys 


Leu 


Ser 


Phe 


Gly 


His 


Ser 


Glu Cys 


Leu 








100 










105 










110 




Leu 


Leu 


Val 


Leu 


Met 


Ser 


Tyr 


Asp Arg Tyr Val Ala 


He 


Cys His 


Pro 






115 










120 










125 






Leu 


Arg 


Tyr 


Ser 


Val 


He 


Met 


Thr 


Trp Arg 


Val 


Cys 


He 


Thr Leu 


Ala 




130 










135 










140 








Val 


Thr 


Ser 


Trp 


Thr 


Cys 


Gly 


Ser 


Leu 


Leu 


Ala 


Leu 


Ala 


His Val 


Val 


145 










150 










«% »- i- 








i f r\ 
JLDU 


Leu 


lie 


Leu 


Arg 


Leu 


Pro 


Phe 


Ser 


Gly 


Pro 


His 


Glu 


He 


Asn His 


Phe 










165 










170 








175 




Phe 


Cvs 


Glu 


lie 


Leu 


Ser 


Val 


Leu 


Arg 


Leu 


Ala Cys 


Ala 


Asp Thr 


Trp 






180 










185 










190 




Leu 


Asn 


Gin 


Val 


Val 


He 


Phe 


Ala 


Ala 


Cys 


Val 


Phe 


Phe 


Leu Val Gly 






195 










200 










205 






Pro 


Pro 


Ser 


Leu 


Val 


Leu 


Val 


Ser 


Tyr 


Ser 


His 


He 


Leu 


Ala Ala 


He 




210 










215 










220 








Leu 


Arg 


lie 


Gin 


Ser 


Gly Glu 


Gly Arg 


Arg 


Lys 


Ala 


Phe 


Ser Thr 


Cys 


225 










230 










235 








240 


Ser 


Ser 


His 


Leu 


Cys 


Val 


Val 


Gly 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala He 


He 










245 










250 








255 




Met 


Tyr 


Met 


Ala 


Pro 


Lys 


Ser 


Arg 


His 


Pro 


Glu 


Glu 


Gin 


Gin Lys 


Val 








260 










265 










270 




Phe 


Phe 


Leu 


Phe 


Tyr 


Ser 


Phe 


Phe 


Asn 


Pro 


Thr 


Leu 


Asn 


Pro Leu 


He 






275 










280 










285 






Tyr 


Ser 


Leu 


Arg Asn Gly Glu 


Val 


Lys 


Gly Ala 


Leu 


Arg 


Arg Ala 


Leu 




290 










295 










300 








Gly 


Lys 


Glu 


Ser 


His 


Ser 





















305 310 



<210> 1869 
<211> 314 
<212> PRT 

<213> Unknown (H38g787 protein) 
<220> 

<223> Synthetic construct 



<400> 1869 



Met 


Glu 


Arg 


Gin 


Asn 


Gin 


Ser 


Cys 


Val 


Val 


Glu 


Phe 


He 


Leu 


Leu Gly 


1 








5 










10 










15 




Phe 


Ser 


Asn 


Tyr 


Pro 


Glu 


Leu 


Gin Gly Gin 


Leu 


Phe 


Val 


Ala 


Phe 


Leu 








20 










25 










30 






Val 


He 


Tyr 


Leu 


Val 


Thr 


Leu 


He Gly Asn Ala 


He 


He 


He 


Val 


He 






35 










40 










45 








Val 


Ser 
50 


Leu 


Asp 


Gin 


Ser 


Leu 
55 


His 


Val 


Pro 


Met 


Tyr 
60 


Leu 


Phe 


Leu 


Leu 


Asn 


Leu 


Ser 


Val 


Val 


Asp 


Leu 


Ser 


Phe 


Ser 


Ala 


Val 


He 


Met 


Pro 


Glu 


65 










70 










75 










80 


Met 


Leu 


Val 


Val 


Leu 


Ser 


Thr 


Glu 


Lys 


Thr 


Thr 


He 


Ser 


Phe 


Gly Gly 










85 










90 










95 




Cys 


Phe 


Ala 


Gin 


Met 


Tyr 


Phe 


lie 


Leu 


Leu 


Phe Gly 


Gly 


Ala 


Glu 


Cys 






100 










105 










110 






Phe 


Leu 


Leu 
115 


Gly 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Phe 


Ala 


Ala 
125 


He 


Cys 


His 
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* to 


Leu 


Asn 


j. yi 


Gin 


Met 


He 


Met 


Asn 


Lvs 


Gly 

WJ * jr 


Val 


Phe 


Met 


Lvs 


Leu 




130 










135 










140 










Tip 


Tie 


Phe 


Ser 


Trn 


Ala 


Leu 


Glv 


Phe 


Met 


Leu 


Gly 


Thr 


Val 


Gin 


Thr 


145 










150 










155 










160 


Ser 


Trn 


Val 


Ser 


Ser 


Phe 


Pro 


Phe 


Cys 


Glv 


Leu 


Asn 


Glu 


He 


Asn 


His 










165 










170 










175 




lie 


Ser 


Cvs 


Glu 


Thr 


Pro 


Ala 


Val 


Leu 


Glu 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 








180 










185 










190 






rue 




Phe 


Glu 


lie 




Ala 


Phe 


Thr 


Glv 


Thr 


Phe 


Leu 


He 


He 


Leu 






195 










200 










205 








Val 


Pro 


Phe 


Leu 


Leu 


He 


Leu 


Leu 


Ser 


Tvr 


He 


Arcr 


Val 


Leu 


Phe 


Ala 




A JL v 










215 










220 










Tip 
lie 


Leu 




Met 


Pro 


Ser 


Thr 


Thr 


Glv 

Jr 


Arg 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 












230 










235 










240 


t~ys 




Ala 


His 


Leu 


Thr 


Ser 


Val 


Thr 


Leu 


Phe 


Tvr 

Jr 


Glv 


Thr 


Ala 


Ser 








245 










250 










255 




Met 


Thr 


Tyr 


Leu 


Gin 


Pro 


Lys 


Ser 


Gly 


Tyr 


Ser 


Pro 


Glu 


Thr 


Lys 


Lys 








260 










265 










270 






Val 


Met 


Ser 


Leu 


Ser 




Ser 


Leu 


Leu 


Thr 


Pro 


Leu 


Leu 


Asn 


Leu 


Leu 




275 










280 










285 








lie 


Tyr 


Ser 


LtcU 


ax y 


Asn 


Ser 


Glu 


Met 


Lys 


A TO 


Ala 


Leu 


Met 


Lvs 

"jr 


Leu 




290 










295 










300 










Trp 


Arg 


Arg 


Arg 


Val 


Val 


Leu 


His 


Thr 


He 














305 










310 






















<210> 1870 




























<211> 331 




























<212> PRT 




























<213> Unknown (H38g788 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1) . . . 


. (331) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1870 




























Met 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu 




Phe 


Leu 


Leu 


Glv 


Pro 


Arg 


He 


1 








5 










10 










15 




Gin 


Met 


Leu 


Leu 


Phe 


Gly 


Leu 


Phe 


Ser 


Leu 


Phe 


Tvr 


Val 


Phe 


Thr 


Leu 








20 










25 










30 






Leu 


Gly 


Asn 


Gly 


Thr 


He 


Leu 


Gly 


Leu 


He 


Ser 


Leu 


Asp 


Ser 


Aro 


Leu 






35 










40 










45 








His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


Ala 


Val 


Val 


Asn 


He 




50 










55 










60 










Ala 


Tyr 


Ala 


Cys 


Asn 


Thr 


Val 


Pro 


Gin 


Met 


Leu 


Val 


Asn 


Leu 


Leu 


His 


65 










70 










75 










80 


Pro 


Ala 


Lys 


Pro 


He 


Ser 


Phe 


Ala 


Glv 


Cvs 

v - Jr *-* 


Met 


Thr 


Xaa 


Thr 


Phe 


Leu 










85 










90 










95 




Phe 


Leu 


Ser 


Phe 


Ala 


His 


Thr 


Glu 


Cvs 


Leu 


Leu 


Leu 


Val 


Leu 


Met 


Ser 








100 










105 










110 






Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Aro 


Tvr 


Phe 


He 


He 






115 










120 










125 








Met 


Thr 


Trp 


Lys 


Val 


Cys 


He 


Thr 


Leu 


Ala 


He 


Thr 


Ser 


Trp 


Thr 


Cys 




130 










135 










140 










Gly 


Ser 


Leu 


Leu 


Ala 


Met 


Val 


His 


Val 


Ser 


Leu 


He 


Leu 


Arg 


Leu 


Pro 


145 










150 










155 










160 


Phe 


Cys 


Gly 


Pro 


Arg 


Glu 


He 


Asn 


His 


Phe 


Phe 


Cys 


Glu 


He 


Leu 


Ser 










165 










170 










175 




Val 


Leu 


Arg 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Trp 


Leu 


Asn 


Gin 


Val 


Val 


He 
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180 










185 








190 






Phe 


Ala 


Ala 
195 


Cys 


Met 


Phe 


He 


Leu 
200 


Val 


Gly 


Pro 


Leu 


Cys Leu 
205 


Val 


Leu 


Val 


Ser 


Tyr 


Ser 


His 


lie 


Leu 


Ala 


Ala 


He 


Leu 


Arg 


He Gin 


Ser Gly 




210 










215 










220 








Glu 


Gly 


Arg Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His Leu 


Cys 


Val 


225 










230 










235 








240 


Val 


Gly 


Leu 


Phe 


Phe 


Gly 


Ser 


Ala 


Ser 


Val 


Met 


Tyr Met Ala 


Pro 


Lys 










245 










250 








255 




Ser 


Arg 


His 


Pro 
260 


Glu 


Glu 


Gin 


Gin 


Lys 
265 


Val 


Leu 


Phe 


Leu Phe 
270 


Tyr 


Ser 


Ser 


Phe 


Asn 
275 


Pro 


Met 


Leu 


Asn 


Pro 
280 


Leu 


He 


Tyr 


Asn 


Leu Arg 
285 


Asn 


Val 


Glu 


Val 


Lys 


Gly Ala 


Leu 


Arg Arg 


Ala 


Leu 


Cys 


Lys 


Glu Ser 


His 


Ser 




290 










295 










300 








Xaa 


Glu 


Val 


Xaa 


His 


Leu 


Asn 


Cys 


Gin 


Pro 


Gin 


Leu 


Ser Arg 


Gly 


Leu 


305 










310 










315 








320 


Leu 


Met 


Pro 


Asn 


Tyr 
325 


Cys 


Leu 


Asn 


Pro 


Glu 
330 


Lys 











<210> 1871 
<211> 310 
<212> PRT 

<213> Unknown (H38g789 protein) 
<220> 

<223> Synthetic construct 



<400> 1871 



Met 


Gly Asp 


Asn 


He 


Thr 


Ser 


He 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu Gly 


Phe 


1 








5 










10 










15 




Pro 


Val 


Gly 


Pro 


Arg 


He 


Gin 


Met 


Leu 


Leu 


Phe Gly Leu 


Phe 


Ser 


Leu 








20 










25 










30 






Phe 


Tyr 


Val 


Phe 


Thr 


Leu 


Leu 


Gly Asn 


Gly Thr 


He 


Leu Gly 


Leu 


He 






35 










40 










45 








Ser 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Ala 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 




50 










55 










60 










Leu 


Ala 


Val 


Val 


Asp 


He 


Ala 


Tyr 


Ala 


Cys 


Asn 


Thr 


Val 


Pro 


Arg 


Met 


65 










70 










75 










80 


Leu 


Val 


Asn 


Leu 


Leu 


His 


Pro 


Ala 


Lys 


Pro 


He 


Ser 


Phe 


Ala 


Gly Arg 










85 










90 










95 




Met 


Met 


Gin 


Thr 


Phe 


Leu 


Phe 


Ser 


Thr 


Phe 


Ala 


Val 


Thr 


Glu 


Cys 


Leu 








100 










105 










110 




Leu 


Leu 


Val 


Val 


Met 


Ser 


Tyr 


Asp 


Leu 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 






115 










120 










125 








Leu 


Arg 


Tyr 


Leu 


Ala 


He 


Met 


Thr 


Trp 


Arg Val 


Cyss 


He 


Thr 


Leu 


Ala 




130 










135 










140 










Val 


Thr 


Ser 


Trp 


Thr 


Thr 


Gly Val 


Leu 


Leu 


Ser 


Leu 


He 


His 


Leu 


Val 


145 










150 










155 










160 


Leu 


Leu 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Arg 


Pro 


Gin 


Lys 


He 


Tyr 


His 


Phe 










165 










170 










175 




Phe 


Cys 


Glu 


He 


Leu 


Ala 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


His 








180 










185 










190 






He 


Asn 


Glu 


Asn 


Met 


Val 


Leu 


Ala 


Gly Ala 


He 


Ser 


Gly 


Leu 


Val 


Gly 






195 










200 










205 






Pro 


Leu 


Ser 


Thr 


He 


Val 


Val 


Ser 


Tyr 


Met 


Cys 


He 


Leu 


Cys 


Ala 


He 




210 










215 










220 










Leu 


Gin 


He 


Gin 


Ser Arg 


Glu 


Val 


Gin Arg 


Lys 


Ala 


Phe 


Cys 


Thr 


Cys 


225 










230 










235 










240 


Phe 


Ser 


His 


Leu 


Cys 


Val 


He Gly Leu 


Phe 


Tyr Gly Thr Ala 


He 


He 










245 










250 










255 
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Met Tyr Val Gly Pro Arg Tyr Gly Asn Pro Lys Glu Gin Lys Lys Tyr 

260 265 270 

Leu Pro Leu Phe His Ser Leu Phe Asn Pro Met Leu Asn Pro Leu lie 

275 280 285 

Cys Ser Leu Arg Asn Ser Glu Val Lys Asn Thr Leu Lys Arg Val Leu 

290 295 300 

Gly Val Glu Arg Ala Leu 
305 310 

-<210> 1872 
<211> 314 
<212> PRT 

<213> Unknown (H38g790 protein) 
<220> 

<223> Synthetic construct 
<400> 1872 

Met Lys Arg Gin Asn Gin Ser Cys Val Val Glu Phe lie Leu Leu Gly 

15 10 15 

Phe Ser Asn Phe Pro Glu Leu Gin Val Gin Leu Phe Gly Val Phe Leu 

20 25 30 

Val lie Tyr Val Val Thr Leu Met Gly Asn Ala lie lie Thr Val lie 

35 40 45 

He Ser Leu Asn Gin Ser Leu His Val Pro Met Tyr Leu Phe Leu Leu 

50 55 60 

Asn Leu Ser Val Val Glu Val Ser Phe Ser Ala Val He Thr Pro Glu 
65 70 75 80 

Met Leu Val Val Leu Ser Thr Glu Lys Thr Met He Ser Phe Val Gly 

85 90 95 ' 

Cys Phe Ala Gin Met Tyr Phe He Leu Leu Phe Gly Gly Thr Glu Cys 

100 105 "* 110 

Phe Leu Leu Gly Ala Met Ala Tyr Asp Arg Phe Ala Ala He Cys His 

115 120 125 

Pro Leu Asn Tyr Pro Val He Met Asn Arg Gly Val Phe Met Lys Leu 

130 135 140 

Val He Phe Ser Trp He Ser Gly He Met Val Ala Thr Val Gin Thr 
145 150 155 160 

Thr Trp Val Phe Ser Phe Pro Phe Cys Gly Pro Asn Glu He Asn His 

165 170 175 

Leu Phe Cys Glu Thr Pro Pro Val Leu Glu Leu Val Cys Ala Asp Thr 

180 185 190 

Phe Leu Phe Glu He Tyr Ala Phe Thr Gly Thr He Leu He Val Met 

195 200 205 

Val Pro Phe Leu Leu He Leu Leu Ser Tyr He Arg Val Leu Phe Ala 

210 215 220 

He Leu Lys Met Pro Ser Thr Thr Gly Arg Gin Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Ser Val Thr Leu Phe Tyr Gly Thr Ala Asn 

245 250 255 

Met Thr Tyr Leu Gin Pro Lys Ser Gly Tyr Ser Pro Glu Thr Lys Lys 

260 265 270 

Leu He Ser Leu Ala Tyr Thr Leu Leu Thr Pro Leu Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Ser Glu Met Lys Arg Thr Leu He Lys Leu 

290 295 300 

Trp Arg Arg Lys Val He Leu His Thr Phe 
305 310 

<210> 1873 
<211> 312 
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<212> PRT 

<213> Unknown (H38g791 protein) 
<220> 

<223> Synthetic construct 



<400> 1873 



Met 


Ser 


Ala 


Asn 


Thr 


Ser 


Met 


Val 


Thr 


Glu 


Phe 


Leu 


Leu 


Leu Gly 


Phe 


X 








5 










10 










15 




oer 


nib 


Leu 


Ala 
z u 


Asp 


Leu 


Gin 


Gly 


Leu 
25 


Leu 


Phe 


Ser 


Val 


Phe 
30 


Leu 


Thr 




Tyr 


Leu 


Leu 


Thr 


Val 


Ala 


Gly Asn 


Phe 


Leu 


He 


Val 


Val 


Leu 


Val 














40 










45 








Ser 


Thr 


Asp 


Ala 


Ala 


Leu 


Gin 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Arg 


Thr 




50 








55 










60 










Leu 


Ser 


Aia 


■ 

Leu 




He Gly Tyr Thr 


Ser 


Val 


Thr 


Val 


Pro 


Leu 


Leu 


65 










70 










75 










80 


Leu 


His 


His 


Leu 


Leu 


Thr 


Gly Arg Arg 


His 


He 


Ser 


Arg 


Ser Gly Cys 




















90 










95 




Ala 


Leu 


Gin 


Met 


rne 


Phe 


Phe 


Leu 


Phe 


Phe Gly Ala Thr Glu Cys 


Cys 






100 










105 










110 






Leu 


Leu 


Ala 
115 


Ala 


Met 


Ala 


Tyr 


Asp 
120 


Arg 


Tyr 


Ala 


Ala 


He 
125 


Cys 


Glu 


Pro 


Leu 


Arg 


Tyr 


Pro 


Leu 


Leu 


Leu 


Ser 


His 


Arg 


Val 


Cys 


Leu 


Gin 


Leu 


Ala 




130 








135 










140 










Gly 


Ser 


Ala 


Trp 


Ala 


Cys 


Gly Val 


Leu 


Val 


Gly 


Leu 


Gly His 


Thr 


Pro 


145 










150 










155 










160 


Phe 


lie 


Phe 


Ser 


Leu 
165 


Pro 


Phe 


Cys 


Gly 


Pro 
170 


Asn 


Thr 


He 


Pro 


Gin 
175 


Phe 


Phe 


Cys 


Glu 


lie 


Gin 


Pro 


Val 


Leu 


Gin 


Leu 


Val 


Cys 


Gly Asp 


Thr 


Ser 






1 Q A 

loU 










185 










190 






Leu 


Asn 


bill 
-Li? D 


Leu 




He 


He 


Leu 
200 


Ala 


Thr 


Ala 


Leu 


Leu 
205 


He 


Leu 


Cys 


Pro 


Phe 


Gly 


Leu 


He 


Leu 


Gly 


Ser 


Tyr 


Gly Arg 


He 


Leu 


Val 


Thr 


He 




210 










215 










220 










Phe 


Arg 


lie 


Pro 


Ser 


Val 


Ala 


Gly Arg 


Arg 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 








230 










235 










240 


Ser 


Ser 


His 


Leu 


He 
245 


Val 


Val 


Ser 


Leu 


Phe 
250 


Tyr 


Gly 


Thr 


Ala 


Leu 
255 


Phe 


lie 


Tyr 


He 


Arg 


Pro 


Lys 


Ala 


Ser 


Tyr 


Asp 


Pro 


Ala 


Thr 


Asp 


Pro 


Leu 






260 










265 










270 






Val 


Ser 


Leu 
275 


Phe 


Tyr 


Ala 


Val 


Val 
280 


Thr 


Pro 


He 


Leu 


Asn 
285 


Pro 


He 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Thr 


Glu 


Val 


Lys 


Ala 


Ala 


Leu 


Lys 


Arg 


Thr 


He 


290 










295 










300 










Gin 


Lys 


Thr 


Val 


Pro 


Met 


Glu 


He 


















305 










310 























<210>* 1874 
<211> 276 
<212> PRT 

<213> Unknown (H38g792 protein) 



<220> 

<223> Synthetic construct 
<400> 1874 

Met Tyr Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu Ala Ala 

15 10 15 

He Ser Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn 
20 25 30 
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Leu Ser Phe Val Asp He Cys Phe Ala Ser Thr Met Val Pro Lys Met 

35 40 45 

Leu Val Asn He Gin Thr Gin Ser Lys Val He Thr Tyr Ala Gly Cys 

50 55 60 

He Thr Gin Met Cys Phe Phe Val Leu Phe He Val Leu Asp Ser Leu 
65 70 75 80 

Leu Leu Thr Val Met Ala Tyr Asp Gin Phe Val Ala He Cys His Pro 

85 90 95 

Leu His Tyr Thr Val He Met Ser Pro Gin Leu Cys Gly Leu Leu Val 

100 105 no 

Leu Val Ser Trp He Met Ser Val Leu Asn Ser Met Leu Gin Ser Leu 

115 120 125 

Val Thr Leu Gin Leu Ser Phe Cys Thr Asp Leu Glu He Pro His Phe 

130 135 140 

Phe Cys Glu Leu Asn Glu Met He His Leu Ala Cys Ser Asp Thr Phe 

150 155 160 

Val Asn Asn Met Val Met His Phe Ala Ala Val Leu Leu Asp Gly Gly 

165 170 175 

Pro Leu Val Gly He Leu Tyr Ser Tyr Cys Arg He Val Ser Ser He 

180 185 190 

Arg Ala He Ser Ser Thr Gin Gly Lys Tyr Lys Ala Leu Ser Thr Cys 

195 200 205 

Ala Ser His Leu Ser Val Val Ser He Phe Tyr Gly Thr Gly Leu Gly 

210 215 220 

Val Tyr Leu Ser Ser Thr Met Thr Gin Asn Leu His Ser Thr Ala Val 
225 230 235 240 

Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe He 

245 250 255 

Tyr Ser Leu Arg Asn Lys Asp He Lys Gly Ala Leu Thr Gin Phe Phe 

260 265 270 

Arg Gly Lys Gin 
275 



<210> 1875 
<211> 317 
<212> PRT 

<213> Unknown (H38g793 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (317) 

<223> Xaa = Any Amino Acid 



<400> 1875 










Ser 


He 


Thr 


Trp Glu 


Asn 


His 


Ser 


1 






5 








Ala 


Tyr 


Pro 


Ser Cys 


Pro 


Glu 


Leu 








20 








Ser 


Leu 


Val 


Tyr Gly Leu 


He 


He 






35 








40 


Ser 


He 


His 


Thr Glu 


Thr 


Cys 


Leu 




50 








55 




Gly 


Ser 


Leu 


Ser Gly 


He 


Glu 


He 


65 








70 






His 


He 


Leu 


Ala Asn 


Thr 


Leu 


Gin 








85 








Gly 


Cys 


Ala 


Thr Gin 


Met 


Ala 


Phe 








100 








Cys 


Phe 


Leu 


Leu Ala 


Ala 


Met 


Ala 



Val 


Leu 


Met 


Glu 


Phe 


Val 


Phe 


Leu 




10 










15 




His 


He 


Leu 


Ser 


Phe 


Leu Gly Val 


25 










30 






Thr 


Gly Asn 


He 


Leu 


He 


Val 


Val 










45 








Cys 


Thr 


Ser 


Met 


Tyr 


Tyr 


Phe 


Leu 








60 










Cys 


Tyr 


Thr 


Ala 


Val 


Val 


Val 


Pro 






75 










80 


Ser 


Glu 


Lys 


Thr 


Ser 


Leu 


Ser 


Val 




90 










95 




Phe 


He 


Ala 


Leu 


Gly 


Ser 


Ala 


Asp 


105 










110 






Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 
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115 










120 


His 


Pro 


Leu 


Gin Tyr 


Pro 


Leu 


Leu 




130 










135 




Leu 


Val 


Val 


Ala 


Ser 


Val 


He 


Ser 


145 










150 






Val 


Ala 


Phe 


He 


Phe 
165 


Ser 


Leu 


Pro 


His 


Phe 


Phe 


Cvs 
180 


Asp 


Val 


Pro 


Pro 


Ser 


His 


He 
195 


His 


Glu 


Gin 


Ser 


Val 
200 


Ala 


Val 
210 


Pro 


Phe 


Phe 


Leu 


He 
215 


Thr 


Ala 


Leu 


Leu 


Lys 


He 


His 


Ser 


Ala 


225 










230 






Thr 


Cvs 


Ser 


Ser 


His 
245 


Leu 


Thr 


Val 


Ala 


Phe 


Met 


Tyr 
260 


Leu 


Cvs 


Pro 


Ser 


Arg 


Phe 


He 
275 


Ser 


Leu 


Val 


Tyr 


Thr 
280 


Leu 


He 
290 


Tyr 


Ala 


Leu 


Arg 


Asn 
295 


Ser 


Val 


Leu 


Thr 


Arg 


Asn 


Cys 


Leu 


Ser 


305 










310 







<210> 1876 
<211> 309 
<212> PRT 

<213> Unknown (H38g794 protein) 
<220> 

<223> Synthetic construct 



<400> 1876 



Met 


Glu 


Pro 


Glu 


Asn 


Asp 


Thr 


Gly 


1 








5 








Leu 


Ser 


Glu 


Glu 
20 


Pro 


Glu 


Leu 


Gin 


Ser 


Met 


Tyr 
35 


Leu 


Val 


Thr 


Val 


Leu 
40 


Thr 


He 
50 


Ser 


Asp 


Ser 


His 


Leu 
55 


His 


Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


He 


Cys 


65 










70 






Met 


Leu 


He 


Asn 


He 
85 


Gin 


Thr 


Gin 


Cys 


He 


Thr 


Gin 
100 


Met 


Cys 


Phe 


Phe 


Leu 


Leu 


Leu 
115 


Ala 


Val 


Met 


Ala 


Tyr 
120 


Pro 


Leu 
130 


His 


Tyr 


Thr 


Val 


He 
135 


Met 


Val 


Leu 


Ala 


Ser 


Trp 


Met 


He 


Ala 


145 










150 






Leu 


Met 


Val 


Leu 


Trp 
165 


Leu 


Ser 


Phe 


Phe 


Phe 


Cys 


Glu 
180 


Leu 


Asn 


Gin 


Val 


Phe 


Leu 


Asn 
195 


Asp 


Met 


Gly 


Met 


Tyr 
200 



125 



Met 


Thr 


Leu 


Thr 
140 


Leu 


Cys 


Val 


His 


Gly Leu 


Phe 


Leu 


Ser 


Leu 


Gin 


Leu 






155 










160 


Phe 


Cys 
170 


Gin 


Ala 


Gin 


Gly 


He 
175 


Glu 


Val 


Met 


His 


Val 


Val 


Cys 


Ala 


Gin 


185 










190 






Leu 


Val 


Ala 


Ala 


He 
205 


Leu 


Ala 


He 


Thr 


Ser 


Tyr 


Thr 
220 


Phe 


He 


Val 


Ala 


Ala 


Gly 


Arg 
235 


His 


Arg 


Ala 


Phe 


Ser 
240 


Val 


Leu 
250 


Leu 


Gin 


Tyr 


Gly 


Cys 
255 


Cys 


Ser 


Ser 


Tyr 


Asn 


Pro 


Lys 


Gin 


Asp 


265 










270 






Leu 


Gly 


Thr 


Pro 


Leu 
285 


Leu 


Asn 


Pro 


Glu 


Met 


Lys 


Gly Ala 


Val 


Gly 


Arg 








300 










Gin 


Asn 


Ser 
315 


Xaa 


Glu 









He 


Ser 


Glu 


Phe 


Val 


Leu 


Leu 


Gly 




10 










15 




Pro 


Phe 


Leu 


Phe 


Gly 


Leu 


Phe 


Leu 


25 










30 






Gly Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 










45 








Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 








60 










Phe 


He 


Ser 


Thr 


Thr 


He 


Pro 


Lys 






75 










80 


Ser 


Arg 


Val 


He 


Thr 


Tyr 


Ala 


Gly 




90 










95 




Val 


Leu 


Phe Gly Gly 


Leu 


Asp 


Ser 


105 










110 






Asp 


Arg 


Phe 


Val 


Ala 


He 


Cys 


His 










125 








Asn 


Pro 


Arg 


Leu 


Cys 


Gly 


Leu 


Leu 








140 










Ala 


Leu 


Asn 


Ser 


Leu 


Ser 


Gin 


Ser 






155 










160 


Cys 


Thr 


Asp 


Leu 


Glu 


He 


Pro 


His 




170 










175 




He 


His 


Leu 


Ala 


Cys 


Ser 


Asp 


Thr 


185 










190 






Phe 


Ala 


Ala Gly 


Leu 


Leu 


Ala 


Gly 



205 
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Glv Prn Leu 


Val 


Glv 


lie 


Leu 


Cys 


Ser 


Tvr 

* y x 


Ser 


Lys 


He 


vox 


06l 


Ser 


210 








215 










220 










He Arg Ala 


lie 


Sear 


Ser 


Ala 


Gin Gly 


Lys 


Tvr 
xyx 


Lys 


Ala 


Php 


OCX 


i nr 


225 






230 










235 












Cvs Ala Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


rue 


\» «a 


v_ys 


i nr 




Leu 






245 










250 














Gly Val Tyr 


Leu 


Thr 


Ser 


Ala 




1 fli 


His 


Asn 


Ser 


His 


Thr 


Ser 


Ala 




260 




















270 






THt* Ala Qc»t* 

a ill. nxa odx. 


Val 


1*1 L. 




X ILL. 


Val 


Ala 


i ill 


Pro 


Mot- 
net 


Leu 


Asn 


Pro 


pne 


275 










280 










Z o _> 








Tip TS/r* Cpr 

11C 1 jl OCX 


llCU 




noil 


Lys 


Asp 


He 


Lys 


Arg 


Aid 


Leu 


Lys 


net 


Ser 


290 








295 










300 










Phe Arg Gly 


Lys 


Gin 
























305 




























<210> 1877 




























<211> 314 




























<212> PRT 




























<213> Unknown (H38g795 protein) 



















! <220> 

<223> Synthetic construct 
<400> 1877 

Met Glu Asn Asn Thr Glu Val Ser Glu Phe He Leu Leu Gly Leu Thr 

15 10 15 

Asn Ala Pro Glu Leu Gin Val Pro Leu Phe He Met Phe Thr Leu He 

20 25 30 

Tyr Leu He Thr Leu Thr Gly Asn Leu Gly Met He He Leu He Leu 

35 40 45 

Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 

50 55 60 

Ser Leu Ala Gly He Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Leu 
65 70 75 80 

Thr Gly Leu Leu He Glu Asp Lys Ala He Ser Tyr Ser Ala Cys Ala 

85 90 95 

Ala Gin Met Phe Phe Cys Ala Val Phe Ala Thr Val Glu Asn Tyr Leu 

100 105 110 

Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Asn Pro Leu 

115 120 125 

His Tyr Thr Thr Thr Met Thr Thr Arg Val Cys Ala Cys Leu Ala He 

130 135 140 

Gly Cys Tyr Val He Gly Phe Leu Asn Ala Ser He Gin He Gly Asp 
145 150 155 160 

Thr Phe Arg Leu Ser Phe Cys Met Ser Asn Val He His His Phe Phe 

165 170 175 

Cys Asp Lys Pro Ala Val He Thr Leu Thr Cys Ser Glu Lys His He 

180 185 190 

Ser Glu Leu He Leu Val Leu He Ser Ser Phe Asn Val Phe Phe Ala 

195 200 205 

Leu Leu Val Thr Leu He Ser Tyr Leu Phe He Leu lie Thr He Leu 

210 215 220 

Lys Arg His Thr Gly Lys Gly Tyr Gin Lys Pro Leu Ser Thr Cys Gly 
225 230 235 240 

Ser His Leu He Ala He Phe Leu Phe Tyr He Thr Val He He Met 

245 250 255 

Tyr He Arg Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys He Ala 

260 265 270 

Ser Val Phe Tyr Thr Met He He Pro Met Leu Ser Pro He Val Tyr 

275 280 285 

Thr Leu Arg Asn Lys Asp Val Lys Asn Ala Phe Met Lys Val Val Glu 
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290 295 300 

Lys Ala Lys Tyr Ser Leu Asp Ser Val Phe 
305 310 

<210> 1878 
<211> 315 
<212> PRT 

<213> Unknown (H38g796 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . - . (315) 

<223> Xaa = Any Amino Acid 



<400> 1878 




























Met 


Xaa 


Asn 


Asn 


Ser 


Lys 


Phe 


Thr 


Asp 


Phe 


He 


Leu 


Val 


Gly 


Leu 


Thr 


1 








5 










10 










15 . 




Asn 


Ala 


Thr 


Glu 


Leu 


Gin 


He 


Pro 


Leu 


Phe 


He 


Leu 


Phe 


He 


Leu 


He 








20 










25 










30 






His 


Leu 


Leu 


He 


Leu 


Thr 


Arg 


Asn 


Leu 


Glu 


He 


He 


Leu 


Leu 


He 


Leu 






35 










40 










45 








Leu 


Asp 


Ser 


Cys 


Leu 


His 


He 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 




50 










55 










60 










Ser 


Leu 


Leu 


Gly 


Tyr 


Leu 


Thr 


Val 


Thr 


Pro 


Arg 


Val 


Thr 


Ala 


Ser 


Arg 


65 










70 










75 










80 


Ala 


Gly 


Tyr 


Leu 


Glu 


Gly Arg Arg 


Leu 


Ser 


Ser 


Ser 


Tyr 


Asn 


Ala 


Cys 










85 










90 










95 




Ala 


Ala 


Gin 


Met 


Phe 


Phe 


Phe 


Val 


Ala 


Leu 


Ala 


Thr 


Val 


Glu 


Asn 


Met 








100 










105 










110 






Leu 


Leu 


Thr 


Ser 


Met 


Ala Tyr Asp His 


Tyr 


He 


Ala 


Val 


Cys 


Lys 


Pro 






115 










120 










125 








Leu 


His 


Tyr 


Thr 


Thr 


Thr 


Thr 


He 


Ala 


Ser 


Val 


Cys 


Ala 


His 


Leu 


Val 




130 










135 










140 










He 


Gly 


Ser 


Tyr 


Val 


Cys 


Gly 


Phe 


Leu 


Asn 


Ala 


Ser 


Leu 


Arg 


He 


Gly 


145 










150 










155 










160 


Asp 


He 


Phe 


Ser 


Leu 


Ser 


Phe 


Cys 


Lys 


Ser 


Asn 


Leu 


Val 


His 


His 


Leu 








165 










170 










175 




Phe 


Cys 


Asp 


Val 


Pro 


Pro 


Val 


Met 


Ala 


Val 


Ser 


Cys 


Ser 


Gly 


Lys 


His 






180 










185 










190 






He 


Ser 


Lys 


Lys 


He 


Leu 


Val 


Phe 


Met 


Ser 


Ser 


Phe 


Asn 


Val 


Phe 


Leu 






195 










200 










205 








Ala 


Leu 


Leu 


Val 


He 


Leu 


Thr 


Ser 


Tyr 


Leu 


Phe 


He 


Phe 


He 


Thr 


He 




210 










215 










220 










Leu 


Lys 


Met 


His 


Ser 


Ala 


Gin Gly 


His 


Leu 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


225 








230 










235 










240 


Ala 


Ser 


His 


Leu 


He 


Ala 


Val 


Ser 


He 


Phe 


Tyr Gly 


Thr 


Thr 


He 


Phe 










245 










250 










255 




Met 


His 


Leu 


Gin 


Pro 


Ser 


Ser 


Ser 


His 


Ser 


Met 


Asp 


Thr 


Asp 


Glu 


Met 








260 










265 










270 






Ala 


Ser 


Leu 


Phe 


Tyr 


Ala 


Val 


Phe 


He 


Ser 


Met 


Leu 


Asn 


Leu 


Val 


Phe 






275 










280 










285 








Tyr 


Ser 


Leu 


Arg 


Ser 


Lys 


Glu 


Val 


Lys 


Asn 


Ala 


Phe 


Lys 


Lys 


Ala 


Val 




290 










295 










300 










Glu 


Lys 


Ala 


Lys 


Phe 


Phe 


Leu 


Glu 


Leu 


Xaa 


Phe 













305 310 315 



<210> 1879 
<211> 314 
<212> PRT 
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<213> Unknown (H38g797 protein) 
<220> 

<223> Synthetic construct 



<400> 1879 





no ±j 


Asn 


Ser 


Asn 


Tiro 


Thr 


Ser 


Val 


Ser 


His 


Phe 


Val 


Leu 


Leu 


Gly 


1 

X 








5 










10 










15 




lie 


OCX 


1 IXJL 




Prn 

XT X V 


Glu 


Glu 


Gin 


He 


Pro 


Leu 


Phe 


Leu 


Val 


Phe 


Ser 


















25 










30 






L6U 


Mot- 
net 


Tyr 




Tip 


Asn 


He 


Ser Gly Asn 


Leu 


Ala 


He 


He 


Thr 


Leu 
















40 










45 








JL16 


Leu 


Ser 


i\ .La 


Pro 


Arg 


Leu 


HIS 


He 


Pro 


Met 


Tvr 


He 


Phe 


Leu 


Ser 
























60 










Asn 


Leu 


Ala 


Leu 


Thr 


Asp 


lie 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 
vox 


Pro 
























75 










80 


Met 


Leu 


Gin 


He 


He 


Pne 


ber 


Pro 


Thr 


Lys 


Val 


He 


Ser 


Tyr 


X XI X 












85 










90 














Cys 


Leu 


Ala 


Gin 


Thr 


Tyr 


Pne 


Phe 


He 


Cys 


Phe 


Ala 


Val 


wee 


olU 


Asn 






100 










105 










llu 






i Phe 


He 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


He 


Ala 


Tie 
11c 


Cys 


nis 






115 










120 










125 








Pro 


Phe 


His 


Tyr 


Thr 


Met 


He 


Leu 


Thr 


Arg 


Met 


Leu 


Cys 


vai 


Lys 


wec 




130 










1 J b 










140 










Val 


Val 


Met 


Cys 


His 


Ala 


Leu 


Ser 


His 


Leu 


His 


Ala 


Met 


Leu 


HIS 


i nr 


145 










150 










155 










160 


Phe 


Leu 


Met 


Gly Gin 


Leu 


He 


Phe 


Cys 


Ala 


Asp Asn Arg 


i ie 


Pro 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Leu 


Tyr 


Ala 


Leu 


Met 


Lys 


He 


Ser 


Cys 


i nr 


Ser 


Thr 








180 










185 










X J \J 






Tyr 


Leu 


Asn 


Thr 


Leu 


Met 


TI- 


His 


Thr Glu Gly Ala Val 


Vol 


He 


Ser 
















200 










205 








Gly 


Ala 


Leu 


Ala 


Phe 


x ie 


x tlx 


Ala 


Ser 


Tyr 


Ala 


Cys 


He 


He 


Leu 


Val 




210 










215 










220 










Val 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Lys 


Gly Arg 


Trp 


Lys 


Thr 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


He 


Phe 


Tyr 


Gly 


Thr 


Leu 


Ser 










245 










250 










255 




Trp 


Val 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Ser 


Tyr 


Ser 


Val 


Thr 


Lys 


Gly Arg 








260 










265 










270 






lie 


He 


Thr 


Val 


Val 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Gly 


Asp 


Val 


Lys 


Gly 


Gly 


Phe 


Met 


Lys 


Trp 




290 










295 










300 










Met 


Ser 


Arg 


Met 


Gin 


Thr 


Phe 


Phe 


Phe 


Arg 














305 










310 























<210> 1880 
<211>c316 
<212> PRT 

<213> Unknown (H38g798 protein) 



<220> 

<223> Synthetic construct 
<400> 1880 

Met Val Asn Gin Ser Ser Pro Met Gly Phe Leu Leu Leu Gly Phe Ser 

15 10 15 

Glu His Pro Ala Leu Glu Arg Thr Leu Phe Val Val Val Phe Thr Ser 

20 25 30 

Tyr Leu Leu Thr Leu Val Gly Asn Thr Leu He He Leu Leu Ser Val 
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35 40 45 



Leu 


Tyr 


Pro 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu Ser 


Asp 






50 










55 










60 








Ser 


Phe 


Leu 


Asp 


Leu 


Cvs 


Phe 


Thr 


Thr 


Ser 


Cys 


Val 


Pro Gin 


Met 




65 










70 










75 








AO 

O \J 


Val Asn Leu Trp Gly 


Pro 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Leu Gly Cys 


Ser 










OR 
O J 










90 








rt C 
7P 




V d J_ 




Lieu 




J. J. 


Phe 


Leu 


Ser 


Leu 


Gly Thr 


Thr 


Glu Cys 


lie 


UKZ KJL 








1UU 










105 








110 






T 

Leu 


1 Hi 


vox 


riec 


Ala 


Phe 


Asp 


Arg 


Tvr 


vai 


nla 


Val 


Cys Gin 


Pro 


T .^t i 

liCU 






I 1 R 

II J 










120 










125 






m s 


Tyr 


nla 


i nzr 


lie 


He 


His 


Pro 


Arg 


Leu 


\jys 


Trp 


Gin Leu 


Ala 


Ser 














135 










140 








vai 


Ala 


m 

Trp 


Val 




Ser 


Leu 


Val 


Gin 


Ser 


He 


Val 


Gin Thr 


Pro 


oer 


1 A Q 










-L _> U 










155 








lou 


1 nr 


Leu 


HIS 


Leu 


Pro 


Phe 


Cys 


Pro 


His 


Gin 


Gin 


He Asp Asp 


Phe 


Leu 










lob 










170 








175 




Cys 


Glu 


Val 


Pro 


Ser 


JjGU 


He Arg 


Leu 


Ser 


Cys 


Gly Asp Thr 


Ser 


Tyr 








180 










185 








190 






Asn 


Glu 


He 


Gin 


Leu 


Al » 


Val 


Ser 


Ser 


Val 


He 


Phe 


Val Val 


Val 


Pro 






195 










200 










205 






Leu 


Ser 


Leu 


He 


Leu 


Ala 
la 


Ser 


Tyr Gly 


Ala 


Thr 


Ala 


Gin Ala 


Val 


Leu 




210 










215 










220 








Arg 


He 


Asn 


Ser 


Ala 


i. Ill 


Ala 


Trp 


Arg 


Lys 


Ala 


Phe Gly Thr 


Cys 


Ser 


225 










ZjU 










235 








240 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 


Val lie Ala 


vai 










245 










250 








255 




Tyr 


Leu 


Gin 


Pro 


Lys 


Asn 


Pro 


Tyr Ala 


Gin Gly Arg Gly Lys 


Phe 


Phe 








260 










265 








270 






Gly Leu 


Phe 


Tyr 


Ala 


Val 


Gly Thr 


Pro 


Ser 


Leu 


Asn 


Pro Leu 


Val 


Tyr 






275 










280 










285 






Thr 


Leu 


Arg Asn 


Lys 


Glu 


He 


Lys 


Arg 


Ala 


Leu 


Arg Arg Leu 


Leu 


Gly 




290 










295 










300 






Lys 


Glu Arg Asp 


Ser 


Arg 


Glu 


Ser 


Trp 


Arg Ala Ala 









305 310 315 



<210> 1881 
<211> 324 
<212> PRT 

<213> Unknown (H3 8g799 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(324) 

<223> Xaa = Any Amino Acid 



<400><1881 



His 


Thr 


Glu 


Pro 


Arg 


Asn 


Leu 


Thr Gly Val 


Xaa 


Glu 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Pro 


Val 


Leu 


Ala 


Leu 


Leu 


Ser 








20 










25 










30 






Leu 


Ser 


Leu 


Ser 


Met 


Tyr 


Met 


Val 


Thr 


Val 


Leu 


Arg 


Asn 


Leu 


Leu 


Ser 






35 










40 










45 








He 


Leu 


Ala 


Val 


Ser 


Ser 


Asp 


Ser 


Pro 


Leu 


His 


Thr 


Pro 


Met 


Cys 


Phe 




50 










55 










60 








Phe 


Leu 


Ser 


Lys 


Leu 


Cys 


Xaa 


Ala 


Asp 


He Gly 


Phe 


Thr 


Leu 


Ala 


Met 


65 










70 










75 










80 


Val 


Pro 


Lys 


Met 


He 


Val 


Asn 


Met 


Gin 


Ser 


His 


Ser 


Arg Val 


He 


Ser 



85 90 95 
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x jr * 


Glu 


Glvr 
oxy 


Cvc 


Leu 


Thr 


Ax a 


Met 


Ser 


Phe 


Phe 


Val 


Leu 


Phe 


Ala 


Cys 








100 










105 










110 






lit; i. 


OX U 


Asp 


Met 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


Cys 


Phe 


Val 


Ala 






115 










120 










125 








lie 


fl/Q 

v.ys» 


Arg 


Pro 


Leu 


His 


Tvr 


Pro 


Val 


lie 


Val 


Asn 


Pro 


His 


Leu 


Cys 




130 










135 










140 










Val 


Phe 


Phe 


Val 


Leu 


Val 


Ser 


Phe 


Phe 


Leu 


Ser 


Pro 


Leu 


Asp 


Ser 


Gin 


145 










150 










155 










160 


Leu 


His 


Ser 


Tn> 


lie 


Val 


Leu 


Leu 


Phe 


Thr 


He 


He 


Lys 


Asn 


Val 


Glu 










165 










170 










175 




lie 


Thr 


Asn 


Phe 


Val 


Cvs 


Glu 


Pro 


Ser 


Gin 


Leu 


Leu 


Asn 


Leu 


Ala 


Cys 








180 










185 










190 








no ±J 




Val 


lie 


Asn 


Asn 


lie 


Phe 


lie 


Tvr 


Phe 


Asp 


Ser 


Thr 


Met 






195 

X -7 J 










200 










205 








Php 


OXy 


riitr 


Leu 


Pro 


He 


Ser 


Glv 


lie 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 














215 










220 










val 


PrO 


Del 


Tip 
lie 


Xjtr ul 




Met 


Ser 


Ser 


Ser 


Asp 


Glv 


Lvs 


Tvr 


Lvs 


Gly 


j 










230 










235 










240 


flic 


Cor 


1 1 IX 




Gl v 


Ser 


iyx 


Leu 


Ala 


Val 


Val 


Cys 


Xaa 


Phe 


Asp 


Glv 








245 










250 










255 




I I1X 


Rl vr 

V?Xy 


x x c 


vjxy 


Met 


Tvr 


Leu 


Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Pro 


Pro 


Arg 








260 










265 










270 






Asn 


Gly 


Val 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Ala 


Val 


Val 


Thr 


Pro 


Met 


Leu 






275 










280 










285 








Asn 


Leu 


Phe 


lie 


Tyr 


Ser 


Leu 


Gly 


Lys 


Arg 


Asp 


He 


Gin 


Ser 


Val 


Leu 




290 










295 










300 










Arg 


Arg 


Leu 


Cys 


Ser 


Arg 


Thr 


Val 


Glu 


Ser 


Pro 


Xaa 


Tyr 


Val 


Pro 


Ser 


305 










310 










315 










320 


Phe 


Phe 


Leu 


Cys 



























<210> 1882 
<211> 158 
<212> PRT 

<213> Unknown (H38g800 protein) 
<220> 

<223> Synthetic construct 
<400> 1882 



Met 


Glu 


Pro 


Glu Asn Gly 


Thr 


Arg 


He 


Leu 


Gly 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Ser 


Glu 


Glu 


Pro 


Glu 


Leu 


Gin 


Pro 


Val 


Met 


Phe 


Gly 


Leu 


Phe 


Leu 








20 










25 










30 






Ser 


Met 


Tyr 


Leu 


Thr 


Thr 


Val 


Phe 


Gly 


Asn 


Leu 


Leu 


He 


He 


Leu 


Ala 






35 










40 










45 








He 


Cys 


Ser 


Gly 


Ser 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Val 


Asp 


He 


Cys 


Val 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Thr 


Leu 


Ser 


Asn 


He 


Arg 


Thr 


Gin 


Ser 


Lys 


Val 


He 


Thr 


Tyr 


Ala 


Gly 










85 










90 










95 




Cys 


He 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


Val 


Leu 


Phe 


He 


Val 


Leu 


Asp 


Ser 








100 










105 










110 






Leu 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


Gin 


Phe 


Val 


Ala 


He 


Cys 


His 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Val 


Asn 


Pro 


Arg 


Leu 


Cys 


Gly 


Leu 


Leu 




130 










135 










140 










Val 


Leu 


Ala 


Ser 


Trp 


He 


Met 


Ser 


Ala 


Leu 


Asn 


Ser 


Leu 


He 






145 










150 










155 
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<210> 1883 
<211> 318 
<212> PRT 

<213> Unknown (H38g801 protein) 
<220> 

<223> Synthetic construct 
<400> 1883 

Met Met Ser Phe Ala Pro Asn Ala Ser His Ser Pro Val Phe Leu Leu 

15 10 15 

Leu Gly Phe Ser Arg Ala Asn lie Ser Tyr Thr Leu Leu Phe Phe Leu 

20 25 30 

Phe Leu Ala He Tyr Leu Thr Thr He Leu Gly Asn Val Thr Leu Val 

35 , 40 45 

Leu Leu He Ser Trp Asp Ser Arg Leu His Ser Pro Met Tyr Tyr Leu 

50 55 60 

Leu Arg Gly Leu Ser Val He Asp Met Gly Leu Ser Thr Val Thr Leu 
65 70 75 80 

Pro Gin Leu Leu Ala His Leu Val Ser His Tyr Pro Thr He Pro Ala 

85 90 95 

Ala Arg Cys Leu Ala Gin Phe Phe Phe Phe Tyr Ala Phe Gly Val Thr 

100 105 110 

Asp Thr Leu Val He Ala Val Met Ala Leu Asp Arg Tyr Val Ala He 

115 120 125 

Cys Asp Pro Leu His Tyr Ala Leu Val Met Asn His Gin Arg Cys Ala 

130 135 140 

Cys Leu Leu Ala Leu Ser Trp Val Val Ser He Leu His Thr Met Leu 
145 150 155 160 

Arg Val Gly Leu Val Leu Pro Leu Cys Trp Thr Gly Asp Ala Gly Gly 

165 170 175 

Asn Val Asn Leu Pro His Phe Phe Cys Asp His Arg Pro Leu Leu Arg 

180 185 190 

Ala Ser Cys Ser Asp He His Ser Asn Glu Leu Ala He Phe Phe Glu 

195 200 205 

Gly Gly Phe Leu Met Leu Gly Pro Cys Ala Leu He Val Leu Ser Tyr 

210 215 220 

Val Arg He Gly Ala Ala He Leu Arg Leu Pro Ser Ala Ala Gly Arg 
225 230 235 240 

Arg Arg Ala Val Ser Thr Cys Gly Ser His Leu Thr Met Val Gly Phe 

245 250 255 

Leu Tyr Gly Thr He He Cys Val Tyr Phe Gin Pro Pro Phe Gin Asn 

260 265 270 

Ser Gin Tyr Gin Asp Met Val Ala Ser Val Met Tyr Thr Ala He Thr 

275 280 285 

Pro Leu Ala Asn Pro Phe Val Tyr Ser Leu His Asn Lys Asp Val Lys 

290 295 300 

Gly Ala Leu Cys Arg Leu Leu Glu Trp Val Lys Val Asp Pro 
305 ■ 310 315 

<210> 1884 
<211> 307 
<212> PRT 

<213> Unknown (H38g802 protein) 
<220> 

<223> Synthetic construct 
<400> 1884 

Met Leu Asn Thr Thr Ser Val Thr Glu Phe Leu Leu Leu Gly Val Thr 
15 10 15 
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Asp lie 


Gin 


Glu 


Leu 


Gin 


Pro 


Phe 


Leu 


Phe 


Val 


Val 


Phe 


Leu 


Thr 


He 






20 










25 










30 






Tyr Phe 


lie 


Ser 


Val 


Thr 


Glv 


Asn Gly Ala 


Val 


Leu 


Met 


He 


Val 


Tip 
lie 




35 










40 










45 








Ser Asp 


Pro 


Arg 


Leu 


His 


Ser 


Leu 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


_ 

JL»eu 


50 










55 










60 










Ser Tyr 


Leu 


Asp 


He 


Cvs 




Ser 


Thr 


Val 


Thr 


Leu 


Pro 


Lys 


Met 


T .on 


65 








70 










75 










O \J 


Gin Asn 


Phe 


Leu 


Ser 


Thr 


His 


Lys 


Ala 


He 


Ser 


Phe 


Leu 


Gly Cys 


lie 








85 










90 










Q C 




Ser Gin 


Leu 


His 


Phe 


Phe 


His 


Phe 


Leu Gly 


Ser 


Thr 


Glu 


Ser 


t- 


T .on 






100 










105 










110 






Phe Ala 


Val 


Met 


Ala 


Phe 


Asp 




Ser 


Val 


Ala 


He 




Lys 


Pro 


Leu 




115 




















125 








Arg Tyr 


Thr 


Val 


He 


Met 


Asn 




Gin 


Leu 


V— _y 


Thr 


Gin 


Met 


Ala 


Tip 

lie 


130 










135 










140 










Thr lie Trp Val 


He 




Pho 


PVio 
rile 


His 


Ala 


Leu 


Leu 


His 


Ser 


Val 


Mot- 
wee 


145 








150 










155 












Thr Ser 


Arg 


Leu 


Asn 


Phe 


jf O 


biy 


Ser 


Asn 


Arg 


He 


His 


His 


Phe 


Leu 








165 










170 










175 




Cys Asp 


He 


Lys 


irJ. \J 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Gly Asn Thr 


Glu 


Leu 






180 










185 










190 






Asn Gin 


Trp 


Leu 


Leu 


Ser 


1 XIX 


Val 


Thr Gly Thr 


He 


Ala 


Met 


Gly 


rro 




195 










200 










205 








Phe Phe 


Leu 


Thr 


T All 

Leu 


Leu 


Car 


Tyr 


Phe 


Tyr 


He 


He 


Thr 


Tyr 


Leu 


Pne 


210 




















220 










Phe Lys 


Thr 


Arg 


t>er 


Cys 


oer 


Met 


Leu 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


225 








Z J U 










235 












Ala Ser 


His 


Phe 


wet 


val 


val 


He 


Leu 


Phe 


Tyr 


Ala 


Pro 


Val 


Leu 


Pne 


















250 










255 




Thr Tyr 


He 


His 


Pro 


Ala 


Leu 


Glu 


Ser 


Phe 


Met 


Asp 


Gin 


Asp 


Arg 


He 






260 










265 










270 






Val Ala 


He 


Met 


Tyr 


i nr 


Val 


Val 


Thr 


Pro 


Val 


Leu 


Asn 


Pro 


Leu 


lie 




275 










280 










285 








Tyr Thr 


Leu 


Arg 


Asn 


Lys 


blU 


Val 


Lys 


Gly Ala 


Leu 


Gly Arg 


Val 


lie 


290 










295 










300 










Arg Arg 


Leu 




























305 






























<210> 1885 




























<211> 320 




























<212> PRT 




























<213> Unknown (H3 8g803 protein) 



















<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (320) 

<223> Xaa = Any Amino Acid 



<400> 1885 

Gin Pro Arg Asn Leu Thr Asp Val 

1 5 
Ser Glu Asp Pro Glu Leu Gin Pro 
20 

Met Tyr Leu Val Thr Val Leu Arg 

35 40 
Ser Ser Asp Ser His Leu His Thr 

50 55 
Leu Cys Trp Ala Asp He Gly Phe 



Xaa Glu Phe Leu Leu Met Gly Leu 

10 15 
Val Leu Ala Gly Leu Ser Leu Ser 
25 30 
Asn Leu Leu Ser He Leu Ala Val 
45 

Pro Met Tyr Phe Phe Leu Ser Asn 
60 

Thr Ser Ala Thr Val Pro Lys He 
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65 70 75 80 



He 


Val 
vox 




Met 


Gin 


Ser 


His 


Ser 


Arg Val 


Tie 
xxe 


Ser 




Val 
vox 


Gly Cys 










85 










90 










95 




Leu 


Thr 


Arg 


Met 
100 


Ser 


Phe 


Leu 


Val 


Leu 
105 




Ala 


Cys 


He 


Glu 

110 






Leu 


Leu 


Thr 

IIS 

X X 


Val 


Met 


Ala 


Tyr 


Asp 
120 




rue 


Val 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


His 

X J v/ 


Tyr 


Pro 


Val 


He 


Val 
135 


Asn 


Al a 

nXO 


Hi <3 
n x o 


Leu 


Arg 
i Aft 


Val 


Phe 


T CH 1 


Val 
vox 


LicU 


vox 


Ser 


Phe 


iilC 


Leu 


Cpr 
OCX 




Leu 


Asp 


Car 

OCX 


m n 

OJ.11 


Leu 




Ser 


Ada 












i Rn 




















1 Aft 
X D U 


Tl O 
lie 


Val 
vox 


Leu 


Gin 


Xr I lc 


X I1X 


rile 


rut. 


Lys 


Asn 

X / U 


Ua 1 

vox 


fil ii 


Tip 
lie 


Ser 


Asn 

x / D 


rue 


Vs» 1 
Val 


Cys 


Glu 


Pro 
180 


Ser 


bin 


Leu 


T 

Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 
Ton 


Ser 


xxe 


x xe 


Asn 


Ser 
195 


He 


nv, a 

jfne 


Tift 


Tyr 


riie 

O Art 

Z uu 


Asp 


Ser 


Thr 


Met 


Phe 
205 


Gly 


Phe 


Leu 


Pro 


He 


Ser Gly 


He 


Leu 


Leu 


Ser 


Tyr 


Cys 


Lys 


He 


Val 


Pro 


Ser 


lie 














Z Id 










220 










Lieu 


Arg 


He 


Ser 


Thr 


Ser 


Asp 




Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 












230 










235 










240 


Gly 


Ser 


His 


Leu 


Ala 


Leu 


val 


cys 


Leu 


Phe 


Tyr Gly Ala 


Gly 


He 


Gly 










245 










250 










255 




Val 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Pro 


Pro 


Arg 


Asn 


Gly Val 


Val 








260 










265 










270 






Val 


Ser 


Val 
275 


Met 


Tyr 


Thr 


Val 


Val 
280 


Thr 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn Arg 


Asp 


He 


Gin 


Ser 


Thr 


Leu 


Arg 


Arg 


Leu 


Leu 




290 










295 










300 










Ser 


Arg 


Thr 


Val 


Glu 


Ser 


Pro 


Xaa 


Ser 


Val 


Pro 


Ser 


Phe 


Phe 


Leu 


Cys 


305 










310 










315 










320 



<210> 1886 
<211> 328 
<212> PRT 

<213> Unknown (H38g804 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (328) 

<223> Xaa = Any Amino Acid 



<400> 1886 



Met 


Ala 


Pro 


Gly 


Asn 


Gly 


Ser 


Phe 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Ala 


Gly 


1 








5 










10 










15 




Leu 


Thr 


His 


Gin 
20 


Pro 


Asp 


Leu 


Gin 


Ser 
25 


Pro 


Leu 


Phe 


Phe 


Leu 
30 


Phe 


Leu 


Val 


He 


Tyr 


Val 


Val 


Thr 


Leu 


Leu 


Gly Asn 


Leu 


Gly 


Leu 


Val 


Thr 


Leu 






35 










40 










45 








He 


Gly 
50 


Leu 


Asn 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Leu 


Cys 


Tyr 


Ser 


Ser 


Val 


Phe 


He 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Met 


Asn 


Phe 
85 


He 


Ser 


Glu 


Lys 


Asn 
90 


He 


Met 


Ser 


Phe 


Lys 
95 


Gly 


Cys 


Met 


Thr 


Gin 
100 


Leu 


Ser 


Phe 


Tyr 


Xaa 
105 


Phe 


Phe 


Val 


Val 


He 
110 


Ser 


Glu 


Gly 


Tyr 


Val 


Leu 


Thr 


Ser 


Met 


Ala 


Tyr Asp Arg Val 


Ala 


He 


Cys 


Thr 






115 










120 










125 
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Pro 


Leu 
130 


Leu 


Tvr 

JT 


His 


He 


Ala 
135 


Met 


Ser 


Pro 


Thr 


Val 
140 


Cvs 

^-Jr *=> 


Ser 


Ser 




Met 


Phe 


Glv 


Ser 


Tvr 

* Jr 


Leu 


Met 


Pro 


Phe 


Ser 


Gly Ala 


Met 


Ala 


His 


Thr 


145 










150 










155 
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<210> 1889 
<211> 188 
<212> PRT 

<213> Unknown (H38g807 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (188) 

<223> Xaa = Any Amino Acid 
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<210> 1898 




























<211> 318 




























<212> PRT 




























<213> Unknown (H38g816 protein) 
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<223> Synthetic construct 




















<221> VARIANT 


























<222> (1). . 


. (318) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1898 




























Met Thr 
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Ser 


Asp 
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Ser 
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Val 


Pro 


Val 
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10 
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Ser 


Leu 
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Thr 
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-Lys 


Asp 


Tyr 


Asp 
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Tyr 
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115 










120 
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He 


Thr 


His 
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Phe 
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Leu 


He 


Phe 
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Ser 


Tyr 


Thr 


Phe 


He 
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Leu Arg 
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Leu 


Arg 


Phe 


Lys 


Val 


Glu 


Gly Val 
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Lys 


Ala 


225 
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Phe 
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Ser 


He 








245 
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Leu Leu 


Val 


Val 


Val 
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Thr 
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Val 
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285 








Leu Asn 


Pro 


He 


He 


Cys 


Gly 


Phe 


Gin 


Thr 


Lys 


Glu 
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Lys 
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Glu 
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Leu 


Gin 


Arg 


Gly 


Leu 
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Gly 


Arg 
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<211> 317 




























<212> PRT 




























<213> Unknown (H38g817 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1) . . 


. (317) 
























<223> Xaa = 


Any 


Amino Acid 
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Thr 
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Glu 


Pro 
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Leu 
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Pro 
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He 


Met 
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Glu 
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He 
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Arg Glu 
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Val 
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Glu 
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Thr 
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Lys 


Arg 
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Thr 
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Thr 
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Pro 


Asp 
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Thr Thr 
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Cys 


His 


Gly 


Glu 


Gly 


Thr 


Ala 


Lys 


Met 


Xaa 


He 


Leu 
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185 
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Arg Ser 
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Lys 


He 


Thr 


He 


He 


Lys 


Ala 


Met 


Thr 


Ala 


Gly 




195 










200 
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Met 
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He 


Ser 


Leu 


Ser 


He 


Val 
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He 


Ser 


Tyr 


Met 
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210 










215 
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Arg 
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Arg 
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Arg 
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Lys 


225 
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Ser 


Ser 
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Thr 


Val 


Val 


He 


Met 


Phe 


Tyr 








245 
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He 


Tyr 
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Ser 


Ser 


His 
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Val 
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He 
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Met 
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He 
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Arg 
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Glu 


Val 
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305 310 315 

<210> 1900 
<211> 220 
<212> PRT 

<213> Unknown (H3 8g818 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (220) 

<223> Xaa = Any Amino Acid 

<400> 1900 

Ser Asn Leu Cys Trp Ala Asp He Gly Phe Thr Ser Ala Met Val Pro 

1 5 10 15 

Lys Met He Val Asp Met Gin Ser His Ser Arg Val lie Pro Tyr Ala 

20 25 30 

Gly Cys Leu Thr Arg Met Ser Phe Leu Val Leu Phe Ala Cys He Glu 

35 40 45 

( Asp Met Leu Leu Thr Val Met Ala Tyr Asp Cys Phe Val Ala He Cys 

50 55 60 

Arg Pro Leu His Tyr Pro Val He Met Asn Pro His Leu Cys Val Phe 
65 70 75 80 

Phe Val Leu Val Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His 

85 90 95 

Ser Xaa He Val Leu Gin Phe Thr Phe Phe Ser Asn Val Glu He Ala 

100 105 110 

Asn Phe Val Tyr Glu Pro Ser Gin Leu Leu Asn Leu Asp Cys Ser Asp 

115 120 125 

Thr Val He Asn Ser He Phe He Tyr Phe Asp Ser Met Phe Gly Phe 

130 135 140 

Leu Pro He Ser Gly He Leu Leu Ser Xaa Tyr Lys He Val Pro Ser 
145 150 155 160 

He Leu Arg Met Ser Ser Ser Asp Gly Lys Tyr Lys Ala Phe Ala Thr 

165 170 175 

Cys Gly Ser His Leu Ala Val Val Cys Xaa Phe Asp Gly Thr Gly He 

180 185 " 190 

Gly Met Tyr Leu Thr Ser Ala Val Ser Pro Pro Pro Arg Asn Gly Val 

195 200 205 

Ala Ala Ser Val Met Tyr Ala Val Val Thr Pro Met 
210 215 220 

<210> 1901 
<211> 311 
<212> PRT 

<213> Unknown (H3 8g819 protein) 
<220> 

<223> Synthetic construct 
<400> 1901 

Met Glu Lys Ser Asn Asn Ser Thr Leu Phe He Leu Leu Gly Phe Ser 

15 10 15 

Gin Asn Lys Asn He Glu Val Leu Cys Phe Val Leu Phe Leu Phe Cys 

20 25 30 

Tyr He Ala He Trp Met Gly Asn Leu Leu He Met He Ser He Thr 

35 40 45 

Cys Thr Gin Leu He His Gin Pro Met Tyr Phe Phe Leu Asn Tyr Leu 
50 55 60 
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Leu 
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He 
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Tyr 
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Lys 
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Ser 


Ser 


225 
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He 


Val 


Val 


Val Leu 
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rne 


Ala Pro 


Ala 
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He 


Tvr 
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Val 
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Vj J. U 
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Phe 
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J. ± 
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Met 
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Met 




J->J o v d _L 


Trp 
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<210> 1902 
























<211> 222 
























<212> PRT 
























<213> Unknown (H38g820 protein) 
















<220> 


























<223> Synthetic 


construct 


















<400> 1902 
























Arg Asn 
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Leu Glu 
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Phe Thr 
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He 
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Arg 
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He 


Ser 
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Cys 


50 








55 








60 










Lys Pro 


Leu 


His 


Tyr 


Thr Ser 


He 


Met 


Asn Arg 


Lys 


Leu 
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Trp Leu 
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Phe Pro 
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Phe 


Pro 
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Gin Leu 


Asp 
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Asn 


Val 


He 


Asp 
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105 








110 






His Phe 


Ala 


Cys 


Asp 


Tyr Phe 
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Leu 


Leu Gin 


Leu 


Ser 


Cys 


Ser 


Asp 




115 








120 
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Thr Trp 
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Glu 


Val He 


Gly 
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Val 


Thr 


Leu 


130 








135 








140 










Leu Phe 


Thr 


Leu 


Ala 


Leu Val 


He 


Leu 


Ser Tyr 


Met 


Tyr 


He 


He 


Arg 
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145 150 155 160 

Thr lie Leu Arg He Pro Ser Ala Ser Gin Arg Lys Lys Ala Phe Ser 

165 170 175 

Thr Cys Ser Ser His Met He Val He Ser He Ser Tyr Gly Ser Cys 

180 185 190 

He Phe Met Tyr Ala Asn Pro Ser Ala Lys Glu Lys Ala Ser Leu Thr 

195 200 205 

Lys Gly He Ala He Leu Asn Thr Ser Val Ala Pro Met Leu 
210 215 220 

<210> 1903 
<211> 267 
<212> PRT 

<213> Unknown (H38g821 protein) 
<220> 

<223> Synthetic construct 



<400> 1903 
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Phe 


Phe 


He 


He 


Gly Asn 


Ser 


Gin Asp Asn 
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Gin 
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5 










10 










15 




Met 


Thr 


Leu 


Met 
20 
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He 


Ser 


Glu 
25 


Val 


Thr 


Glu 
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Val 
30 


Leu 


Val 


Gly 


Leu 


Thr 
35 


Asp 


Val 


Leu 


Glu 


Leu 
40 


Gin 


Val 


Pro 


Leu 


Phe 
45 


He 


He 


Phe 
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Val 
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Tyr 


Leu 


Thr 


Thr 


Leu 


Val 


Gly Asn 


Phe Gly Met 


He 


Met 




50 










55 










60 










Leu 
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Leu 


Asp 
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Arg 


Leu 


His 


He 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


65 










70 










75 










80 


Gly 


Lys 


Leu 


Ser 


Leu 
85 


Val 


Asp 


Ser 


Val 


Cys 
90 


Ala 


Cys 


Leu 


Val 


Thr 
95 


Gly 


Ser 


Tyr 


He 


Cys 
100 


Gly 


Leu 


Phe 


Gin 


Ser 
105 


Ser 


He 


His 


Val 


Ala 
110 


Phe 


Thr 


Phe 


His 


Leu 
115 


Ser 


Phe 


Cys 


His 


Ser 
120 


Asn 


Val 


Val 


Asn 


His 
125 


Phe 


Phe 


Cys 


Asp 


He 
130 


Pro 


Pro 


Leu 


Leu 


Ala 
135 


Leu 


Ser 


Cys 


Ser 


Asp 
140 


He 


Tyr 


Ala 


His 


Glu 


He 


Val 


Leu 


Phe 


He 


Leu 


Ala 


Ala 


Phe 


Asn 


He 


Phe 


Phe 


Thr 


Leu 


145 










150 










155 










160 


Leu 


He 


He 


Leu 


Asn 
165 


Ser 


Tyr 


Val 


Phe 


He 
170 


Phe 


He 


Ala 


He 


Leu 
175 


Arg 


Met 


His 


Ser 


Ala 
180 


Glu 


Gly 


Gin 


Lys 


Lys 
185 


Val 


Phe 


Ser 


Thr 


Cys 
190 


Ala 


Tyr 


His 


Leu 


Thr 


Thr 


Val 


Ser 


He 


Phe 


Tyr 


Gly Thr 


He 


Thr 


Phe 


Met 


Tyr 






195 










200 










205 








Leu 


Gin 
210 


Pro 


Ser 


Ser 


Gly 


His 
215 


Ser 


Met 


Asp 


Thr 


Asp 
220 


Lys 


He 


Ser 


Ser 


Val 


Phe 


Tyr 


Thr 


Met 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


Val 


Tyr 


Ser 


225 










230 










235 










240 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Gin 


Ser 


Ala 


Phe 


Lys 


Val 


Val 


He 


Gly Lys 










245 










250 










255 




Ala 


Lys 


Ser 


Ser 
260 


Leu 


Gly 


Leu 


Ala 


Tyr 
265 


Tyr 


Leu 













<210> 1904 
<211> 316 
<212> PRT 

<213> Unknown (H38g822 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 1904 

Trp Xaa Pro Val Phe Asn Gin Ser Ala Pro Leu Gin Phe Val Phe Arg 

1 5 10 15 

Val Phe Thr Thr Val Pro Glu Phe Gin Val Leu Leu Phe Leu Leu Phe 

20 25 30 

Leu Leu Phe Tyr Leu Met lie Leu Cys Gly Asn Thr Ala lie lie Trp 

35 40 45 

Val Val Cys Thr Tyr Ser Val Leu Arg Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Phe Val Glu lie Cys Tyr Thr Thr Val Val Val Pro 
65 70 75 80 

Leu Met Leu Ser Asn lie Phe Gly Ala Gin Lys Pro lie Pro Leu Ala 

85 90 95 

Gly Cys Gly Ala Gin Met Phe Phe Phe Leu Thr Leu Gly Gly Ala Asp 

100 105 110 

Cys Phe Leu Leu Ala lie Val Ala Tyr Asp Arg Tyr Val Ala lie Cys 

115 120 125 

His Pro Leu His Tyr Arg Leu lie Met Thr Cys Asn Leu Cys Val Gin 

130 135 140 

Met Leu Gly Gly Ala Val Gly Leu Ala Leu Phe Leu Ser Leu Gin Leu 
145 150 155 160 

Thr Ala Leu lie Phe Thr Leu Pro Phe Cys Gly Tyr Arg Gin Glu lie 

165 170 ~ 175 

Asn His Phe Leu Cys Asp Val Pro Pro Val Leu Arg Leu Ala Cys Ala 

180 185 190 

Ala lie Arg Val His Gin Ala Val Leu Tyr Val Val Ser lie Leu Val 

195 200 205 

Leu Thr Val Pro Phe Leu Leu lie Cys Val Ser Tyr Val Phe lie Thr 

210 215 220 

Cys Ala lie Leu Ser He Arg Ser Ala Glu Gly Arg His Gin Ala Phe 
225 230 235 240 

Ser Thr Cys Ser Ser His Leu Thr Val Val Leu Leu Gin Tyr Gly Cys 

245 250 255 

Cys Ala Leu Ala Tyr Leu His Pro Gin Ser Ser Ser Ser Ala Asp Glu 

260 265 270 

Asp Arg Gin Phe Ala Leu Val Tyr Thr Phe He Thr Pro Leu Leu Asn 

275 280 285 

Pro Leu He Tyr Thr Leu Arg Asn Lys Asp Val Lys Gly Ala Leu Glu 

290 295 300 

Lys Ser Ala Gin Tyr Gin Arg Asp Thr Xaa Val Leu 
305 310 315 



<210> 1905 
<211>< 312 
<212> PRT 

<213> Unknown (H38g823 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 

<400> 1905 

Met Xaa Asn Ser Arg Glu Ala Ser Gin Phe He Phe Leu Gly Leu Ser 
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Trp 


Tyr 


Ser 


Gin 


Leu 


His 


Asn 


Pro 


Met 


Tyr 


Pne 


Phe 


Pne 


Ser 


Asn 


Leu 


50 










55 










a n 
oU 










Ser 


Leu 


Val 


Asp 


Phe 


pne 


Tyr 


Ser 


ser 


vai 


val 


mv> -w- 

Tnr 


Pro 


Lys 


vai 


Ml aI- 

Met 


65 










70 










/ D 










O f\ 


Thr 


Gly 


Leu 


Leu 


Arg 


Glu 


Asp 


Lys 


He 


Ti- 
ne 


Ser 


Tyr 


Thr 


Val 


Trp 


Ala 










85 










OA 










Q C 




Thr 


Gin 


Thr 


Phe 


Phe 


Ser 


Asp 


Ser 


Pne 


AX a 


Ser 


Val 


Val 


Asn 


Leu 


Leu 








100 










105 










110 






Leu 


Ala 


Leu 


Met 


Ala 


Ser 


Gly His 


Tyr 


Ala 


Ala 


Val 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Thr 


Thr 


Thr 


Met 


Met 


Thr 


Ser 


Val 


Cys 


Thr 


Cys 


Leu 


Ala 


He 




130 










135 










140 










Gly 


Xaa 


Tyr 


Val 


Gly Gly 


Phe 


Leu 


Asn 


Ala 


Ser 


He 


His 


Thr 


Gly 


Glu 


145 










150 










155 










160 


Thr 


Phe 


Ser 


Leu 


Phe 


Cys 


Met 


Ser 


Ser 


Glu 


Val 


His 


His 


Phe 


Phe 


Cys 










165 










170 










175 




Glu 


Val 


Pro 


Ala 


Val 


Met 


Ala 


Leu 


Ser 


Cys 


Ser 


Asp 


Arg 


His 


Val 


Asn 








180 










185 










190 






Val 


Val 


Val 


Leu 


Val 


Tyr 


Val 


Thr 


Ser 


Phe 


Asn 


He 


Leu 


Phe 


Ala 


Leu 






195 










200 










205 








Leu 


Val 


lie 


Leu 


He 


Ser 


Tyr 


Leu 


Leu 


Met 


Phe 


He 


Thr 


He 


Leu 


Lys 




210 










215 










220 










Met 


His 


Ser 


Thr 


Ala 


Gly 


Tyr Gin 


Lys 


Ala 


Leu 


Ala 


He 


Cys 


Ala 


Ser 


225 










230 










235 










240 


His 


Leu 


Thr 


Ala 


Val 


Ala 


He 


Phe 


Tyr 


Gly 


Thr 


He 


He 


Phe 


Met 


His 










245 










250 










1 c c 

255 




lie 


Gin 


Pro 


Ser 


Ser 


Ser 


His 


Ser 


He 


Asp 


Thr 


Asp 


Lys 


He 


Ala 


Ala 








260 










265 










270 






Val 


Phe 


Tyr 


Thr 


He 


Val 


Phe 


Pro 


Met 


Val 


Asn 


His 


Val 


Val 


Xaa 


Arg 






275 










280 










285 








Leu 


Lys 


Asn 


Lys 


Val 


Lys 


Ser 


Thr 


Phe 


Lys 


Lys 


He 


Val 


Glu 


Lys 


Val 




290 










295 










300 










Lys 


Leu 


Ser 


Leu 


Gly 


Leu 


Xaa 


Val 



















305 310 



<210> 1906 
<211> 318 
<212> PRT 

<213> Unknown (H38g824 protein) 
<220> 

<223> Synthetic construct 



<400> 1906 



Met 


Ala 


Gly Glu 


Asn 


His 


Thr 


Thr 


Leu 


Pro 


Glu 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Asp 


Leu 
20 


Lys 


Ala 


Leu 


Gin 


Gly 
25 


Pro 


Leu 


Phe 


Trp 


Val 
30 


Val 


Leu 


Leu 


Val 


Tyr 


Leu 


Val 


Thr 


Leu 


Leu 


Gly Asn 


Ser 


Leu 


He 


He 


Leu 


Leu 






35 










40 










45 








Thr 


Gin 
50 


Val 


Ser 


Pro 


Ala 


Leu 
55 


His 


Ser 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Arg 


Gin 


Leu 


Ser 


Val 


Val 


Glu 


Leu 


Phe 


Tyr 


Thr 


Thr 


Asp 


He 


Val 


Pro 


Arg 


65 










70 










75 










80 


Thr 


Leu 


Ala 


Asn 


Leu 


Gly 


Ser 


Pro 


His 


Pro 


Gin 


Ala 


He 


Ser 


Phe 


Gin 



85 90 95 
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Gly Cys 


Ala 


Ala 


Gin 


Met 


Tyr 


Val 


Phe 


He 


Val 


Leu 


Gly 


He 


Ser 


Glu 






100 










105 










110 






Cys Cys 


Leu 


Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cvs 




115 










120 










125 








Gin Pro 


Leu 


Arg 


Tyr 


Ser 


Thr 


Leu 


Leu 


Ser 


Pro Arg 


Ala 


Cvs 


Met 


Ala 


130 










135 










140 










Met Val 


Gly 


Thr 


Ser 


Trr> 


Leu 


Thr 


Gly 


He 


He 


Thr 


Ala 


Thr 


Thr 


His 


145 








150 










155 










160 


Ala Ser 


Leu 


He 


Phe 


Ser 


Leu 


Pro 


Phe 


Ara 


Ser 


His 


Pro 


He 


He 


Pro 








165 










170 










175 




His Phe 


Leu 


Cvs 


Asd 


He 


Leu 


Pro 


Val 


Leu 


Arg 


Leu 


Ala 


Ser 


Ala 


Glv 






180 










185 










190 






Lys His 


Arg 


Ser 


Glu 


He 


Ser 


Val 


Met 


Thr 


Ala 


Thr 


He 


Val 


Phe 


He 




195 










200 










205 








Met lie 


Pro 


Phe 


Ser 


Leu 


He 


Val 


Thr 


Ser 


Tyr 


He 


At* o 


He 


Leu 




210 










215 










220 










Ala. Asn 


Leu 


Ala 


Met 


Gly Leu 


Thr 


Gin 


Ser 


Arg 


Arg 


LyS 


Val 


rue 




225 








230 










235 










240 


Thr Cys 


Ser 


Ser 


His 


Arg 


Leu 


Val 


Val 


Ser 


Leu 


Phe 


Phe 




Thr 










245 










250 










255 




Ser lie 


Thr 


Asn 


Asn 


Arg 


Pro 


Gin 


Ala 


Gly 


Ser 


Ser 


Glu 


Thr 


Thr 


Asp 






260 










265 










270 






Arg Val 


He 


ser 


Leu 


Phe 


Asn 




Val 


He 


Thr 


Pro 


wee 


Leu 


Asn 


Pro 




275 




















ZOj 








He He 


Asn 


1 Hi 


nib 


Gly Asn 


Lys 


Asp Val 


Arg 


Arg 




T on 

Leu 


Arg 


Tyr 


290 










295 










300 










Leu Val 


Lys 


Arg 


Arg 


Arg 


Pro 


Ser 


Pro Gly Arg Gly 


Ser 


Gly 






305 








310 










315 












<210> 1907 




























<211> 311 




























<212> PRT 




























<213> Unknown (H38g825 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1907 




























Met Glu 


Thr 


Lys 


Asn 


Tyr 


Ser 


Ser 


Ser 


Thr 


Ser 


Gly 


pv, p 

rile 


Tip 
X At? 


Leu 


Leu 


1 






5 










10 










15 




Gly Leu 


Ser 


Ser 


Asn 


Pro 


Lys 


Leu 


Gin 


Lys 


Pro 


Leu 


Phe 


Ala 


He 


Phe 






20 










25 










30 






Leu He 


Met 


Tyr 


Leu 


Leu 


Thr 


Ala 


Val 


Gly Asn Val 


Leu 


He 


He 


Leu 




35 










40 










45 








Ala He 


Tyr 


Ser Asp 


Pro 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


50 










55 










60 










Ser Asn 


Leu 


Ser 


Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


Val 


Pro 


65 








70 










75 










80 


Lys Met 


Leu 


Val 


Asn 


Phe 


Leu 


Ser 


Glu 


Thr 


Lys 


He 


He 


Ser 


Tvr 


Val 








85 










90 










95 




Gly Cys 


Leu 


He 


Gin 


Met 


Tyr 


Phe 


Phe 


Met 


Ala 


Phe 


Gly Asn 


Thr 


Asp 






100 










105 










110 






Ser Tyr 


Leu 


Leu 


Ala 


Ser 


Met 


Ala 


He 


Asp 


Arg 


Leu 


Val 


Ala 


He 


Cys 




115 










120 










125 








Asn Pro 


Leu 


His 


Tyr 


Asp 


Val 


Val 


Met 


Lys 


Pro 


Trp 


His 


Cys 


Leu 


Leu 


130 










135 










140 










Met Leu 


Leu 


Gly 


Ser 


Cys 


Ser 


He 


Ser 


His 


Leu 


His 


Ser 


Leu 


Phe 


Arg 


145 








150 










155 










160 


Val Leu 


Leu 


Met 


Ser 


Arg 


Leu 


Ser 


Phe 


Cys 


Ala 


Ser 


His 


He 


He 


Lys 








165 










170 










175 




His Phe 


Phe 


Cys 


Asp 


Thr 


Gin 


Pro 


Val 


Leu 


Lys 


Leu 


Ser 


Cys 


Ser 


Asp 
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180 185 190 

Thr Ser Ser Ser Gin Met Val Val Met Thr Glu Thr Leu Ala Val lie 

195 200 205 

Val Thr Pro Phe Leu Cys Thr lie Phe Ser Tyr Leu Gin lie lie Val 

210 215 220 

Thr Val Leu Arg He Pro Ser Ala Ala Arg Lys Trp Lys Ala Phe Ser 
225 * 230 235 240 

Thr Cys Gly Ser His Leu Thr Val Val Val Leu Phe Tyr Gly Ser Val 

245 250 255 

He Tyr Val Tyr Phe Arg Pro Leu Ser Met Tyr Ser Val Met Lys Gly 

260 265 270 

Arg Val Ala Thr Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 

275 280 285 

Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Lys Lys 

290 295 300 

Leu Arg His Arg He Tyr Ser 
305 310 



<210> 1908 
<211> 131 
<212> PRT 

,<213> Unknown (H38g826 protein) 
<220> 

<223> Synthetic construct 
<400> 1908 



Met 


Lys 


Asn 


Lys 


Thr 


Val 


Leu 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Thr 


1 








5 










10 










15 




Asp 


Val 


Pro 


Glu 
20 


Leu 


Gin 


Val 


Ala 


Val 
25 


Phe 


Thr 


Phe 


Leu 


Phe 
30 


Leu 


Ala 


Tyr 


Leu 


Leu 

35 


Ser 


He 


Leu 


Gly 


Asn 
40 


Leu 


Thr 


He 


Leu 


He 
45 


Leu 


Thr 


Leu 


Leu 


Asp 


Ser 


His 


Leu 


Gin 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Arg Asn 


Phe 




50 










55 










60 










Ser 


Phe 


Leu 


Glu 


He 


Ser 


Phe 


Thr 


Asn 


He 


Phe 


He 


Pro 


Arg 


Val 


Leu 


65 










70 










75 










80 


He 


Ser 


He 


Thr 


Thr 
85 


Gly 


Asn 


Lys 


Ser 


He 
90 


Ser 


Phe 


Ala 


Gly 


Cys 
95 


Phe 


Thr 


Gin 


Tyr 


Phe 


Phe 


Ala 


Met 


Phe 


Leu 


Gly Ala 


Thr 


Glu 


Phe 


Tyr 


Leu 








100 










105 










110 






Leu 


Ala 


Ala 
115 


Met 


Ser 


Tyr 


Asp 


Arg 
120 


Tyr 


Val 


Ala 


He 


Cys 
125 


Lys 


Leu 


Met 



Thr Met His 



130 



<210> 1909 
<211> 311 
<212>*PRT 

<213> Unknown (H38g827 protein) 
<220> 

<223> Synthetic construct 



<400> 1909 

Met Glu He Lys Asn Tyr Ser Ser Ser Thr Ser Gly Phe He Leu Leu 

15 10 15 

Gly Leu Ser Ser Asn Pro Gin Leu Gin Lys Pro Leu Phe Ala He Phe 

20 25 30 

Leu He Met Tyr Leu Leu Ala Ala Val Gly Asn Val Leu He He Pro 
35 40 45 
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Ala lie Tyr Ser Asp Pro Arg Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Phe Met Asp lie Cys Phe Thr Thr Val lie Val Pro 
65 70 75 80 

Lys Met Leu Val Asn Phe Leu Ser Glu Thr Lys Val lie Ser Tyr Val 

85 90 95 

Gly Cys Leu Ala Gin Met Tyr Phe Phe Met Ala Phe Gly Asn Thr Asp 

100 105 110 

Ser Tyr Leu Leu Ala Ser Met Ala lie Asp Arg Leu Val Ala lie Cys 

115 120 125 

Asn Pro Leu His Tyr Asp Val Val Met Lys Pro Arg His Cys Leu Leu 

130 135 140 

Met Leu Leu Gly Ser Cys Ser lie Ser His Leu His Ser Leu Phe Arg 
145 150 155 160 

Val Leu Leu Met Ser Arg Leu Ser Phe Cys Ala Ser His lie lie Lys 

165 170 175 

His Phe Phe Cys Asp Thr Gin Pro Val Leu Lys Leu Ser Cys Ser Asp 

180 185 190 

Thr Ser Ser Ser Gin Met Val Val Met Thr Glu Thr Leu Ala Val lie 

195 200 205 

sVal Thr Pro Phe Leu Cys lie He Phe Ser Tyr Leu Arg He Met Val 

210 215 220 

Thr Val Leu Arg He Pro Ser Ala Ala Gly Lys Trp Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Gly Ser His Leu Thr Ala Val Ala Leu Phe Tyr Gly Ser He 

245 250 ' 255 

He Tyr Val Tyr Phe Arg Pro Leu Ser Met Tyr Ser Val Val Arg Asp 

260 265 270 

Arg Val Ala Thr Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 

275 280 285 

Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Lys Lys 

290 295 300 

Leu Gin Asp Arg He Tyr Arg 
305 310 



<210> 1910 

<211> 313 

<212> PRT 

<213> Unknown (H38g828 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(313) 

<223> Xaa = Any Amino Acid 

<400> 1910 



Met 


Pro 


Asn 


Lys 


He 


Val 


Val 


Thr 


Glu 


Phe 


Phe 


Leu 


Thr 


Arg 


Pro 


Asp 


1 








5 










10 










15 


Gly 


Leu 


Gin 


Lys 


Ser 


Phe 


Gin 


Val 


Ala 


Val 


Phe 


Leu 


Leu 


Pro Asp 


Ala 








20 










25 










30 






Cys 


His 


Thr 


Leu 


Xaa 


Leu 


Ser 


Leu Gly Thr Xaa 


He 


He 


He 


Thr 


Met 






35 










40 










45 








Thr 


Leu 
50 


Leu 


Asp 


Thr 


Arg 


Met 
55 


Gin 


Thr 


Ser 


Met 


Tyr 
60 


Leu 


Phe 


Leu 


Gin 


Asn 


Leu 


Ser 


Cys 


Leu 


Glu 


He 


Trp 


Phe 


Gin 


Thr 


Val 


He 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Leu 


Asn 


He 


Ala 


Met 


Gly 


Thr 


Lys 


Thr 


Val 


Ser 


Phe 


Ala 


Gly 










85 










90 










95 


Cys 


He 


Thr 


Gin Asp 


Phe 


Phe 


His 


He 


Phe 


Leu 


Gly Ala 


Thr 


Glu 


Phe 
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1 no 








105 










110 






Phe Leu 


Leu 


1 nr 


AXa 


rifc; u 


Ala Tyr Asp Gin Tyr 


He 


Ala 


He 


Cvs 


Lys 




11c 

.L X D 










120 








125 








Pro Leu 


M,' „ 

HIS 


Tyr 


Pro 




Leu 


He Ser 


Ser Arg 


Val 


Cvs 


Thr 


Gin 


Leu 


1 OA 








135 








140 










He Leu 


1 nr 


Cys 


Trp 


T on 


Leu Gly Phe 


Ser 


Phe 


He 


He 


Met 


Pro 


Val 


IXC 






IJv 








155 










160 


He Leu 


1 nr 


oer 


bin 


Leu 


Pro 


Phe Cys 


Asp Thr 


His 


lie 


Lvs 


His 


Phe 








lOD 








170 










175 




Phe Cys 


ASp 


Tyr 


TV* "r- 

1 nr 


Pro 


Leu 


Met Glu 


Val 


Val 


Cvs 


Ser 


Glv 


Pro 


Lvs 












185 










190 






Val Leu 


Glu 


Met 


Vai 


Asp 


Phe 


Thr Leu 


Ala 


Leu 


Val 


Ala 


Leu 


Phe 


Glv 




1QC 










200 








205 








Thr Leu 


vai 


Lieu 


lie 


1 nr 


Leu 


Ser Tyr Val 


Gin 


He 


He 


Gin 


Thr 


He 












215 








220 










Val Arg 


lie 


Pro 


Ala 


Val 


Gin 


Glu Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


















235 










240 


Ser Ser 


HIS 


vai 


11c 


Mat- 
net 


Val 


Thr Met 


Cys 


Tyr 


Asp 


Ser 


Cys 


Phe 


Phe 
















250 










255 




Met Tyr 


Val 


Lys 


Pro 


Ser 


Pro Gly Lys 


Trp Val 


Asp Val 


Asn Lys Gly 






260 








265 










270 






Val Ser 


Leu 


ne 


Asn 


1 nr 


He 


He Ala 


Pro 


Leu 


Leu 


Asn 


Pro 


Phe 


He 




275 










280 








285 








Cys Thr 


Leu 


Arg 


Asn 


bin 


Gin 


Val Lys 


Gin 


Val 


Met 


Lys 


Asp 


Leu 


Val 


290 










295 








300 










Arg Lys 


Met 


Thr 


Leu 


Ser 


Glu 


Asn Lys 
















305 








310 




















<210> 1911 


























<211> 317 


























<212> PRT 


























<213> Unknown (H38g829 protein) 
















<220> 




























<223> Synthetic 


construct 


















<400> 1911 


























Met Asn 


Ser 


Glu 


Asn 


Leu 


Thr 


Arg Ala 


Ala 


Val 


Ala 


Pro 


Ala 


Glu 


Phe 


1 






5 








10 










15 




Val Leu 


Leu 


Gly 


He 


Thr 


Asn 


Arg Trp 


Asp 


Leu 


Arg 


Val 


Ala 


Leu 


Phe 






20 








25 










30 






Leu Thr 


Cys 


Leu 


Pro 


Val 


Tyr 


Leu Val 


Ser 


Leu 


Leu 


Gly 


Asn 


Met 


Gly 




35 










40 








45 








Met Ala 


Leu 


Leu 


He 


Arg 


Met 


Asp Ala Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


50 










55 








60 










Phe Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu Leu 


Asp 


Ala 


Cys 


Tyr 


Ser 


Ser 


Ala 


65 








70 








75 










80 


He Gly 


Pro 


Lys 


Met 


Leu 


Val 


Asp Leu 


Leu 


Leu 


Pro Arg 


Ala 


Thr 


He 








85 








90 










95 




Pro Tyr 


Thr 


Ala 


Cys 


Ala 


Leu 


Gin Met 


Phe 


Val 


Phe 


Ala 


Gly 


Leu 


Ala 






100 








105 










110 






Asp Thr 


Glu 


Cys 


Cys 


Leu 


Leu 


Ala Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 




115 










120 








125 








Ala He 


Arg 


Asn 


Pro 


Leu 


Leu 


Tyr Thr 


Thr 


Ala 


Met 


Ser 


Gin 


Arg 


Leu 


130 










135 








140 










Cys Leu 


Ala 


Leu 


Leu 


Gly 


Ala 


Ser Gly 


Leu Gly Gly Ala 


Val 


Ser 


Ala 


145 








150 








155 










160 


Phe Val 


His 


Thr 


Thr 


Leu 


Thr 


Phe Arg 


Leu 


Ser 


Phe 


Cys 


Arg 


Ser 


Arg 








165 








170 










175 




Lys He 


Asn 


Ser 


Phe 


Phe 


Cys 


Asp He 


Pro 


Pro 


Leu 


Leu 


Ala 


He 


Ser 




180 








185 










190 
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Cys 


Ser 


Asp 


Thr 


Ser 


Leu 


Asn 


Glu 


Leu 


Leu 


Leu 


Phe 


Ala 


He 


Cys 


wiy 






195 










200 










205 




Phe 


He 
210 


Gin 


Thr 


Ala 


Thr 


Val 
215 


Leu 


Ala 


He 


Thr 


Val 
220 


Ser 


* y*- 




roe 


He 


Ala 


Gly Ala 


Val 


He 


His 


Met 


Arcr 


Ser 


Val 


Glu 


Glv 


Ser 


Arg 


Arg 


225 










230 










235 












Ala 


Ala 


Ser 


Thr 


Glv 


Glv 


Ser 


His 


Leu 


Thr 


Ala 


Val 
vox 


Ala 


Mot- 
lit: U 




iyr 










245 










250 










^ j j 


Gly Thr 


Leu 


He 


Phe 


Met 


Tvr 


Leu 


Arg 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ala 
Ala 


Leu 








260 










265 










270 






Asp 


Thr 


Asp 
275 


Lys 


Met 


Ala 


Ser 


Val 
280 


Phe 


Tyr 


Thr 


Leu 


Val 
285 


He 


Pro 


Ser 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu Arg Asn 


Lys 


Glu 


Val 


Lys 


Glu 


Ala 




290 










295 










300 










Leu Arg 


Gin 


Thr 


Trp 


Ser 


Arg 


Phe 


His 


Cys 


Pro Gly Gin 








305 










310 










315 













<210> 1912 
<211> 316 
<212> PRT 

<213> Unknovm (H38g830 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 1912 

Met Val He Leu Ser Trp Glu Asn Gin Thr Met Arg Val Glu Phe Val 

1 5 10 15 

Leu Gin Gly Phe Ser Ser He Arg Gin Leu Asn He Phe Leu Phe Met 

20 25 30 

He He Leu Val Phe Tyr He Leu Thr Val Ser Gly Asn He Leu He 

35 40 45 

Val Leu Leu Val Leu Val Arg His His Leu His Thr Pro Met Tyr Phe 

50 55 60 

Leu Leu Val Asn Leu Ser Cys Leu Glu He Trp Tyr Thr Ser Asn He 
65 70 75 80 

He Pro Lys Met Leu Leu He lie He Ala Glu Xaa Lys Thr He Ser 

85 90 " 95 

Val Ala Gly Trp Leu Ala Gin Phe Tyr Phe Phe Gly Ser Leu Ala Ala 

100 105 HO 

Thr Glu Cys Leu Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Leu Ala 

115 120 125 

He Cys Gin Pro Leu Cys Tyr Arg Val Leu Met Thr Gly Pro Leu Cys 

130 135 140 

He Arg Leu Ala Ala Gly Ser Trp Phe Cys Cys Phe Leu Leu Thr Ala 
145 150 155 160 

He Thr Met Val Leu Leu Cys Arg Leu Thr Phe Cys Gly Pro Tyr Glu 

165 170 175 

Thr Asp His Phe Phe Cys Asp Phe Thr Pro Leu Val His Leu Ser Cys 

180 185 190 

Met Asp Thr Ser Val Thr Glu Thr He Ala Phe Ala Thr Ser Ser Ala 

195 200 205 

Val Thr Leu He Pro Phe Leu Leu He Val Ala Ser Tyr Ser Cys Val 

210 215 220 

Leu Ser Ala He Leu Arg He Pro Ser Cys Thr Gly Gin Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val He Val Phe Tyr Gly 
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245 










250 










255 




Thr Leu 


lie Ala Thr 


Tyr 


Leu 


Val 


Pro 


Ser 


Ala 


Asn 


Ser 


Ser 


Gin 


Leu 




260 








265 










A f U 






Leu Cys 


Lys Gly Ser 


Ser 


Leu 


Leu 


Tyr 


He 


He 


Leu 


Thr 


Pro 


Met 


Phe 




275 






280 










285 








Asn Pro 


lie He Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


He 


His 


Glu 


Ala 


Leu 


290 






295 










300 










Lys Lys 


Cys Leu Arg 


Lys 


Lys 


Ser Gly 


vai 


Cys 


Leu 










305 




310 










315 












<210> 1913 
























<211> 309 
























<212> PRT 
























<213> Unknown (H38g831 protein) 


















<220> 


























<223> Synthetic construct 




















<221> VARIANT 
























<222> (1)...(309) 
























<223> Xaa = Any Amino Acid 




















<400> 1913 
























Glu Xaa 


Met Gly Thr 


Ser 


Asn 


Asn 


vai 


Thr 


Glu 


Phe 


Val 


Leu 


Pro 


Gly 


1 


5 










10 










15 




Leu Ser 


Gin Asp Pro 


Asp 


Val 


Gin 


Lys 


Ala 


Leu 


Phe 


Val 


Met 


Phe 


Leu 




20 








ZD 










30 






Leu Thr 


Tyr Asn Val 


Thr 


Met 


Val 


o»xy 


Asn 


Leu 


Leu 


He 


Val 


Val 


Thr 




35 






40 










45 








He He 


Ala xie A±a 


Ser 


Leu 


Asp 


ber 


Pro 


Val 


Ser 


Phe 


Phe 


Leu 


Ala 








55 










60 










Cys Leu 


Ser Phe He 


Asp 


Ala 


Val 


Tyr 


Ser 


Thr 


Ser 


Phe 


Ser 


Pro 


Lys 


65 




70 










75 










80 


Leu Met 


He Asp Leu 


Leu 


Cys 


Asp 


Lys 


Lys 


Thr 


Val 


Ser 


Phe 


Leu 


Ala 




85 










90 










95 




Cys Met 


Gly Gin Leu 


Phe 


He 


Asn 


Tyr 


Pro 


Phe 


Gly Gly 


He 


Glu 


Val 


100 








105 










110 






Phe Leu 


Leu Val Gly 


Met 


Ala 


Cys 


Asp 


His 


Tyr Val Asp 


He 


Cys 


Lys 




115 






120 










125 








Leu Leu 


His Tyr Leu 


Thr 


He 


Met 


Asn 


Trp 


Gin 


Val 


Cys 


He 


Leu 


Leu 


130 






135 










140 










Phe Met 


Val Ala Val 


Thr Gly 


Gly 


Phe 


Leu 


His 


Ser 


Met 


Phe 


Gin 


He 


145 




150 










155 










160 


Val Val 


Val Tyr Ser 


Leu 


Pro 


Phe 


Cvs 


Gly 


Pro 


Asn 


Val 


He 


Asp 


His 




165 










170 










175 




Phe Cys 


Asp Met Tyr 


Pro 


Leu 


Leu 


Glu 


Met 


Val 


Cys 


Thr 


Asp 


Thr 


Tyr 




180 








185 










190 






Phe lie 


Gly Leu Thr 


Val 


He 


Ala 


Asn 


Gly Gly Ala Val 


Cys 


Met 


Val 




195 






200 










205 








lie Phe 


He Leu Leu 


Leu 


He 


Ser 


Tyr 


Gly Val 


He 


Leu 


Asn 


Ser 


Leu 


210 






215 










220 










Lys Thr 


Tyr Ser Gin 


Glu 


Gly 


Gly 


His 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Ser 


225 




230 










235 










240 


Ser Asn 


He Thr Val 


Val 


Ser 


Leu 


Phe 


Phe 


Asp 


Pro 


Cys 


He 


Phe 


He 




245 










250 










255 




Tyr Val 


Arg Pro Asp 


Ser 


Asn 


Phe 


Pro 


He 


Asp 


Lys 


Phe 


Met 


Thr 


Val 




260 








265 










270 






Phe Tyr 


Thr He He 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


lie 


Tyr 


Thr 


Leu 




275 






280 










285 








Arg Asn 


Leu Glu Val 


Arg 


He 


Ala 


Val 


Lys 


Asn 


Leu 


Trp 


Cys 


Lys 


Asn 


290 






295 










300 
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Xaa Thr lie Val Arg 
305 

<210> 1914 
<211> 318 
<212> PRT 

<213> Unknown (H38g832 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 1914 

Met Asp Arg Val Asn Asn Ser Ala Val Ser Lys Phe Val Leu lie Gly 

1 5 10 15 

Leu Ser Ser Ser Trp Glu Met His Pro Phe Leu Phe Trp Phe Phe Ser 

20 25 30 

iVal Phe Tyr Met Gly lie lie Leu Glu Asn Leu Phe lie Val Phe Thr 

35 40 45 

Val lie lie Asp Ser His Leu Asn Ser Pro Val Tyr Cys Leu Leu Ala 

50 55 60 

Asn lie Tyr Leu Leu Asp Leu Val Phe Ser Tyr Ser Ser Asp Phe Phe 
65 70 75 80 

Thr Asn Cys Ser lie lie Ser Phe Pro Arg Cys Met lie Gin lie Phe 

85 90 95 

Phe He Cys Val Met Arg Lys He Glu Met Val Leu Leu He Thr Met 

100 105 110 

Ala Xaa Ser Arg Tyr Thr Ala lie Cys Lys Pro Pro His Tyr Leu Thr 

115 120 125 

Thr Met Asn Pro Lys Met Cys Val Ser Leu Leu Glu Ala Ser Trp lie 

130 135 140 

Val Arg He He His Ala Val Ser Gin Phe Val Phe Ala He Asn Leu 
145 150 155 160 

Pro Phe Cys Gly Pro Asn Arg Val Gly Ser Phe His Cys Asp Phe Pro 

165 170 175 

Tyr Val Met Lys Leu Ala Cys Val Asp Thr Tyr Lys Leu Glu Val Val 

180 185 190 

Val Thr Ala Asn Ser Gly Leu He Ser He Ala Thr Cys Phe Leu Leu 

195 200 205 

He He Ser Tyr He Phe He Ser Val Thr Val Xaa Asn Pro Ser Ser 

210 215 220 

Gly Asp Leu Ser Lys Ala Phe Val Ser Cys Ser Asp His He Thr Val 
225 230 235 240 

Gly He Leu Phe Phe Met Pro Cys He Phe Leu Tyr Val Xaa Pro Leu 

245 250 255 

Pro Lys Thr Thr His Asp Xaa Tyr Leu Phe He Val Pro Leu Leu Ser 

260 265 270 

Pro Leu Ser Arg He Tyr Thr Leu Arg Asn Lys Asp Met Asn Val Ser 

275 280 285 

Met Glu Arg Leu Gly Lys Trp He Ala Gly Ser Ser Arg Met Ser Xaa 

290 295 300 

Xaa Met Val Leu Ser Arg Val Gin Asp Asp Ser Val Ser Pro 
305 310 315 

<210> 1915 
<211> 309 
<212> PRT 

<213> Unknown (H38g833 protein) 
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<220> 

<223> Synthetic construct 



<400> 1915 



wee 




f2 1 \r 

uiy 


x ic 


Asn 


Xijf & 


X I1X 


Ala 


Lys 


Met 


Gin 


Phe 


Phe 


Phe 


Arg 


Pro 


1 








c 
D 










10 










15 




pne 


Ser 


Pro 


Asp 


Pro 


vjlU 


val 


m n 


Met 


Leu 


He 


Phe 


Val 


Val 


Phe 


Leu 




























30 






Met 


Mec 


Tyr 


Leu 


1 I1X 


Ser 


L6U 




Gly 


Asn 


Ala 


Thr 


He 


Ala 


Val 


He 


























45 








val 


Gin 


lie 


Asn 


HIS 


oer 


Leu 


MIS 


Tiir 


Pro 


Met 




Phe 


Phe 


Leu 


Ala 




DO 






























Asn 


Leu 


Ala 


Val 


Leu 


GlU 


lie 


Fne 


Tyr 


Thr 


Ser 


Ser 


He 


Thr 


Pro 


Leu 


65 










/U 










75 










on 

O KJ 


Ala 


Leu 


Ala 


Asn 


Leu 


Leu 


Ser 


M8t 


oiy 


Lys 


Thr 


Pro 


Val 


Ser 


He 


X XXX 










85 










90 










95 




Gly 


Cys 


Gly 


Thr 


Gin 


Met 


Pne 


Pne 


pne 


Val 


Phe 


Leu 


Gly Gly Ala 


Asp 








100 










105 










110 






Cys 


Val 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Phe 


He 


Ala 


He 


Cys 






115 










120 










125 








His 


Pro 


Leu 


Arg 


Tyr 


Arg 


Leu 


He 


Met 


Ser 


Trp 


Ser 


Leu 


Cys 


Val 


G1U 




130 








■ 


135 










140 










Leu 


Leu 


Val 


Gly 


Ser 


Leu 


Val 


Leu 


Gly 


Phe 


Leu 


Leu 


Ser 


Leu 


Pro 


Leu 


145 










150 










155 










160 


Thr 


He 


Leu 


He 


Phe 


His 


Leu 


Pro 


Phe 


Cys 


His 


Asn Asp Glu 


He 


Tyr 










165 










170 










175 




His 


Phe 


Tyr 


Cys 


Asp 


Met 


Pro 


Ala 


Val 


Met 


Arg 


Leu 


Ala 


Cys 


Ala 


ASP 








180 










185 










190 






Thr 


Arg 


Val 


His 


Lys 


Thr 


Ala 


Leu 


Tyr 


He 


He 


Ser 


Phe 


He 


Val 


Leu 






195 










O A A 










205 








Ser 


lie 


Pro 


Leu 


Ser 


Leu 


lie 


Ser 


Tie 


Ser 


Tyr 


Val 


Phe 


He 


Val 


Val 
vox 




210 










215 










220 










Ala 


He 


Leu 


Arg 


He 


Arg 


Ser 


Ala 


Glu 


Gly Arg 


Gin 


Gin 


Ala 


Tyr 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ser 


Ser 


His 


He 


Leu 


Val 


Val 


Leu 


Leu 


Gin 


Tyr 


Gly 


Cys 


Thr 










245 










250 










255 




Ser 


Phe 


He 


Tyr 


Leu 


Ser 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ser 


Pro 


Glu 


Met 


Gly 








260 










265 










270 






Arg 


Val 


Val 


Ser 


Val 


Ala 


Tyr 


Thr 


Phe 


He 


Thr 


Pro 


He 


Leu 


Asn 


Pro 






275 










280 










285 








Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Leu 


Lys 


Asp 


Ala 


Leu 


Arg 


Lys 




290 










295 










300 










Ala 


Leu 


Arg 


Lys 


Phe 

























305 



<210> 1916 
<211> 329 
<212> PRT 

<213> Unknown <H3 8g834 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(329) 

<223> Xaa = Any Amino Acid 

<400> 1916 

Asp Ser Val Asp Gin Val Asn Asp Ser Leu Val Thr Glu Phe Val Leu 
1 5 10 15 
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Leu Gly Leu Ala Gin Ser Leu Glu Met Gin Phe Phe Leu Phe Leu Phe 

20 25 30 

Phe Ser Leu Phe Tyr Val Gly lie lie Leu Gly Asn Leu Phe lie Val 

35 40 45 

Phe Thr Val lie Phe Asp Pro His Leu His Ser Pro Met Tyr lie Leu 

50 55 60 

Leu Ala Asn Leu Ser Leu lie Asp Leu Ser Leu Ser Ser Thr Thr Val 
65 70 75 80 

Pro Arg Leu lie Tyr Asp Leu Phe Thr Asp Cys Lys Val lie Ser Phe 

85 90 95 

His Asn Cys Met lie Gin Lys Phe Phe lie His Val Thr Gly Gly Val 

100 105 110 

Glu Met Val Leu Leu lie Val Met Ala Tyr Asp Arg Tyr Thr Ala lie 

115 120 125 

Cys Lys Pro Leu His Tyr Pro Thr lie Met Asn Pro Lys Met Cys Met 

130 135 140 

Phe Leu Val Ala Ala Ala Trp Val lie Gly Val lie His Ala Met Ser 
145 150 155 160 

Gin Phe Val Phe Val lie Asn Leu Pro Phe Cys Gly Pro Asn Asn Val 

165 170 175 

i Gly Ser Phe Tyr Cys Asp Phe Pro Arg Val lie Lys Leu Ala Cys Met 

180 185 190 

Asp Thr Tyr Gly Leu Glu Phe Val Val Thr Ala Asn Ser Gly Phe He 

195 200 205 

Ser Met Gly Thr Phe Phe Phe Leu He Val Ser Tyr lie Phe He Leu 

210 215 220 

Val Thr Val Gin Arg His Ser Ser Asn Asp Leu Ser Lys Ala Phe Phe 
225 230 235 240 

Thr Ser Xaa Ala His He Thr Val Val Val Leu Phe Phe Ala Pro Cys 

245 250 255 

Met Phe Leu Tyr Val Trp Pro Phe Pro Thr Lys Ser Leu Asp Lys Phe 

260 265 270 

Phe Ala He Met Asn Phe Val Val Thr Pro Val Leu Asn Pro Ala He 

275 280 285 

Tyr Thr Leu Arg Asn Lys Asp Met Lys Phe Ala Met Arg Arg Leu Asn 

290 295 300 

Gin His He Leu Asn Ser Met Glu Met Thr Xaa His He Trp Leu Met 
305 310 315 ^ 320 

Arg Ala Gin Asp Lys Cys His Gly Pro 
325 

<210> 1917 
<211> 257 
<212> PRT 

<213> Unknown (H38g835 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1>...<257) 

<223> Xaa = Any Amino Acid 

<400> 1917 

Ser Met Tyr Phe Phe Leu Thr Asn Phe Ala Gly Leu Glu He Phe Tyr 

1 5 10 15 

Phe Phe Thr He Ala Pro Leu Thr Leu Ala Asn Val Leu Pro Met Gly 

20 25 30 

Arg Asn Leu He Ser Leu Pro Gly Cys Gly Gly Gin Met Phe Phe Phe 

35 40 45 

He Phe Leu Gly Arg Ala Asp Cys He Leu Leu Ala Val Met Ala Phe 
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55 










60 










21 en 
nop 


Trp 




Val 


Ala 


He 


Cvs 


Cvs 


Pro 


Leu 


Cys 


Tyr 


Gly 


Leu 


He 


Met 


65 








70 










75 










80 


Ser 


Trp 


/\i y 


Leu 


Cys 


Val 


Gin 


Leu 


Thr 


Leu Gly Ser Leu Leu Leu Gly 






85 










90 










95 




rile 


rile 


Xjeu 


Ala 

1 vu 


Met 


Gin 


Leu 


Thr 


Val 
105 


Leu 


He 


Phe 


Gin 


Leu 
110 


Pro 


Leu 


Cys 


Ser 


Ser 




Glu 


He 


Ser 


Thr 


Phe 


xyi 


Cys 


Asp 


Val 


Leu 


Pro 


Val 




lis 

1 J. J 










120 










125 








Ma4- 


Arg 
130 


Leu 


Aid 


*-ys 


Ala 


Asp 
135 


Thr 




Val 


His 


Glu 
140 


Ala 


Thr 


Met 


Ser 


Mot- 
wee 


Val 




1 XIX 


X 111 




Leu 


Thr 


Val 


Prn 

XT J- \J 


Phe 


Leu 


Leu 


He 


Thr 


Leu 


14 J 










ISO 










155 










160 


Ser 


Tyr 


VaJ. 


Ser 


Tip 
lie 


Met 


Ala 


Ala 


He 


Leu 


Lys 


He 


Cys 


Ser 


Ala 


Glu 








io J 










170 










175 






Arg 


ril 5 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Val 


Val 




1 AO 
lou 










185 










190 






Leu 


Leu 


17 J 


Asp 


Ado 


Cys 


Thr 


Arg 
200 


Leu 


Ala 


Phe 


Leu 


Cys 
205 


Pro 


Ser 


Ser 


Ser 


Tyr 


Tyr 


Pro 


Glu 


Arg Gly Gin Ala 


Val 


Ser 


Val 


Val 


Tyr 


Thr Phe 




210 










215 










220 










He 


Thr 


Pro 


Val 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Met 


Arg 


Asn 


Thr 


Glu 


225 










230 










235 










240 


Leu 


Lys 


Asp 


Ala 


Leu 


Lys 


Arg 


Ala 


Met 


Thr 


Arg 


Val 


Pro 


Leu 


Leu 


Xaa 






245 










250 










255 




Thr 

































<210> 1918 
<211> 305 
<212> PRT 

<213> Unknown (H38g836 protein) 
<220> 

<223> Synthetic construct 



<400> 1918 



Met 


Val 


Thr 


Glu 


Phe 


He 


Phe 


Leu 


Gly 


Leu 


Ser 


Asp 


Ser 


Gin 


Glu 


Leu 


1 








5 










10 










15 




Gin 


Thr 


Phe 


Leu 
20 


Phe 


Met 


Leu 


Phe 


Phe 
25 


Val 


Phe 


Tyr 


Gly 


Gly 
30 


He 


Val 


Phe 


Gly 


Asn 


Leu 


Leu 


He 


Val 


He 


Thr 


Val 


Val 


Ser 


Asp 


Ser 


His 


Leu 




35 










40 










45 








His 


Ser 
50 


Pro 


Met 


Tyr 


Phe 


Leu 
55 


Leu 


Ala 


Asn 


Leu 


Ser 
60 


Leu 


He 


Asp 


Leu 


Ser 


Leu 


Ser 


Ser 


Val 


Thr 


Ala 


Pro 


Lys 


Met 


He 


Thr 


Asp 


Phe 


Phe 


Ser 


65 










70 










75 










80 


Gin 


Arg 


Lys 


Val 


He 


Ser 


Phe 


Lys Gly 


Cys 


Leu 


Val 


Gin 


He 


Phe 


Leu 










85 










90 










95 




Leu 


His 


Phe 


Phe 
100 


Gly 


Gly 


Ser 


Glu 


Met 
105 


Val 


He 


Leu 


He 


Ala 
110 


Met 


Gly 


Phe 


Asp 


Arg 
115 


Tyr 


He 


Ala 


He 


Cys 
120 


Lys 


Pro 


Leu 


His 


Tyr 
125 


Thr 


Thr 


He 


Met 


Cys 
130 


Gly 


Asn 


Ala 


Cys 


Val 
135 


Gly 


He 


Met 


Ala 


Val 
140 


Ala 


Trp 


Gly 


He 


Gly 


Phe 


Leu 


His 


Ser 


Val 


Ser 


Gin 


Leu 


Ala 


Phe 


Ala 


Val 


His 


Leu 


Pro 


145 










150 










155 










160 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 


Val 


Asp 


Ser 


Phe 


Tyr 


Cys 


Asp 


Leu 


Pro 


Arg 






165 










170 










175 




Val 


He 


Lys 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 


Tyr 


Arg 


Leu 


Asp 


He 


Met 


Val 



180 185 190 
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He 


Ala 


Asn 


Ser 


Gly Val 


Leu 


Thr 


Val 


Cys 


Ser 


Phe 


Val 


Leu 


Leu 


He 






195 










200 










205 








He 


Ser 


Tyr 


Thr 


He 


He 


Leu 


Met 


Thr 


He 


Gin 


His 


Cys 


Pro 


Leu 


Asp 




210 










215 










220 








Lys 


Ser 


Ser 


Lys 


Ala 


Leu 


Ser 


Thr 


Leu 


Thr 


Ala 


His 


He 


Thr 


Val 


Val 


225 










230 










235 










240 


Leu 


Leu 


Phe 


Phe 


Gly 
245 


Pro 


Cys 


Val 


Phe 


He 
250 


Tyr 


Ala 


Trp 


Pro 


Phe 
255 


Pro 


He 


Lys 


Ser 


Leu 
260 


Asp 


Lys 


Phe 


Leu 


Ala 
265 


Val 


Phe 


Tyr 


Ser 


Val 
270 


He 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Thr 


Leu Arg 


Asn 


Lys 


Asp Met 


Lys 






275 










280 










285 








Thr 


Ala 


He 


Arg 


Arg 


Leu Arg 


Lys 


Trp 


Asp 


Ala 


His 


Ser 


Ser 


Val 


Lys 




290 










295 










300 











Phe 



305 



<210> 1919 

<211> 318 

<212> PRT 

<213> Unknown (H38g837 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 

<400> 1919 

Met Asp Arg Val Asn Asn Ser Ala Val Ser Lys Phe Val Leu He Gly 

15 10 15 

Leu Ser Ser Ser Trp Glu Met His Leu Phe Leu Phe Trp Phe Phe Ser 

20 25 30 

Val Phe Tyr Met Gly He He Leu Glu Asn Leu Phe He Val Phe Thr 

35 40 45 

Val He He Asp Ser His Leu Asn Ser Pro Val Tyr Cys Leu Leu Ala 

50 55 60 

Asn He Tyr Leu Leu Asp Leu Val Phe Ser Tyr Ser Ser Asp Phe Phe 
65 70 75 80 

Thr Asn Cys Ser He He Ser Phe Pro Arg Cys Met He Gin He Phe 

85 90 95 

Phe He Cys Val Met Arg Lys He Glu Met Val Leu Leu He Thr Met 

100 105 110 

Ala Xaa Ser Arg Tyr Thr Ala He Cys Lys Pro Pro His Tyr Leu Thr 

115 120 125 

Thr Met Asn Pro Lys Met Cys Val Ser Leu Leu Glu Ala Ser Trp He 

130 135 140 

Val Arg He He His Ala Val Ser Gin Phe Val Phe Ala He Asn Leu 
145 150 155 160 

Pro Phe Cys Gly Pro Asn Arg Val Gly Ser Phe His Cys Asp Phe Pro 

165 170 175 

Tyr Val Met Lys Leu Ala Cys Val Asp Thr Tyr Lys Leu Glu Val Val 

180 185 190 

Val Thr Ala Asn Ser Gly Leu He Ser He Ala Thr Cys Phe Leu Leu 

195 200 205 

He He Ser Tyr He Phe He Ser Val Thr Val Xaa Asn Pro Ser Ser 

210 215 220 

Gly Asp Leu Ser Lys Ala Phe Val Ser Cys Ser Asp His He Thr Val 
225 230 235 240 

Gly He Leu Phe Phe Met Pro Cys He Phe Leu Tyr Val Xaa Pro Leu 
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Ser 


Ser 
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Met 


Ser 
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290 










295 
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Asp 


Asp 


Ser 


Val 


Ser 


Pro 
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315 












<210> 1920 




























<211> 328 




























<212> PRT 




























<213> Unknown (H38g838 protein) 


















<220> 
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construct 




















<221> VARIANT 


























<222> (1)... 
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<223> Xaa * 


Any Amino Acid 
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<400> 1920 




























Leu Ser 


He 
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xxe 


Ada 


Ser 


1 






5 










10 










X D 
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Ser 
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105 
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Val 
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Val 
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X I1X 




115 
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X Z D 
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Ala 


Ala 


Met 


Ala 


val 


Asp 


Arg 


Tyr 




Ala 
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130 
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Phe Cys 


Asn 


Pro 


Leu 
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Tyr 


Pro 


Gly Val 




Ser 




Arg 


T .01 1 


vys 


145 
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Leu 
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Ser 
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Ser 


Leu 


Asn 
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180 
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Phe 
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Glu 


Pro 


Pro 


J. JL 


He 


Ala 


Leu 


Pro 






195 
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205 








Ser Asn 


He Asp 


Leu 


Asn 


He 


Met 


Leu 


Leu 


Thr 


Val 


Phe 


Val 


Glv 


Leu 


210 










215 










220 










Asn Leu 


Met 


Cys 


Thr 


Val 


Met 


Val 


Val 


He 


He 


Ser 


Cys 


He 


xyx 


Val 


225 








230 










235 
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Leu Val 


Ala 


He 


Leu 


Arg 


He 


Ser 


Ser 


Ala 


Ala 


v?iy 


Lys 


Lys 


Lys 










245 
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Leu Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Thr 


He 


Phe 


Tyr 


Gly 






260 










265 










270 






Val Leu 


Ser 


Tyr 


Met 


Tyr 


Leu 


Cys 


His 


Arg 


He 


Asn 


Glu 


Ser 


Gin 


Lys 




275 










280 










285 
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Lys 
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Phe 


Tyr Gly 


He 


He 


He 


Pro 


Met 


Leu 


290 










295 
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Asn Pro Leu lie Tyr Ser Gin Arg Asn Gin Asp Val lie Glu Ala lie 
305 310 315 320 

Lys Leu Thr Glu Lys Lys Tyr Phe 
325 

<210> 1921 
<211> 338 
<212> PRT 

<213> Unknown (H38g839 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (338) 

<223> Xaa = Any Amino Acid 

<400> 1921 

Met lie Ser Phe Leu Val Pro Gly Leu Met Glu Glu Glu Asn Gin Arg 

15 10 15 

iGly Val Val His Phe His Phe His Phe Phe Ser Thr Asp Leu Val Val 

20 25 30 

Ala Ser Phe lie He Val Ala Leu Met Leu His Leu Arg Ser Leu Val 

35 40 45 

Gly His Phe Thr Phe Gly Pro Thr Val Trp Gin Asp Pro Phe Leu His 

50 55 60 

He Pro Met Tyr Leu Phe Leu Phe Ser Leu Ala Leu Thr Met Leu Glu 
65 70 75 80 

He Gly Tyr Ser Thr Asn He Ser Pro Pro Thr Leu Ala Thr Val Leu 

85 90 95 

Tyr Met Gly Lys Met Leu He Ser Leu Pro Gly Tyr Gly Thr Gin Met 

100 105 110 

Leu Phe Val He Leu Leu Arg Gly Ser Glu Cys Val Leu Leu Ala Val 

115 120 125 - 

Met Ala Tyr Asp Arg Tyr He Thr He Cys His Pro Phe Asn Tyr Asn 

130 135 140 

Leu He Met Ser Gly Xaa Leu Cys Gly Gin Met Thr Leu Gly Ser Leu 
145 150 155 160 

Arg Leu Gly Phe Leu Leu Ser Leu Phe Leu Thr Met Leu He Xaa His 

165 170 175 

Pro Pro Phe Cys Gly Leu Asp Glu Thr Tyr His Phe Phe Cys Asp Met 

180 185 190 

Pro Thr Ala Ser Arg Leu Val Cys Ala Asp Thr Thr Val His Glu Ser 

195 200 205 

Ala Leu Xaa Leu Pro Cys Gly His His His His Pro Leu Pro Ser Ser 

210 215 220 

Leu He Cys Leu Pro Tyr Gly Cys Leu Ala Ala Thr He Leu Arg Met 
225 230 235 240 

His Ser Ala Lys Arg Lys His Xaa Ala Phe Ser Thr Ser Ser Ser His 

245 250 255 

Leu He Val Val Leu Leu Lys Tyr Trp Cys Cys He Leu He Cys Leu 

260 265 270 

Cys Pro Ser Ser Ser Tyr Ser Pro Glu Glu Gly Trp Glu Val Ser Leu 

275 280 285 

Val His Met Phe He Leu Pro Val Trp Asn Pro Leu He Tyr Ser Val 

290 295 300 

Trp Asn Gin Asp Val Thr Asp Ala Val Glu Arg Leu Val Ala Arg Met 
305 310 315 320 

Ser Leu Val Leu Thr Ala Arg Asn He Pro Ser Xaa Lys He Phe Pro 
325 330 335 

Xaa Leu 
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<210> 1922 
<211> 329 
<212> PRT 

<213> Unknown (H38g840 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(329) 

<223> Xaa = Any Amino Acid 



<400> 1922 
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Ser 


Val 


Asp 
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Val 
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Val 
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Phe 


Val 
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Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


He 


Asp 


Leu 


Ser 


Leu 


Ser 


Ser 
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He 
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Tyr 


Pro 


Thr 


He 


Met 
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Lys 


Met 


Cys 


Met 




130 
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Ala 
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Val 


He Gly Val 


He 


His 


Ala 


Met 
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145 










150 










155 
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Val 


Phe 
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Leu 


Pro 


Phe 


Cys 
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Pro 
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Asn 


Val 
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Phe 


Tyr 


Cys 


Asp 


Phe 


Pro 


Arg 


Val 


He 


Lys 


Leu 


Ala 


Cys 


Met 








180 










185 










190 






Asp 


Thr 


Tyr 


Gly 


Leu 


Glu 


Phe 


Val 


Val 


Thr 


Ala 


Asn 


Ser 


Gly 


Phe 


He 






195 










200 










205 








Ser 


Met 


Gly Thr 


Phe 


Phe 


Phe 


Leu 


He 


Val 


Ser 


Tyr 


He 


Phe 


He 


Leu 




210 










215 










220 










Val 


Thr 


Val 


Gin 


Arg 


His 


Ser 


Ser Asn. Asp Leu 


Ser 


Lys 


Ala 


Phe 


Phe 


225 










230 










235 










240 


Thr 


Ser 


Xaa 


Ala 


His 


He 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe 


Ala 


Pro 


Cys 










245 










250 










255 




Met 


Phe 


Leu 


Tyr 


Val 


Trp 


Pro 


Phe 


Pro 


Thr 


Lys 


Ser 


Leu 


Asp 


Lys 


Phe 








260 










265 










270 






Phe 


Ala 


lie 


Met 


Asn 


Phe 


Val 


Val 


Thr 


Pro 


Val 


Leu 


Asn 


Pro 


Ala 


He 






275 










280 










285 








Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Asp 


Met 


Lys 


Phe 


Ala 


Met 


Arg 


Arg 


Leu 


Asn 




290 










295 
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His 


He 
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Asn 


Ser 


Met 


Glu 


Met 


Thr 
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He 


Trp 
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Met 
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315 
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Arg 
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Cys 
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Gly 


Pro 

















325 



<210> 1923 
<211> 245 
<212> PRT 
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<213> Unknovm (H38g841 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(245) 

<223> Xaa = Any Amino Acid 

<400> 1923 

Met Gin Ser Glu His Leu Ala Glu Phe Ser Glu Phe Leu He Leu Ser 

1 5 10 15 

Leu Ser Glu He Gin Asn Cys Ser Pro Phe Phe Gly Leu Phe Leu Ser 

20 25 30 

Met Asn Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu Ala He 

35 40 45 

Ser Ser Asp Ser His Leu His Lys Pro Met Tyr Phe Leu Leu Ser Lys 

50 55 60 

Leu Ser Met Ala Ala He Cys Phe Val Phe Thr Met He Gin Lys Met 
65 70 75 80 

Met Val Asn Leu Arg Ala Gin Ser Lys Asp He Phe Thr Gin Pro Ser 

85 90 95 

Gly Ser Pro He Pro Phe Xaa Met Cys Ser Leu He Arg Phe Leu Leu 

100 105 no 

He Gin Gin Lys Ser Val Val Leu He Phe Glu Tyr Ser Arg Phe Xaa 

115 120 125 

Phe Ser Tyr Leu Asn Leu Lys Met Xaa Thr Asn Tyr Ser Phe Val Xaa 

130 135 14.0 

Ala Phe Gin Asn Asn Xaa Arg Gin Leu Cys Pro Phe Leu Asp Asn His 
2 f 5 150 155 160 

His Thr Phe Phe Thr Leu He Asp Thr Gin Leu Leu He Ser His Gly 

165 170 175 

Phe Ser Thr Gin Thr Thr Phe He Leu Ser Ser Tyr Ala Ser Gly Tyr 

180 185 190 

Ala Thr Val Asp Ser Gin Cys Phe He Tyr Phe Leu Asn Met Met He 

195 200 205 

Thr He Asn Leu Phe Val Arg Phe Lys Asn He Phe Met His Ser Ser 

210 215 220 

He Ser He Asn Tyr Asn Tyr Tyr Phe Lys Lys Xaa Asn Lys Gly Gly 
225 230 235 240 

He Tyr Glu He Tyr 
245 

<210> 1924 
<211> 305 
<212> PRT 

<213> Unknown (H38g842 protein) 
<220>. 

<223> Synthetic construct 
<400> 1924 

Met Val Thr Glu Phe He Phe Leu Gly Leu Ser Asp Ser Gin Glu Leu 

15 10 15 

Gin Thr Phe Leu Phe Met Leu Phe Phe Val Phe Tyr Gly Gly He Val 

2 0 25 30 

Phe Gly Asn Leu Leu He Val He Thr Val Val Ser Asp Ser His Leu 

35 40 45 

His Ser Pro Met Tyr Phe Leu Leu Ala Asn Leu Ser Leu He Asp Leu 

50 55 60 

Ser Leu Ser Ser Val Thr Ala Pro Lys Met He Thr Asp Phe Phe Ser 
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Val 
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<210> 1925 


























<211> 309 


























<212> PRT 


























<213> Unknown (H38g843 protein) 


















<220> 




























<223> Synthetic construct 




















<400> 1925 
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Gly He 
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Thr 


He 


Val 


Gly Asn Leu Gly Met 


He 


Thr 


Leu 
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He Cys 
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His 


Thr 
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Met 


Tyr 


Tyr 
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Leu 


Ser 
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Ser 
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Val 
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He 
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Met 
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Tyr 


Asp 


Arg 
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Val 
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Cys 
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115 








120 
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Pro Leu 


Leu 
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He 


He 


Met 


Ser 


His 


His 


Thr 


Cys 


Leu 


Leu 


Leu 


130 
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He 


Gly 
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Thr 


He 
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Thr 


145 
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Gly 


Leu 


Met 


Leu 


Lys 
165 


Leu 


Pro 


Tyr Cys 


Glu 
170 


His 


Leu 


He 


Ser 


His 
175 


Tyr 


Phe 


Cys 


Asp 


He 
180 


Leu 


Pro 


Leu 


Met Lys 
185 


Leu 


Ser 


Cys 


Ser 


Ser 
190 


Thr 


Tyr 


Asp 


Val 


Glu 


Met 


Thr 


Val 


Phe 


Phe Ser Ala Gly Phe Asn 


He 


He 


Val 






195 










200 








205 








Thr 


Ser 
210 


Leu 


Thr 


Val 


Leu 


Val 
215 


Ser Tyr 


Thr 


Phe 


He 
220 


Leu 


Ser 


Ser 


He 


Leu 


Gly 


He 


Ser 


Thr 


Thr 


Glu 


Gly Arg 


Ser 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 








235 










240 


Ser 


Ser 


His 


Leu 


Ala 
245 


Ala 


Val 


Gly Met 


Phe 
250 


Tyr 


Gly 


Ser 


Thr 


Ala 
255 


Phe 


Met 


Tyr 


Leu 


Lys 
260 


Pro 


Ser 


Thr 


He Ser 
265 


Ser 


Leu 


Thr 


Gin 


Glu 
270 


Asn 


Val 


Ala 


Ser 


Val 
275 


Phe 


Tyr 


Thr 


Thr 


Val He 
280 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Ser 
290 


Leu 


Arg 


Asn 


Lys 


Glu 
295 


Val Lys 


Ala 


Ala 


Val 
300 


Gin 


Lys 


Thr 


Leu 


Arg 


Gly 


Lys 


Leu 


Phe 






















305 































<210> 1926 
<211> 310 
<212> PRT 

<213> Unknown (H38g844 protein) 



<220> 

<223> Synthetic construct 



<400> 1926 

Met Ala Ala Lys Asn Ser Ser Val Thr Glu Phe He Leu Glu Gly Leu 

15 10 15 

Thr His Gin Pro Gly Leu Arg He Pro Leu Phe Phe Leu Phe Leu Gly 

20 25 30 

Phe Tyr Thr Val Thr Val Val Gly Asn Leu Gly Leu He Thr Leu He 

35 40 45 

Gly Leu Asn Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Phe Asn 

50 55 60 

Leu Ser Leu He Asp Phe Cys Phe Ser Thr Thr He Thr Pro Lys Met 
65 70 75 80 

Leu Met Ser Phe Val Ser Arg Lys Asn He He Ser Phe Thr Gly Cys 

85 90 95 

Met Thr Gin Leu Phe Phe Phe Cys Phe Phe Val Val Ser Glu Ser Phe 

100 105 110 

He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 

115 120 125 

Leu Leu Tyr Thr Val Thr Met Ser Cys Gin Val Cys Leu Leu Leu Leu 

130 135 140 

Leu Gly Ala Tyr Gly Met Gly Phe Ala Gly Ala Met Ala His Thr Gly 
145 150 155 160 

Ser He Met Asn Leu Thr Phe Cys Ala Asp Asn Leu Val Asn His Phe 

165 170 175 

Met Cys Asp He Leu Pro Leu Leu Glu Leu Ser Cys Asn Ser Ser Tyr 

180 185 190 

Met Asn Glu Leu Val Val Phe He Val Val Ala Val Asp Val Gly Met 

195 200 205 

Pro He Val Thr Val Phe He Ser Tyr Ala Leu He Leu Ser Ser He 

210 215 220 

Leu His Asn Ser Ser Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His He He Val Val Ser Leu Phe Phe Gly Ser Gly Ala Phe 
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245 

Met Tyr Leu Lys Pro Leu Ser lie 
260 

Ser Ser Leu Phe Tyr Thr lie lie 
275 280 
Tyr Ser Leu Arg Asn Lys Asp Val 

290 295 
Gly Arg Lys lie Phe Ser 
305 310 



250 255 
Leu Pro Leu Glu Gin Gly Lys Val 
265 270 
Val Pro Val Leu Asn Pro Leu lie 
285 

Lys Val Ala Leu Arg Arg Thr Leu 
300 



<210> 1927 

<211> 157 

<212> PRT 

<213> Unknown (H38g845 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (157) 

<223> Xaa = Any Amino Acid 

i 

<400> 1927 



Met 


Gly 


Glu 


Ala 


Arg 


Asn 


Arg 


Thr 


Val 


Val 


Gin 


Glu 


Phe 


He 


Leu 


Glu 


1 








5 










10 










15 




Gly 


Phe 


Pro 


Ala 


Val 


Gin 


His 


Leu 


Gly Asn Val 


Leu 


Phe 


Leu 


Val 


His 








20 










25 










30 






Leu 


Leu 


Ala 
35 


Tyr 


Leu 


Ala 


Ser 


He 
40 


Met 


Ala 


Asn 


Met 


Leu 
45 


He 


He 


Thr 


He 


Thr 
50 


Trp 


Ala 


Asp 


His 


His 
55 


Leu 


Gin 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ser 


Ser 


Phe 


Ser 


Phe 


Cys 


Glu 


Cys 


Cys 


Phe 


He 


Thr 


Thr 


Val 


He 


Pro 


65 










70 










75 










80 


Lys 


Leu 


Leu 


Val 


He 


Leu 


Leu 


Ser 


Gly Arg 


Ala 


Lys 


He 


Pro 


Leu 


Ser 










85 










90 










95 




Thr 


Thr 


Leu 


Ser 
100 


His 


Ala 


Val 


Pro 


Phe 
105 


Ser 


Phe 


Leu 


Tyr 


Ser 
110 


Trp 


Val 


Asn 


Ser 


Phe 
115 


Ser 


Ser 


Leu 


Asn 


Gly 
120 


Cys 


Asp 


Val 


Pro 


Leu 
125 


Asp 


Xaa 


Tyr 


Leu 


Ala 
130 


He 


Cys 


Lys 


Pro 


Leu 
135 


His 


Tyr 


Ser 


Thr 


He 
140 


Met 


Ser 


Leu 


Arg 


Thr 


Ser 


Phe 


His 


Lys 


Val 


Thr 


Ala 


Trp 


Leu 


Cys 


Pro 


Gly 








145 










150 










155 













<210> 1928 
<211> 333 
<212> PRT 

<213> Unknown (H38g846 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (333) 

<223> Xaa = Any Amino Acid 



<400> 1928 

Thr Asp Pro Gin Asn Leu Thr Thr Asp Val Ser He Phe Leu Val Leu 

15 10 15 

Glu Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Gly Leu Phe 
20 25 30 
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Leu Ser Met Cys Leu Val Met Val Leu Gly Asn Leu Leu He He Leu 

35 40 45 

Ala Val Ser Pro Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Asn Leu Ser Leu Pro Asp He Gly Phe Thr Ser Thr Met Val Pro 
65 70 75 80 

Lys Met He Val Asp He Gin Ser His Ser Arg Leu He Ser Tyr Ala 

85 90 95 

Gly Cys Leu Thr Gin Met Ser Leu Phe Ala He Phe Gly Gly Met Glu 

100 105 HO 

Glu Asn Met Leu Leu Ser Val Met Ala Tyr Asp Arg Phe Val Ala He 

115 120 125 

Cys His Pro Leu Tyr Tyr Ser Ala He Met Asn Pro Cys Phe Cys Gly 

130 135 140 

Phe Leu Val Leu Leu Ser Cys Cys Leu Ser Leu Leu Asp Ser Gin Leu 
1?5 150 155 160 

His Asn Leu He Ala Leu Gin He Thr Cys Phe Lys Asp Val Glu He 

165 170 " 175 

Pro Asn Phe Phe Trp Asp Pro Ser Gin Leu Pro His His Ala Cys Cys 
180 185 190 

i Asp Thr Phe Thr Asn Asn He Val Met Tyr Phe Pro Ala Ala He Phe 

195 200 205 

Gly Phe Leu Pro Thr Ser Gly He Leu Phe Ser Tyr Tyr Lys He Val 

210 215 220 

Ser Ser He Leu Arg Val Ser Ser Ser Gly Gly Asn Tyr Lys Ala Leu 
225 230 235 240 

Ser Ala Cys Gly Ser His Leu Ser Val Val Cys Leu Phe Tyr Gly Thr 

245 250 255 

Gly Val Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg Lys 

260 265 270 

Gly Ala Val Ala Ser Val Met Tyr Thr Val Val Thr Pro Met Leu Asn 

275 280 285 

Pro Phe He Tyr Ser Leu Arg Asn Arg Asp He Lys Ser Val Leu Arg 

290 295 300 

Arg Leu His Gly Arg Thr Val Xaa Ser Gin Tyr Leu He He Cys Ser 
305 310 315 320 

He Pro Phe Val Val Trp Val Xaa Lys Gly Ser Lys Val 
325 330 

<210> 1929 
<211> 222 
<212> PRT 

<213> Unknown (H3 8g847 protein) 
<220> 

<223> Synthetic construct 
<400> 1929 

Ser Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Leu Pro 

15 10 15 

Lys Met He Phe Ser Tyr Leu Ser Gly Lys Lys Ser He Ser Leu Ala 

20 25 30 

Gly Cys Gly Thr Gin He Phe Phe Tyr Val Ser Leu Leu Gly Ala Glu 

35 40 45 

Cys Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

50 55 60 

His Pro Leu Gin Tyr Thr He Leu Met Asn Pro Glu Leu Cys Val Phe 
65 70 75 "* 80 

Met Thr Val Ala Ser Trp Thr Leu Gly Ser Leu Asp Gly He He Val 

85 90 95 

Leu Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu He His 
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100 105 110 



HI S 


Phe 


1 1 c 
11 J 


i_ys 


no 


Val 


Ala 


Ala 
120 


Leu 


Leu 


Pro 


Leu 


Ser Cys 
125 


Thr 


Glu 


i nr 


Ser 


nla 


Phe 


Glu 




Levi 
135 


Leu 


Val 


He 


Cvs 


Cvs 
140 


Val Val 


Met 


Leu 


He 


trie 


Pr O 


vox 


Ser 


Val 


He 


He 


Leu 


Ser 


Tyr 


Ser 


His Val 


Leu 


Arg 


1 Ac 










150 










155 








160 


Ala 


Val 


He 


His 


Met 


Gly 


Ser 


Gly Glu 


Ser 


Arg 


Arg 


Lys Ala 


Phe 


Thr 










165 










170 








175 




Thr 


Cys 


Ser 


Ser 


His 


Pro 


Ser 


Val 


Val 


Gly 


Leu 


Tyr 


Tyr Gly 


Ala 


Ala 






180 










185 








190 






Met 


Phe 


Met 


Tyr 


Met 


Arg 


Pro 


Ala 


Ser 


Lys 


His 


Thr 


Pro Asp 


Gin 


Asp 






195 








200 










205 






Lys 


Met 


Val 


Ser 


Ala 


Phe 


Tyr 


Thr 


Asn 


Leu 


Thr 


Pro 


Met Leu 






210 










215 










220 









<210> 1930 
<211> 114 
<212> PRT 

<213> Unknown (H38g848 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (114) 

<223> Xaa = Any Amino Acid 



<400> 1930 



Leu 


Ala 


Cys 


He 


Val 


Gly 


Xaa 


Lys 


Phe 


Ala 


Phe 


He 


He 


Ser 


Pro 


Asn 


1 






5 










10 










15 




His 


His 


Phe 


Met 


He 


Met 


Val 


Thr 


Phe 


He 


Leu 


Val 


Asn 


He 


Xaa 


Lys 








20 










25 










30 






His 


Ser 


Ser 


Gly 


Asn 


Leu 


Ser 


Ser 


Ala 


Leu 


He 


He 


Leu 


Phe 


He 


Phe 






35 










40 










45 








He 


Pro 


Val 


Val 


Ser 


Leu 


Phe 


Phe 


Thr 


Pro 


Cys 


Val 


Val 


Leu 


Tyr 


Val 




50 










55 










60 










Trp 


Pro 


Thr 


Leu 


Pro 


Pro 


Ser 


Leu 


Asp 


Lys 


Asn 


Met 


Phe 


He 


Val 


Asp 


65 










70 










75 










80 


Phe 


Val 


Val 


Asn 


Pro 


Val 


Leu 


Lys 


Pro 


Ala 


Thr 


Tyr 


He 


Leu 


Gin 


Asn 










85 










90 










95 




Lys 


Asp 


He 


Lys 


Val 


Ala 


Leu 


Xaa 


Asn 


Leu 


His 


Glu 


Lys 


Arg 


Thr 


Tyr 



100 105 HO 



Ser Ser 



<210> 1931 
<211> 305 
<212> PRT 

<213> Unknown (H3 8g849 protein) 
<220> 

<223> Synthetic construct 
<400> 1931 

Met Val Thr Glu Phe He Phe Leu Gly Leu Ser Asp Ser Gin Gly Leu 

1 5 10 15 

Gin Thr Phe Leu Phe Met Leu Phe Phe Val Phe Tyr Gly Gly He Val 

20 25 30 

Phe Gly Asn Leu Leu He. Val He Thr Val Val Ser Asp Ser His Leu 
35 40 45 
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His Ser Pro Met Tyr Phe Leu Leu Ala Asn Leu Ser Leu lie Asp Leu 

50 55 60 

Ser Leu Ser Ser Val Thr Ala Pro Lys Met He Thr Asp Phe Phe Ser 
65 70 75 80 

Gin Arg Lys Val He Ser Phe Lys Gly Cys Leu Val Gin He Phe Leu 

85 90 95 

Leu His Phe Phe Gly Gly Ser Glu Met Val He Leu He Ala Met Gly 

100 105 HO 

Phe Asp Arg Tyr He Ala He Cys Lys Pro Leu His Tyr Thr Thr He 

115 120 125 

Met Cys Gly Asn Ala Cys Val Gly He Met Ala Val Ala Trp Gly He 

130 135 140 

Gly Phe Leu His Ser Val Ser Gin Leu Ala Phe Ala Val His Leu Pro 
145 150 155 160 

Phe Cys Gly Pro Asn Glu Val Asp Ser Phe Tyr Cys Asp Leu Pro Arg 

165 170 175 

Val He Lys Leu Ala Cys Thr Asp Thr Tyr Arg Leu Asp He Met Val 

180 185 190 

He Ala Asn Ser Gly Val Leu Thr Val Cys Ser Phe Val Leu Leu He 

195 200 205 

He Ser Tyr Thr He He Leu Met Thr He Gin His Arg Pro Leu Asp 

210 215 220 

Lys Ser Ser Lys Ala Leu Ser Thr Leu Thr Ala His He Thr Val Val 
225 230 235 240 

Leu Leu Phe Phe Gly Pro Cys Val Phe He Tyr Ala Trp Pro Phe Pro 

245 250 255 

He Lys Ser Leu Asp Lys Phe Leu Ala Val Phe Tyr Ser Val He Thr 

260 265 270 

Pro Leu Leu Asn Pro He He Tyr Thr Leu Arg Asn Lys Asp Met Lys 

275 280 285 

Thr Ala He Arg Gin Leu Arg Lys Trp Asp Ala His Ser Ser Val Lys 
290 295 300 

Phe 
305 



<210> 1932 
<211> 223 
<212> PRT 

<213> Unknown (H38g850 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (223) 

<223> Xaa = Any Amino Acid 



<400> 1932 




























Ser Asn 


Leu 


Ser 


Leu 


Pro Asp 


He 


Gly 


Phe 


Pro 


Ser 


Pro 


Thr 


Val 


Pro 


1 






5 










10 










15 




Lys Met 


Val 


Val 


Asp 


He 


Gin 


Ser 


His 


Ser 


Arg 


Ser 


Phe 


Ser 


Tyr 


Ala 






20 










25 










30 




Gly Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly Gly Met Glu 




35 










40 










45 








Glu Thr 


Leu 


Leu 


Leu 


Asn 


Val 


Met 


Ala 


Tyr 


Val 


Arg 


Phe 


Val 


Ala 


He 


50 










55 










60 










Cys His 


Pro 


Leu 


Tyr 


His 


Ser 


Ala 


He 


Met 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


65 








70 










75 










80 


Phe Leu 


Leu 


Leu 


Leu 


Ser 


Phe 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ala 


Gin 








85 










90 








95 




Leu His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 



mi 
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100 










105 










110 






He Pro 


Asn 


Phe 


Leu 


Cvs 


Asp 


Pro 


Ser 


Pro 


Leu 


Pro 


His 


Leu 


Ala 


Cys 




115 










120 










125 








fV<? A «5T» 

jr o 


Thr 


Phe 


Thr 


Asn 


Asn 


He 


He 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


He 


130 










135 










140 










Phe Gly 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


Thr 


Leu 


Phe 


Ser 


Tyr 


Tyr 


Lys 


He 


145 








150 










155 










160 


Val Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser Ser Gly Gly Lys 


Tyr 


Lys 


Ala 








165 










170 










175 




Phe Ser 


Thr 


Cvs 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cvs 


Xaa 


Phe 


Tyr 


Gly 






180 










185 










190 






Thr Gly 


Val 


Glv 


Gly Tyr 


Leu 


Gly 


Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Pro 


Arg 




195 










200 










205 








Lys Ser 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


X ilX 


vox 


Val 


Thr 


Pro 


Met 




210 










215 










AAV 










<210> 1933 




























<211> 329 




























<212> PRT 




























<213> Unknown (H38g851 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1)"... 


. (329) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1933 




























Asp Ser 


Val 


Asp 


Gin 


Val 


Asn 


Asp 


Ser 


Leu 


Val 


Thr 


v»xU 


Phe 


Val 


Leu 


1 






5 










10 










15 




Leu Gly 


Leu 


Ala 


Gin 


Ser 


Leu 


Glu 


Met 


Gin 


Phe 


Phe 


Leu 


Phe 


Leu 


Phe 




20 










25 










30 






Phe Ser 


Leu 


Phe 


Tyr 


Val 


Gly 


He 


He 


Leu Gly Asn 


Leu 


Phe 


He 


Val 




35 










40 


















Phe Thr 


Val 


He 


Phe 


Asp 


Pro 


His 


Leu 


His 


Ser 


Pro 


Mot- 
wet 


Tyr 


He 


Leu 


50 










55 










60 










Leu Ala 


Asn 


Leu 


Ser 


Leu 


He 


Asp 


Leu 


Ser 


Leu 


Ser 


OCX 


Thr 


Thr 


Val 


65 








70 










75 










80 


Pro Arg 


Leu 


He 


Tyr 


Asp 


Leu 


Phe 


Thr 


Asp 


Cys 


Lys 


Val 


He 


Ser 


Phe 








85 










90 










95 




His Asn 


Cys 


Met 


He 


Gin 


Lys 


Phe 


Phe 


He 


His 


Val 


Thr 


Gly Gly 


Val 






100 










105 










110 






Glu Met 


Val 


Leu 


Leu 


He 


Val 


Met 


Glu 


Tyr 


Asp 


Arg 


Tvr 


Thr 


Ala 


He 




115 










120 










125 








Cys Lys 


Pro 


Leu 


His 


Tyr 


Pro 


Thr 


He 


Met 


Asn 


Pro 


Lys 


Met 


Cys 


Met 


130 










135 










140 










Phe Leu 


Val 


Ala 


Ala 


Ala 


Trp 


Val 


He Gly Val 


He 


His 


Ala 


Met 


Ser 


145 < 








150 










155 










160 


Gin Phe 


Val 


Phe 


Val 


He 


Asn 


Xaa 


Pro 


Phe Cys 


Gly 


Pro 


Asn 


Asn 


Val 








165 










170 










175 




Gly Ser 


Phe 


Tyr 


Cys 


Asp 


Phe 


Pro 


Arg 


Val 


He 


Lys 


Leu 


Ala 


Cys 


Met 






180 










185 










190 






Asp Thr 


Tyr 


Gly 


Leu 


Glu 


Phe 


Val 


Val 


Thr 


Ala 


Asn 


Ser 


Gly 


Phe 


He 




195 










200 










205 








Ser Met 


Gly Thr 


Phe 


Phe 


Phe 


Leu 


He 


Val 


Ser 


Tyr 


He 


Phe 


He 


Leu 


210 










215 










220 










Val Thr 


Val 


Gin 


Arg 


His 


Ser 


Ser 


Asn 


Asp 


Leu 


Ser 


Lys 


Ala 


Phe 


Phe 


225 








230 










235 










240 


Thr Ser 


Xaa 


Ala 


His 


He 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe 


Ala 


Pro 


Cys 








245 










250 










255 
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Met Phe Leu Tyr Val Trp Pro Phe Pro Thr Lys Ser Leu Asp Lys Phe 

260 265 270 

Phe Ala lie Met Asn Phe Val Val Thr Pro Val Leu Asn Pro Ala lie 

275 280 285 

Tyr Thr Leu Arg Asn Lys Asp Met Lys Phe Ala Met Arg Arg Leu Asn 

290 295 300 

Gin His lie Leu Asn Ser Met Glu Thr Thr Xaa His lie Trp Leu Met 
305 310 315 ~ 320 

Arg Ala Gin Asp Lys Cys His Gly Pro 
325 

<210> 1934 
<211> 220 
<212> PRT 

<213> Unknown (H38g852 protein) 
<220> 

<223> Synthetic construct 
<400> 1934 

i Ser Val Leu Ser lie Ser Glu Thr Tyr Tyr Thr Val Ala lie Asn Pro 

15 10 15 

Gin Met Leu Ser Gly Leu Leu Ser Pro Gin Gin Thr lie Ser lie Pro 

20 25 30 

Gly Cys Ala Ala Gin Leu Phe Phe Tyr Leu Thr Phe Gly Val Asn Lys 

35 40 45 

Cys Phe Leu Leu Thr Ala Met Gly Tyr Asp His Tyr Val Ala lie Cys 

50 55 6a 

Asn Pro Leu Gin Tyr Ser Val lie Met Gly Lys Lys Ala Cys lie Gin 
65 70 75 80 

Leu Val Ser Gly Ser Trp Asn lie Gly Leu Ser Thr Ala lie He Gin 

85 90 95 

Val Ser Ser Val Phe Ser Leu Pro Phe Cys Asp Ala Asn Leu He Ser 

100 105 110 

His Phe Phe Cys Asp lie Arg Pro He Met Lys Leu Ala Cys Ala Asp 

115 120 125 

Thr Thr He Lys Glu Phe He Thr Leu Leu He Ser Leu Cys Val Leu 

130 135 140 

Val Leu Pro Met Val Leu He Phe He Ser Tyr Val Leu He Val Thr 
145 150 155 160 

Thr He Leu Lys He Ala Ser Ala Glu Gly Arg Arg Lys Ala Phe Ala 

165 170 175 

Thr Cys Ala Ser His Leu Thr Val Val He Val His Tyr Gly Arg Thr 

180 185 190 

Ser Phe He Tyr Leu Lys Pro Lys Ser Gin Asn Ser Leu Gin Asp Arg 

195 200 205 

Leu He Ser Val Thr Tyr Thr Val He Thr Pro Leu 
210 215 220 

<210> 1935 
<211> 313 
<212> PRT 

<213> Unknown (H38g853 protein) 
<220> 

<223> Synthetic construct 
<400> 1935 

Met Ser Thr Ser Asn His Thr Gin Phe His Pro Ser Ser Phe Leu Leu 

15 10 15 

Leu Gly He Pro Gly Leu Glu Asp Val His He Trp He Gly Val Pro 
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20 25 30 



Phe 


Phe 


Phe 


Val 


Tyr 


Leu 


Val 


Ala 


Leu 


Leu Gly Asn 


Thr 


Ala 


Leu 


Leu 






35 




























Phe 


Val 
50 


He 


Gin 


Thr 


Glu 


Gin 


Ser 


Leu 


His 


Glu 


XT X U 

60 


Met 


Tyr 


Tyr 


Phe 


Leu 


Ala 


Met 


Leu 


Asp 


Ser 


He 


Asp 


Leu 


Gly Leu 




Thr 


Ala 


Thr 


He 


65 










70 










75 










Aft 


Pro 


Lys 


Met 


Leu 


Gly 
85 


lie 


Fne 


Trp 


rfic 


Asn 


Tnr 


Lys 


VjIU 


lie 


Ser 




Gly 


Gly 


Cys 


Leu 
100 


Ser 


His 


Met 


Phe 


Phe 


lie 


His 


rne 


Phe 


Thr 
1 1 n 

XXXJ 


Ala 


Met 


Glu 


Ser 


He 
115 


Val 


Leu 


Val 


Ala 


Met 
120 


Ala 


Phe 


Asp 


Arg 


Tyr 


He 


Ala 


He 


Cys 


Lys 
130 


Pro 


Leu 


Arg 


Tyr 


Thr 
135 


Met 


He 


Leu 


Thr 


Ser 
140 


Lys 


116 


lie 




Leu 


He 


Ala Gly 


lie 


Ala 


Val 


Leu 


Arg 


Ser 


Leu 


Tyr 


Met 


Val 


Val 


Pro 


145 










150 










155 










loU 


Leu 


Val 


Phe 


Leu 


Leu 
165 


Leu 


Arg 


Leu 


Pro 


Phe 
170 


Cys 


Gly 


HIS 


Arg 


lie 
175 


lie 


Pro 


His 


Thr 


Tyr 
180 


Cys 


Glu 


His 


Met 


Gly 
185 


He 


Ala 


Arg 


Leu 


Ala 
190 


Cys 


Ala 


Ser 


He 


Lys 


Val 


Asn 


He 


Arg 


Phe Gly 


Leu 


Gly Asn 


He 


Ser 


Leu 


Leu 






195 










200 










205 








Leu 


Leu 
210 


Asp 


Val 


He 


Leu 


He 
215 


He 


Leu 


Ser 


Tyr 


Val 
220 


Arg 


He 


Leu 


Tyr 


Ala 


Val 


Phe 


Cys 


Leu 


Pro 


Ser 


Trp 


Glu 


Ala 


Arg 


Leu 


Lys 


Ala 


Leu 


Asn 


225 










230 










235 










240 


Thr 


Cys 


Gly 


Ser 


His 


He 


Gly Val 


He 


Leu 


Ala 


Phe 


fne 


Tnr 


Pro 


Ala 










245 










250 










255 




Phe 


Phe 


Ser 


Phe 


Leu 


Thr 


His 


Arg 


Phe 


Gly His 


Asn 


He 


Pro 


Gin 


Tyr 








260 










265 










270 






He 


His 


He 
275 


He 


Leu 


Ala 


Asn 


Leu 
280 


Tyr 


Val 


Val 


Val 


Pro 
285 


Pro 


Ala 


Leu 


Asn 


Pro 


Val 


He 


Tyr 


Gly Val 


Arg 


Thr 


Lys 


Gin 


He 


Arg 


Glu 


Arg 


Val 




290 










295 










300 










Leu 


Arg 


He 


Phe 


Leu 


Lys 


Thr 


Asn 


His 

















305 310 



<210> 1936 
<211> 295 
<212> PRT 

<213> Unknown (H38g854 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(295) 

<223> "Xaa = Any Amino Acid 



<400> 1936 



Tyr 


Met 


He 


Thr 


He 


Leu 


Trp 


Glu 


He 


Ser 


Lys 


Pro 


Val 


Asn 


Asn 


He 


1 








5 










10 










15 




Phe 


Leu 


Thr 


Leu 


Ser 


Val 


Arg 


Tyr 


Gin 


Met 


Leu 


He 


Thr 


Thr 


Val 


Ser 








20 










25 










30 






Xaa 


Leu 


Xaa 


Met 


Lys 


Ser 


He 


He 


Xaa 


He 


Tyr 


Xaa 


Ser 


Phe 


Ser 


Glu 






35 










40 










45 








Tyr 


Leu 


Met 


Ser 


Xaa 


Lys 


He 


Trp 


Glu 


His 


Met 


Xaa 


Tyr 


Cys 


Ala 


Cys 




50 










55 










60 










He 


Asn 


Met 


Asp 


Lys 


Val 


Ser 


Glu 


Val 


Phe 


Ser 


Glu 


His 


Leu 


Phe 


Gly 


65 










70 










75 










80 
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Ala Ala Glu lie lie Pro Leu Met Gly Met Val His Gly Cys Tyr Val 

85 90 95 

Thr lie Cys Thr Ala Xaa Asn lie Met Thr Gin Tyr Arg Cys Gly His 

100 105 110 

Leu Ala Gly Met Ala Cys Thr Gly Arg Phe lie His Gly Thr Val Xaa 

115 120 125 

lie Leu Ser Pro Val Xaa Leu Pro Phe Tyr Asn Ser Asn Val Thr lie 

130 135 140 

Xaa lie Ala His Phe lie Cys Asp Leu Asn Thr Leu Leu Lys Leu Leu 
145 150 155 160 

Cys lie Gly Ser His Asp Thr Leu Gly Leu Phe Val Ala Ala Asn Asp 

165 170 175 

Gly Phe Asn Cys Leu Leu Asn lie lie Phe Leu Met Val Ser Xaa Val 

180 185 190 

Ala lie Leu Tyr Thr Leu Lys Ser His Ser Leu Glu Glu Arg Tyr Lys 

195 200 205 

Ala Leu Ser Thr Cys Val Ser His Thr Thr Val Ala lie Xaa Phe Phe 

210 215 220 

Val Phe Cys He Leu Val Tyr Leu Cys Pro Val Thr Leu Leu Pro Val 
225 230 235 240 

JSer Lys Ala Val Ala Val Leu Tyr Thr Met He Thr Pro Thr Leu Asn 

245 250 255 

Pro Leu Val Tyr Thr Leu Arg Asn Ala Glu Val Lys Ser Val Glu Lys 

260 265 270 

Leu Leu Gly Gin Lys Met Thr Xaa Arg Glu Lys Xaa Ser Lys His Lys 

275 280 285 

Met He Leu Leu Phe Gin Trp 
290 295 

<210> 1937 
<211> 309 
<212> PRT 

<213> Unknown <H38g855 protein) 
<220> 

<223> Synthetic construct 
<400> 1937 

Met Glu Lys Lys Lys Asn Val Thr Glu Phe He Leu He Gly Leu Thr 

15 10 15 

Gin Asn Pro He Met Glu Lys Val Thr Phe Val Val Phe Leu Val Leu 

20 25 30 

Tyr Met He Thr Leu Ser Gly Asn Leu Leu He Val Val Thr He Thr 

35 40 45 

Thr Ser Gin Ala Leu Ser Ser Pro Met Tyr Phe Phe Leu Thr His Leu 

50 55 60 

Ser Leu He Asp Thr Val Tyr Ser Ser Ser Ser Ala Pro Lys Leu He 
65 70 75 80 

Val Asp Ser Phe Gin Glu Lys Lys He He Ser Phe Asn Gly Cys Met 

85 90 95 

Ala Gin Ala Tyr Ala Glu His He Phe Gly Ala Thr Glu He He Leu 

100 105 HO 

Leu Thr Val Met Ala Cys Asp Cys Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

Asn Tyr Thr Thr lie Met Ser His Ser Leu Cys He Leu Leu Val Ala 

130 135 140 

Val Ala Trp Val Gly Gly Phe Leu His Ala Thr He Gin lie Leu Phe 
145 150 155 160 

Thr Val Trp Leu Pro Phe Cys Gly Pro Asn Val He Gly His Phe Met 

165 170 175 

Cys Asp Leu Tyr Pro Leu Leu Lys Leu Val Cys He Asp Thr His Thr 
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180 










185 










190 






Leu 


Glv 


Leu 


Phe 


Val 


Ala 


Val 


Asn 


Ser 


Gly 


Phe 


He 


Cys 


Leu 


Leu 


Asn 




195 










200 










205 








Phe 


Leu 
210 


lie 


.Leu 


Val 


Val 


Ser 
215 


Tyr 


Val 


He 


He 


Leu 
220 


Arg 


Ser 


Leu 


Lys 


Asn 


Asn 


Ser 


Leu 


Glu 


Gly Arg 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


He 


Ser 


225 










230 










235 










240 


His 


lie 


He 


Val 


Val 


Val 


Leu 


Phe 


Phe 


Val 


Pro Cys 


He 


Phe 


Val 


Tyr 










245 










250 










255 




Leu 


Arg 


Ser 


Val 


Thr 


Thr 


Leu 


Pro 


He 


Asp 


Lys 


Ala 


Val 


Ala 


Val 


Phe 






260 










265 










270 






Tyr 


Thr 


Met 


Val 


Val 


Pro 


Met 


Leu 


Asn 


Pro 


Val 


Val 


Tyr 


Thr 


Leu 


Arg 




275 










280 










285 








Asn 


Ala 


Glu 


Val 


Lys 


Ser 


Ala 


He 


Arg 


Lys 


Leu 


Trp Arg 


Lys 


Lys 


Val 




290 










295 










300 










Thr 


Ser 


Asp 


Asn 


Asp 

























305 

<210> 1938 
<211> 246 
<212> PRT 

<213> Unknown (H38g856 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(246) 

<223> Xaa = Any Amino Acid 



<400> 1938 



Cys 


He 


Gin 


Gin 


His 


Xaa 


Ser 


Pro 


Leu 


Cys 


Leu Cys 


Met 


Phe 


Ser 


Phe 


1 








5 










10 








15 




Tyr 


Phe 


Asn 


Leu 


Tyr 


His 


Phe 


Phe 


Pro 


Lys 


Xaa Lys 


Tyr 


Leu 


His 


Ser 






20 










25 








30 






Leu 


Arg 


Asp 


Ala 


Glu 


He 


Asn 


Xaa 


Leu 


Val 


Xaa Ser 


Lys 


Val 


Leu 


He 






35 










40 








45 








Asn 


Gin 


He 


Tyr 


Thr 


Lys 


Ala 


Asn Trp 


Pro 


Phe His 


Gly 


Leu 


Xaa 


His 




50 










55 








60 










Tyr 


Ala 


Gin 


Pro 


Leu 


His 


Thr 


Gin 


Thr 


Cys 


He Ser 


Phe 


Ser 


Asn 


Val 


65 










70 










75 








80 


He 


Xaa 


Cys 


Ser 


Thr 


Xaa 


Leu 


Phe 


Thr Gly His Phe 


Phe 


Leu 


Gly 


Gly 










85 










90 








95 




Ser 


Gin 


He 


Phe 


Leu 


Leu 


Leu 


Val 


Met Ala Tyr Gly His 


Tyr 


Arg 


Ala 








100 










105 








110 






He 


Cys 


Lys 


Ser 


Leu 


Gin 


Tyr 


Leu 


Val 


Val 


Met Lys 


Gin 


Trp 


Leu 


Cys 






115 










120 








125 








Val 


Val 


Leu 


Leu 


Val 


Val 


Ser Trp Ala Gly Gly Phe 


Leu 


His 


He 


Val 




130 










135 








140 










He 


Gin 


Leu Gly 


Leu 


He 


Tyr 


Gly Leu 


Pro 


Ser Tyr 


Asp 


Pro 


Asn 


Val 


145 










150 










155 








160 


He 


Gly 


His 


Phe 


He 


Cys 


Asp 


Met 


Asp 


Pro 


Leu Met 


Lys 


Leu 


Val 


Cys 










165 










170 








175 




Asp 


Tyr 


Thr 


Leu 


Asn 


Arg 


Phe 


Ala 


Tyr 


Phe 


Ala Gly 


His 


Asp 


Xaa 


He 








180 










185 








190 






Leu 


Gly 


Phe 


Met 


Tyr 


Phe 


Thr 


Tyr 


Ala 


Gin 


Thr Gly Leu 


Phe 


Pro 


Phe 






195 










200 








205 








Gly 


Asp 


Ser 


Thr 


Ser 


Leu 


Phe 


Phe 


Cys 


His 


Phe Phe 


Pro 


Arg 


Gly 


Leu 




210 










215 








220 










Gly 


Ser 


He 


Asn 


Leu 


Ala 


He 


His 


Ser 


Tyr 


Tyr Pro 


Cys 


Gly 


He 


Ser 


225 










230 










235 








240 
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Arg Asp Thr Glu Pro Thr 
245 

<210> 1939 
<211> 262 
<212> PRT 

<213> Unknown (H38g857 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(262) 

<223> Xaa = Any Amino Acid 

<400> 1939 

Leu lie Val Val Thr Val Thr Val Ser Glu Thr Leu Gly Ser Pro Met 

1 5 10 15 • 

Tyr Phe Phe Leu Ala Gly Leu Ser Phe lie Asp He He Tyr Ser Ser 

20 25 30 

Ser He Ser His Arg Leu He Ser Asp Leu Phe Phe Gly Asn Asn Ser 

35 40 45 

He Ser Phe Pro Ser Cys Leu Ala Gin Leu Phe Thr Glu His Leu Phe 

50 55 60 

Gly Gly Ser Glu Val Phe Leu Leu Leu Val Met Ala Tyr Asp Leu His 
65 70 75 80 

Tyr Leu Val He Met Arg Gin Trp Val Cys Val Leu Leu Leu Val Ala 

85 90 - 95 

Ser Trp Val Gly Gly Phe Leu His Ser Val Phe Gin Leu Ser Val He 

100 105 HO 

Tyr Gly Leu Pro Phe Cys Asp Leu Asn Val He Asp His Phe Phe Cys 

115 120 125 

Asp Met His Pro Leu Leu Lys Leu Val Cys Thr Asp Thr His Val He 

130 135 140 

Gly Leu Leu Val Val Ala Asn Gly Gly Leu Gly Cys Thr He Val Phe 
145 150 155 160 

Leu Leu Leu Leu He Ser Tyr Gly Val He Leu His Ser Leu Lys Asn 

165 170 175 

Leu Ser Gin Lys Gly Arg Xaa Lys Ala Leu Ser Thr Cys Ser Ser His 

180 185 190 

He Thr Val Val Val Phe Phe Phe Val Pro Cys He Phe Met Tyr Ala 

195 200 205 

Arg Pro Ala Arg Thr Phe Pro He Asp Lys Ser Val Ser Val Phe Tyr 

210 215 220 

Thr Val He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg Asn 
225 230 235 240 

Ser Glu Met Thr Ser Ala Met Lys Lys Leu Trp Arg Arg Asp Phe He 

245 250 255 

Ser Ser Ser Thr Xaa Val 
260 

<210> 1940 
<211> 309 
<212> PRT 

<213> Unknown (H38g858 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
<222> (1)...(309) 
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<223> Xaa = Any 

<400> 1940 
Met Arg Gin Asn 
1 

Gin Asp Leu Asp 
20 

Tyr Leu Val Thr 
35 

Ala Ser Pro Ser 
50 

Ser Phe lie Asp 
65 

Val Asp Leu Leu 

Gly Gin Leu Phe 
100 

Leu Val Val Lys 
115 

Arg Tyr Leu Thr 
130 

.Ala Val Val Thr 
145 

Val Val Tyr Ser 

Val Cys Asp Met 
180 

Phe lie Gly Leu 
195 

Val Phe Thr Leu 
210 

Lys Thr Tyr Ser 
225 

Ser His lie He 

Tyr Val Arg Pro 
260 

Phe Tyr Thr Val 
275 

Arg Asn Ser Glu 
290 

Leu Thr Val Leu 



305 


















<210> 1941 


















<211> 305 


















<212> PRT 


















<213> Unknown (H38g859 protein) 
















<220> 


















<223> Synthetic construct 


















<400> 1941 


















Met Gin Arg Ser Asn His Thr 


Val Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Phe 


1 5 




10 










15 




Thr Thr Asp Pro Gly Met Gin 


Leu Gly 


Leu 


Phe 


Val 


Val 


Phe 


Leu 


Gly 


20 


25 










30 






Val Tyr Ser Leu Thr Val Val 


Gly Asn 


Ser 


Thr 


Leu 


He 


Val 


Leu 


He 


35 


40 








45 








Cys Asn Asp Ser His Leu His 


Thr Pro 


Met 


Tyr 


Phe 


Val 


Val 


Gly Asn 



50 55 60 



1118 



Amino Acid 



Asn 


Asn 


He 


Thr 


Glu 


Phe 


5 










10 


Val 


Gin 


Lvs 


Ala 


Leu 


Phe 










25 




Val 


Val 


Glv 


Asn 


Leu 


Leu 








40 






Leu 


Glv 


Ser 


Ser 


Met 


Tyr 






55 








Ala 


Ala 


Tvr 


Ser 


Thr 


Thr 




70 










Cvs 


Asp 


Lys 


Lys 


Thr 


He 


85 










90 


lie 


Asp 






Asp 


Glv 
v*xy 










1 OR 






uys 


Asp 


Hi fi 


His 


Val 








X £* \J 






lie 




Asn 




Gin 


v*xy 






1J j 








Vjj-Ly 


vj xy 


v ai 


Leu 


His 






IjU 










Leu 


Aid 


Tyr 


Cys 


vjJLy 


Pro 


lbb 










-L / u 


Tyr 


Pro 


T /-in 

Leu 


Leu 


bill 


Leu 














Thr 


val 


Phe 


vax 


Asn 


biy 














Leu 


Leu 


XJ.C 


Orri 


xyx 


Glv 
vaxy 






215 








Gin 


Glu 


Gly 


Arg 


His 


Lys 




230 










Val 


Phe 


Ala 


Leu 


Phe 


Phe 


245 










250 


Val 


Ser 


Asn 


Tyr 


Pro 


Phe 










265 




He 


Thr 


Pro 


Met 


Leu 


Asn 








280 






Met 


Arg 


Asn 


Ser 


Val 


Glu 



295 



Glu 



Val 


Leu 


Leu 


Gly 


Phe 


Ser 










15 




Val 


He 


Phe 


Leu 


Leu 


Thr 








30 






He 


Val 


Val 


Thr 


He 


He 






45 








Phe 


Phe 


Leu 


Ala 


Cys 


Leu 




60 










He 


Ser 


Pro 


Lvs 


Leu 


He 


75 










80 


Ser 


Phe 


Pro 


Ala 


Cys 


Met 










95 




Gly Ala 


Glu 


Val 


Val 


Leu 








110 






Asp 


He 


'Trn 


Lys 


Pro 


Leu 






X ~J 








Xaa 


Met 




liCU 


Leu 


Val 




140 










Leu 


Ser 


Hi a 
nib 


Tip 
IXC 


vax 


OCX 


155 










1 fin 

X 0 w/ 


Asn 


Val 


Tip 

lie 


Asp 


Tyr 


pv, p 

1 lie 














Val 


Cys 


X Il-L 


ASp 


X XIX 










iqn 

1 Jv 






Gly Thr 


lie 


Cys 


Tip 
XXC 


vax 






J 








Val 


He 


Leu 


Asn 


Oar 

OCX 






220 










Val 


Leu 


Phe 


Thr 


Cys 


Ser 


235 










240 


Val 


Pro 


Cys 


He 


Phe 


Met 










255 




Asp 


Lys 


Phe 


Leu 


Thr 


Val 








270 






Pro 


Leu 


He 


Tyr 


Thr 


Leu 






285 








Thr 


Leu 


Leu 


Cys 


Lys 


Lys 




300 
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Leu Ser Phe Leu Asp Leu Trp Tyr Ser Ser Val Tyr Thr Pro Lys lie 
65 70 75 80 

Leu Val He Cys He Ser Glu Asp Lys Ser He Ser Phe Ala Gly Cys 

85 90 95 

Leu Cys Gin Phe Phe Phe Ser Ala Gly Leu Ala Tyr Ser Glu Cys Cys 

100 105 110 

Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Ser Lys Pro 

115 120 125 

Leu Leu Tyr Ala Gin Ala Met Ser He Lys Leu Cys Ala Leu Leu Val 

130 135 140 

Ala Val Ser Tyr Cys Gly Gly Phe He Asn Ser Ser He He Thr Lys 
145 150 155 160 

Lys Thr Phe Ser Phe Asn Phe Cys Arg Glu Asn He He Asp Asp Phe 

165 170 175 

Phe Cys Asp Leu Leu Pro Leu Val Glu Leu Ala Cys Gly Glu Lys Gly 

180 185 " 190 

Gly Tyr Lys He Met Met Tyr Phe Leu Leu Ala Ser Asn Val He Cys 

195 200 205 

Pro Ala Val Leu He Leu Ala Ser Tyr Leu Phe He He Thr Ser Val 

210 215 220 

iLeu Arg He Ser Ser Ser Lys Gly Tyr Leu Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Thr Ser Val Thr Leu Tyr Tyr Gly Ser He Leu Tyr 

245 250 255 

He Tyr Ala Leu Pro Arg Ser Ser Tyr Ser Phe Asp Met Asp Lys He 

260 265 270 

Val Ser Thr Phe Tyr Thr Val Val Phe Pro Met Leu Asn Leu Met He 

275 280 . 285 

Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu Leu 
290 295 300 

Pro 
305 

<210> 1942 
<211> 316 
<212> PRT 

<213> Unknown (H3 8g860 protein) 
<220> 

<223> Synthetic construct 
<400> 1942 

Met He Cys Glu Asn His Thr Arg Val Thr Glu Phe He Leu Leu Gly 

1 5 10 15 

Phe Thr Asn Asn Pro Glu Met Gin Val Ser Leu Phe He Phe Phe Leu 

20 25 30 

Ala He Tyr Thr Val Thr Leu Leu Gly Asn Phe Leu He Val Thr Val 

35 40 45 

Thr Ser Val Asp Leu Ala Leu Gin Thr Pro Met Tyr Phe Phe Leu Gin 

50 55 60 

Asn Leu Ser Leu Leu Glu Val Cys Phe Thr Leu Val Met Val Pro Lys 
65 70 75 80 

Met Leu Val Asp Leu Val Ser Pro Arg Lys He He Ser Phe Val Gly 

85 90 95 

Cys Gly Thr Gin Met Tyr Phe Phe Phe Phe Phe Gly Ser Ser Glu Cys 

100 105 110 

Phe Leu Leu Ser Met Met Ala Tyr Asp Arg Phe Val Ala He Cys Asn 

115 120 125 

Pro Leu His Tyr Ser Val He Met Asn Arg Ser Leu Cys Leu Trp Met 

130 135 140 

Ala He Gly Ser Trp Met Ser Gly Val Pro Val Ser Met Leu Gin Thr 
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± ** D 








150 










155 










160 


/\±cl lip 


Met 


Met 


Ala 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Ala 


Val 


Asp 


His 






165 










170 










175 




rile ItLIkZ 


Cys Asp Gly 


Pro 


Pro 


Val 


Leu 


Lys 


Leu 


Val 


Thr 


Val 


Asp 


Thr 






lou 










185 










190 






Tnr Met 


Tyr 


Glu 


wet 


Gin 


Ala 


Leu 


Ala 


Ser 


Thr 


Leu 


Leu 


Phe 


He 


Met 




195 










200 










205 








Pile pro 


Phe 


Cys 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Thr 


Arg 


He 


lie 


He 


Thr 


A j. u 








215 










220 










He Leu 


Arg 


Met 


Ser 


OCi 


Ala 


Thr 


Gly Arg 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


one 






230 










235 










240 


Cys Ssr 


Ser 


His 


Leu 


He 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly Thr 


Ala 


Ser 






245 










250 










255 




Leu Thr 


Tyr 


Leu 


Arg 


Pro 


Lys 


Ser 


Asn 


Gin 


Ser 


Pro 


Glu 


Ser 


Lys 


Lys 






260 










265 










-% *i r\ 

4, 1 u 






Leu Val 


Ser 


Leu 


Ser 


Tvr 


Thr 


Val 


He 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


He 




275 










280 










285 








He Tyr 


Gly Leu Arg 


Asn 


Asn Glu 


Val 


Lys Gly Ala Val 


Lys 


Arg 


Thr 


290 










295 










300 










He Thr 


Gin Lys Val 


Leu 


Gin 


Lys 


Leu 


Asp 


Val 


Phe 










305 








310 










315 












<210> 1943 




























<211> 309 




























<212> PRT 




























<213> Unknown (H38g861 protein) 












1 






<220> 






























<223> Synthetic 


construct 




















<400> 1943 




























Met Ala 


Asn 


Arg 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


Leu 


Thr 


1 




5 










10 










15 




Glu Asn 


Pro 


Lys 


Met 


Gin 


Lys 


He 


He 


Phe 


Val 


Val 


Phe 


Ser 


Val 


He 






20 










25 










30 






Tyr He 


Asn 


Ala 


Met 


He 


Gly 


Asn Val 


Leu 


He 


Val 


Val 


Thr 


He 


Thr 


35 










40 










45 








Ala Ser 


Pro 


Ser 


Leu 


Arg 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ala 


Tvr 


Leu 


50 










55 










60 










Ser Phe 


He 


Asp 


Ala 


Cys 


Tyr 


Ser 


Ser 


Val 


Asn 


Thr 


Pro 


Lys 


Leu 


He 


65 








70 










75 










80 


Thr Asp 


Ser 


Leu 


Tyr 


Glu 


Asn 


Lys 


Thr 


He 


Leu 


Phe 


Asn Gly 


Cys 


Met 






85 








90 










95 




Thr Gin 


Val 


Phe 


Gly Glu 


His 


Phe 


Phe Arg Gly Val 


Glu 


Val 


He 


Leu 






100 










105 










110 






Leu Thr 


Val 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 




115 










120 










125 








His Tyr 


Thr 


Thr 


He 


Met 


Lys 


Gin 


His 


Val 


Cys 


Ser 


Leu 


Leu 


Val 


Gly 


130 










135 










140 










Val Ser 


Trp 


Val 


Gly Gly 


Phe 


Leu 


His 


Ala 


Thr 


He 


Gin 


He 


Leu 


Phe 


145 






150 










155 










160 


He Cys 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asp 


His 


Phe 


Met 






165 










170 










175 




Cys Asp 


Leu 


Tyr 


Thr 


Leu 


He 


Asn 


Leu 


Ala 


Cys 


Thr 


Asn 


Thr 


His 


Thr 




180 










185 










190 






Leu Gly 


Leu 


Phe 


He 


Ala 


Ala 


Asn 


Ser 


Gly 


Phe 


He 


Cys 


Leu 


Leu 


Asn 


195 










200 










205 








Cys Leu 


Leu 


Leu 


Leu 


Val 


Ser 


Cys Val 


Val 


He 


Leu 


Tyr 


Ser 


Leu 


Lys 


210 










215 










220 










Thr His 


Ser 


Leu 


Glu 


Ala 


Arg 


His 


Glu 


Ala 


Leu 


Ser 


Thr 


Cys 


Val 


Ser 


225 








230 










235 










240 



1120 
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His lie Thr Val Val He Leu Ser 
245 

Met Arg Pro Pro Ala Thr Leu Pro 
260 

Tyr Thr Met He Thr Ser Met Leu 
275 280 
Asn Ala Gin Met Lys Asn Ala He 

290 295 
He Ser Ser Val Lys 
305 



Phe He Pro Cys He Phe Val Tyr 

250 255 
He Asp Lys Ala Val Ala Val Phe 
265 270 
Asn Pro Leu He Tyr Thr Leu Arg 
285 

Arg Lys Leu Cys Ser Arg Lys Ala 
300 



<210> 1944 
<211> 164 
<212> PRT 

<213> Unknown <H38g862 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> <!)... (164) 

<223> Xaa = Any Amino Acid 



<400> 1944 

Trp Lys Asn His Phe Thr Ser Val Asn Cys Gly Phe Ala He Cys Arg 

1 5 10 15 

Ala Glu Cys Xaa Pro Xaa Pro Lys He Leu Ser He He Gly Leu Lys 

20 25 30 

Xaa Asn He Asn Glu Thr Leu Xaa Met Leu Asn Tyr Asn Thr Asn His 

35 40 45 

Met Val Ser Val Asp Val Leu He Val Pro Asn Ser Leu He Thr Leu 

50 55 60 

Ser Tyr Phe Phe He Val Ala Ala He Leu His He Arg Ser Ala Glu 
65 70 75 " 80 

Gly Arg His Lys Ala Phe Pro Thr Cys Ser Phe His Leu Val Val He 

85 90 95 

Leu Leu Gin His Asn Ala Thr Ser Leu Thr Tyr Leu Cys Pro Ser Ser 

100 105 HO 

He Phe Ser Tyr Glu Arg Gly Lys Val Val Ser Thr Val Tyr Thr Cys 

115 120 125 

He Thr Pro Val Pro Asn Pro Leu He Cys Ser Met Arg Lys Lys Glu 

130 135 140 

Leu Lys His Ala Leu Lys Lys Lys Glu Glu He Ala Arg Phe Leu Leu 
145 150 155 160 

Leu Arg Thr His 



<210> 1945 
<211>. 318 
<212> PRT 

<213> Unknown (H38g863 protein) 
<220> 

<223> Synthetic construct 



<400> 1945 

Met Phe Ser Ser Glu Pro Thr He Asp Gly Asn Gin Ser Leu Cys Ala 

1 5 10 15 

Lys Phe Thr Phe Val Ala Phe Ser Ser He Glu Glu Leu Gin Leu Val 

20 25 30 

Leu Phe He Val Phe Leu He lie Tyr Leu Cys Thr lie Gly Gly Asn 
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35 40 45 

He lie He He Ser Leu He Trp He Thr Pro Ala Leu His Thr Pro 

50 55 60 

Met Tyr Phe Phe Leu Val Asn Leu Ser Phe Leu Glu Met Cys Tyr Thr 
65 70 75 ~ 80 

Thr Ser Val Val Pro Leu Leu Val His Leu Leu Val Glu Thr Lys Thr 

85 90 95 

He Ser Val Gly Gly Cys Ala Thr Gin Met Tyr He Phe Ala He Leu 

100 105 110 

Gly Leu Thr Glu Cys Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Phe 

115 120 125 

Val Ala He Cys Tyr Pro Leu His Tyr Thr Leu Phe Met Gly Pro Arg 

130 135 140 

Val Cys Leu Lys Leu Ala Ala Ala Ser Trp Phe Thr Gly Val Val Val 
145 150 155 160 

Glu Ser Ala Gin He Thr Leu He Phe Thr Leu Pro Phe Cys Gly Thr 

165 170 175 

Gly Lys He Pro Thr Leu Phe Cys Asp He Met Pro Val Leu Lys Leu 

180 185 190 

Ala Cys He Asp Thr Ser Gin He Glu He Val Met Phe Ser Leu Ser 

195 200 205 

Val Leu Phe He Val Ser Pro Cys Phe Leu He Leu Cys Ser His Met 
' 210 215 220 

His He Pro Val Thr He Leu Arg He Pro Ser Ala Ala Gly Arg His 
225 230 235 240 

Lys Ala Phe Ser Thr Cys Ser Ser His He Leu Val Val Ser Leu Phe 

245 250 255 

Tyr Gly Thr Ala Leu Phe Thr Tyr Leu Gin Pro Lys Thr Ala His Thr 

260 265 270 

Pro Glu Thr Asp Lys Ala Thr Ala Leu Met Tyr Thr Met Val Thr Pro 

275 280 285 

Ala Leu Asn Pro Val He Tyr Thr Leu Arg Asn Lys Glu Val Lys Glu 

290 295 300 

Ala Phe Gin Arg He Thr Gin Arg Asn Ser Leu Arg Gin Thr 
305 310 315 



<210> 


1946 






















<211> 


291 






















<212> 


PRT 






















<213> 


Unknown (H3 8g864 protein) 
















<220> 
























<223> 


Synthetic 


construct 


















<221> 


VARIANT 




















<222> 


(1) 


. (291) 


















<223> 


Xaa = 


Any 


Amino Acid 


















<400> 


1946 






















Ser Met Tyr 


Leu 


Val Thr Met 


Leu 


Arg Asn 


Leu 


Phe 


He 


He 


Leu 


Ala 


1 






5 




10 










15 




Gly Ser Ser 


Asp 


Pro His Phe 


His 


Thr Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 






20 






25 








30 






Asn Leu Ser 


Trp 


Ala Asp He 


Gly 


Phe Thr 


Ser 


Ala 


Thr 


Val 


Pro 


Lys 




35 






40 








45 






Met He Val 


Asp 


Met Gin Ser 


His 


Ser Arg 


Val 


He 


Ser 


Tyr Ala Gly 


50 






55 








60 










Cys Leu Thr 


Gin 


Met Ser Phe 


Phe 


Val Leu 


Phe 


Ala 


Cys 


He 


Glu 


Asp 


65 






70 






75 










80 


Met Leu Leu 


Thr 


Leu Met Ala 


Tyr 


Asp Arg 


Phe 


Val 


Ala 


He 


Cys 


His 








85 




90 










95 





1122 



BNSDOC1D: <WO 0127158A2J_> 



WO 01/27158 



PCTAJS00/27582 



He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Arg 


Val 


He 


Met 


Asn 


Pro 


His 


Leu 










100 










105 










110 




Val 


Phe 


Leu 


Val 


Leu 


Val 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


OCX 








115 










120 










125 






Leu 


His 


Ser 


Trp 


He 


Val 


Leu 


His 


Asn 


Ser 


Pro 


Phe 


Gin 


Glu 


v^ys> 


\5i.y 




130 










135 










140 






Asn 


Leu 


Xaa 


Phe 


Phe 


Phe 


Cvs 


Asd 


Pro 


Ser 


Gin 


Leu 


Leu 


Asn 


UKZ\X 




145 










150 










155 










160 


Cys 


Ser 


Asp 


Ser 


He 
165 


He 


Asn 


Asn 


He 


Leu 
170 


Cys 


He 


Leu 


Asp 


Tip 

17C 
-L / J 


rTO 


He 


Phe Gly 


Phe 


Leu 


Pro 


He 


Ser 


Glv 


He 


Leu 


Leu 


Ser 


1 y i 




L»ys 








180 










185 










190 




He 


Val 


Ser 


Ser 


He 


Pro 


Ara 


He 


Pro 


Ser 


Ser Asp Gly 


Lys 


iyr 


Lys 






195 










200 










205 








Ala 


Phe 


Ser 


Thr 


Cys 


Glv 


Ser 


His 


Leu 


Ala 


Val 


Val 


Cys 


Leu 


PV10 
rile 


Tyr 




210 










215 










220 








Glu 


Thr 


Gly 


He 


Gly 


Val 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ser 


Ser 


Ser 


Pro 


225 










230 










235 










240 


Arg 


Asn 


Gly 


Val 


Val 
245 


Ala 


Ser 


Val 


Met 


Tyr 
250 


Ala 


Val 


Val 


He 


Pro 
255 


Met 


Leu 


Asn 


Pro 


Phe 
260 


He 


Tyr 


Ser 


Leu 


Arg 
265 


Asn 


Arg 


Asp 


He 


His 
270 


Ser 


Ala 


Leu 


Trp 


Arg 


Leu 


Arg 


Ser 


Arg 


Thr 


Val 


Lys 


Ser 


His 


Asp 


Leu 


Phe 


His 



275 280 285 



Pro Phe Ser 
290 



<210> 1947 
<211> 327 
<212> PRT 

<213> Unknown (H38g865 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 

<400> 1947 

Met Asp Val Ser He Phe Leu Leu Leu Gly Thr Thr Glu Asp Pro Glu 

1 5 10 15 

Arg Gin Pro Val Leu Thr Gly Leu Phe Leu Ser Met Cys Leu Val Thr 

20 25 30 

Val Leu Gly Lys Leu Leu He Met Leu Ala Phe Ser Pro Asp Ser His 

35 40 45 

Leu His Thr His Met Tyr Phe Phe Leu Ser Asn Leu Ser Leu Pro Asp 

50 55 60 

He Gly Phe Thr Ser Thr He Val Pro Lys Met He Ala Asp He Gin 
65 70 75 " 80 

Ser His Ser Arg Val He Ser Tyr Ala Gly Arg Leu Thr Gin Met Ser 

85 90 95 

Leu Phe Ala He Phe Gly Gly Met Glu Glu Asp Met Leu Leu Ser Val 

100 105 110 

Met Ala Tyr Asp Arg Phe Val Ala He Cys His Pro Leu Tyr His Ser 

115 120 125 

Ala He Met Asn Pro Cys Phe Cys Gly Phe Leu Leu Leu Leu Phe Phe 

130 135 140 

Phe Phe Leu Ser Leu Leu Asp Thr Gin Leu His Asn Leu He Ala Leu 
145 150 155 160 

Gin Met Thr Cys Phe Lys Asp Val Glu He Pro Asn Phe Phe Trp Asp 
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165 



Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 








180 










He 


He 


Val 


Tyr 


Phe 


Pro 


Ala 


Val 






195 










200 


Glv 


Thr 


Leu 


Phe 


Ser 


Tvr 


Lys 


Thr 




91 0 

Z. JL \J 










215 




OCX 


Ser 


Gly Gly 


Lvs 


Tvr 


Lvs 


Thr 


£t *J 










230 






OCJ. 


V d -L 


He 


Cys 


Xaa 


Phe 


Tvr 


Glv 










245 








Ser 


Asp 


Val 


Ser 


Ser 


Ser 


Leu 


Arg 








260 










Tyr 


Lys 


Met 


Val 


Thr 


Pro 


Met 


Leu 






275 










280 


Asn 


Arg 


Asp 


Met 


Lys 


Ser 


Val 


Leu 




290 










295 




Xaa 


Ser 


Gin 


Tyr 


Leu 


Leu 


He 


Cys 


305 










310 






Lys 


Lys 


Gly 


Ser 


Lys 


Val 


Lys 





325 

'<210> 1948 
<211> 254 
<212> PRT 

<213> Unknown (H3 8g866 protein) 





170 










175 






Cvs 


Asp 


Thr 


Phe 


Thr 


Asn 


Asn 


185 










190 






He 


Phe 


Val 


Phe 


Leu 
205 


Pro 


He 


Ser 


Val 


Ser 


Ser 


He 
220 


Leu 


Ara 


Val 


Ser 


Phe 


Ser 


Thr 
235 


Cvs 


Glv 


Ser 


His 


Leu 
240 


Thr 


Glv 
250 


Val 


Glv 


Glv 


Tvr 


Leu 
255 


Ser 


Lys 




Ala 


Val 


Ala 


Ser 


Val 


Met 


265 










270 






Asn 


Pro 


Phe 


He 


Tyr 

285 


Ser 


Leu 


Arg 


Arg 


Arg 


Pro 


His 
300 


Gly 


Ser 


Thr 


Val 


Ser 


He 


Pro 
315 


Phe 


Val 


Gly 


Trp 


Val 
320 



<220> 

<223> Synthetic construct 



<400> 1948 



Met 


Gly 


Asp 


Lys 


Gly Thr 


Gly 


Asn 


His 


Ser 


Asp 


Val 


Thr 


Asp 


Phe 


He 


1 








5 










10 










15 




Leu 


Glu 


Gly 


Phe 
20 


Arg 


Val 


Arg 


Pro 


Glu 
25 


Phe 


Tyr 


He 


Leu 


Leu 
30 


Phe 


Phe 


Leu 


Phe 


Leu 
35 


Leu 


He 


Tyr 


Ser 


Met 
40 


Val 


Leu 


Leu 


Gly 


Asn 
45 


He 


Ser 


Val 


Met 


Thr 
50 


He 


He 


Val 


Thr 


Asp 
55 


Ser 


Gin 


Leu 


Asn 


Thr 
60 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


Asn 


Leu 


Ser 


Phe 


He 


Asp 


Val 


Ser 


Tyr 


Ser 


Thr 


Val 


He 


65 










70 










75 










80 


Ala 


Pro 


Lys 


Ala 


Met 
85 


Ala 


His 


Phe 


Leu 


Ser 
90 


Glu 


Lys 


Lys 


Thr 


Val 
95 


Ser 


Phe 


Ala 


Gly 


Cys 
100 


Val 


Ala 


Gin 


Leu 


Phe 
105 


Leu 


Phe 


Ala 


Leu 


Phe 
110 


He 


Val 


Thr 


Glu 


Gly 
115 


Phe 


Val 


Leu 


Ala 


Ala 
120 


Met 


Ala 


Tyr 


Asp 


Arg 
125 


Phe 


Ser 


Ala 


He 


Cys 
130 


Asn 


Pro 


Leu 


Leu 


His 
135 


Ser 


Val 


His 


Met 


Ser 
140 


Arg 


Arg 


Leu 


Cys 


Thr 


Gin 


Leu 


Val 


Ala 


Gly 


Ser 


Tyr 


Phe 


Cys 


Gly 


Trp 


Ala 


Ser 


Ser 


He 


145 










150 










155 










160 


Leu 


Gin 


Val 


Ser 


Val 
165 


Thr 


Phe 


Ser 


Val 


Ser 
170 


Phe 


Cys 


Ala 


Ser 


Arg 
175 


Val 


He 


Ala 


His 


Phe 
180 


Tyr 


Cys 


Asp 


Ser 


Tyr 
185 


Gin 


He 


Glu 


Lys 


He 
190 


Ser 


Cys 


Ser 


Asn 


Leu 
195 


Phe 


Val 


Asn 


Lys 


Met 
200 


Val 


Ser 


Leu 


Ser 


Leu 
205 


Ser 


Val 


He 


He 


He 
210 


Leu 


Pro 


Thr 


He 


Val 
215 


Val 


He 


He 


val 


ser 
220 


Tyr 


Leu 


Tyr 


He 


Val 


Ser 


Ser 


Val 


Leu 


Lys 


He 


Pro 


Ser 


Ser 


Glu 


Gly 


Arg 


Lys 


Lys 


Asp 



225 230 235 240 
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Phe Ser Thr Cys Ser Ser His Arg Gly Val Val Ser Leu Leu 
245 250 

<210> 1949 
<211> 335 
<212> PRT 

<213> Unknown (H38g867 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(335) 

<223> Xaa = Any Amino Acid 

<400> 1949 

Tyr Thr Asp Pro Gin Asn Leu Thr Asp Ala Ser Lys Tyr Leu Leu Leu 

15 10 15 

Glu Leu Ser Glu Asp Pro Lys Leu Gin Leu Ala Leu Ser Gly Arg Glu 

20 25 30 

i Pro Cys Thr Cys Thr Xaa Ser Leu Val Leu Glu Asn Leu Leu He He 

35 40 45 

Leu Ala Val Ser Ser Asp Phe His Leu His Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Ser Leu Ala Asp He Gly Phe Thr Ser Asn Thr Val 
65 70 75 80 

Pro Lys Met He Val Asp He Gin Ser His Ser Arg Val He Ser Tyr 

85 90 95 

Ala Gly Cys Leu Thr Gin Met Ser Leu Phe Ala Val Phe Gly Gly Met 

100 105 HO 

Glu Glu Asn Met Leu Leu Ser Val Arg Ala Tyr Asp Arg Phe Val Ala 

115 120 125 

He Cys His Pro Leu Tyr Tyr Ser Ala He Met Asn Pro Cys Phe Cys 

130 135 140 

Gly Phe Leu Val Leu Phe Phe Phe Phe Leu Ser Leu Leu Asp Ser Gin 
145 150 155 160 

Leu His Asn Leu He Ala Leu Gin Met Thr Cys He Lys Asp Val Glu 

165 170 175 

He Pro Asn Phe Phe Trp Asp Pro Ser Gin Leu Pro His Leu Ala Cys 

180 185 190 

Cys Asp Thr Phe Thr Asn Asn He Val Met Tyr Phe Leu Ala Ala He 

195 200 205 

Phe Gly Phe Leu Pro He Ser Arg He He Phe Ser Tyr Tyr Lys He 

210 215 220 

Val Ser Ser Met Leu Ser Val Ser Ser Ser Gly Gly Lys Tyr Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Gly Ser Pro Leu Ser Val Val Cys Leu Phe Tyr Gly 

245 250 255 

Lys Val Val Gly Gly Tyr Leu Ser Ser Asp Val Ser Ser Ser Pro Arg 

260 265 270 

Lys Gly Ala Val Ala Ser Met Met Tyr Thr Val He Thr Pro Met Leu 

275 280 285 

Asn Pro Phe He Tyr Arg Leu Arg Asn Arg Asp He Lys Arg Val Leu 

290 295 300 

Trp Trp Leu His Gly Arg Thr Val Xaa Ser His Tyr Phe He He Cys 
305 310 315 320 

Ser He Pro Phe Val Val Trp Val Lys Lys Gly Ser Lys Val Lys 
325 330 335 

<210> 1950 
<211> 317 
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<212> PRT 

<213> Unknown (H38g868 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(317) 

<223> Xaa = Any Amino Acid 



<400> 1950 



Thr 


Gly 


Val 


Xaa 


Glu 


Phe 


Leu 


Leu 


Leu 




Leu 


Ser 


Glu 




Pro 


Glu 


1 






5 










i n 










15 




Leu 


Gin 


Pro 


Ala 
20 


Leu 


Ala 


Leu 


Leu 


Ser 


Leu 


Ser 


Leu 


Ser 


Mot* 


iyr 


T .on 


Val 


Thr 


Val 


Leu 


Arg 


Asn 


Leu 


Phe 


Ser 


lie 


Leu 


Ala 


Val 


OCX 




Asp 






35 








40 










45 








Cys 


Pro 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Pne 


Leu 


Ser 


Asn 


Leu 


Cys 


Trp 


50 










55 










60 










Pro 


Asp 


lie Gly 


Phe 


Thr 


Ser 


Ala 


Met 


Val 


Pro 


Lys 


Met 


Tl 0 

1 le 


Val 


Asp 


65 








70 










75 










Q ft 


Thr 


Gin 


Ser 


His 


Ser 


Arg 


Val 


He 


Ser 


His 


Ala 


Gly Cys 


Leu 


i nr 


bin 










85 










90 














Met 


Ser 


Phe 


Leu 


Leu 


Leu 


Val 


Ala 


Cys 


He 


Glu Gly Met 


Leu 


Leu 


inr 








100 










105 










110 






Val 


Met 


Ala 


Tyr 


Asp 


Cys 


Phe 


Val 


Ala 


He 


Cys 


Arg 


Pro 


Leu 


IT 4 r- 
HIS 


Tyr 






115 








120 










125 








Pro 


Val 
130 


He 


Val 


Asn 


Pro 


His 
135 


Leu 


Cys 


Val 


Phe 


Phe 
140 


Val 


Leu 


Val 


Ser 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


Leu 


His 


Ser 


Trp 


He 


V d -L 




145 










150 










155 










1 fin 


Gin 


Leu 


Thr 


He 


He 


Lys 


Asn 


Val 


Glu 


He 


Ser 


Asn 


Leu 


Val 


Cys 


Asp 










165 








170 










175 




Pro 


Ser 


Gin 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ser 


Asp 


Ser 


Val 


He 


Asn 


Asn 








180 








185 










190 






lie 


Phe 


He 


Tyr 


Phe 


Asp 


Ser 


Thr 


Met 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser 






195 








200 










205 








Gly 


lie 


Phe 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 


Val 


Pro 


Ser 


He 


Leu 


Arg 


He 


210 










215 










220 










Ser 


Ser 


Ser 


Asp 


Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Cys 


His 


225 










230 










235 










240 


Leu 


Ala 


Val 


Val 


Cys 


Trp 


Phe 


Tyr Gly Thr 


Gly 


He 


Gly Met 


Tyr 


Leu 










245 










250 










255 




Thr 


Ser 


Ala 


Val 


Ser 


Pro 


Pro 


Pro 


Arg 


Asn 


Gly Val 


Val 


Ala 


Ser 


Val 








260 










265 










270 






Met 


Tyr Ala Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 


Leu 


Phe 


He 


Cys 


Ser 


Leu 






275 










280 










285 








Arg 


Asn Arg 


Asp 


He 


Gin 


Ser 


Ala 


Leu 


Arg 


Arg 


Leu Gly 


Ser 


Arg 


Ala 




290 










295 










300 










Phe 


Glu 


Ser 


Pro 


Xaa 


Ser 


Val 


Pro 


Ser 


Phe 


Phe 


Leu 


Cys 








305 










310 










315 













<210> 1951 
<211> 313 
<212> PRT 

<213> Unknown (H38g869 protein) 



<220> 

<223> Synthetic construct 
<400> 1951 
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Met Gly Asp Arg Gly Thr Ser Asn His Ser Glu Met Thr Asp Phe lie 

15 10 15 

Leu Ala Gly Phe Arg Val Arg Pro Glu Leu His lie Leu Leu Phe Leu 

20 25 30 

Leu Phe Leu Phe Val Tyr Ala Met lie Leu Leu Gly Asn Val Gly Met 

35 40 45 

Met Thr lie lie Met Thr Asp Pro Arg Leu Asn Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Phe lie Asp Leu Phe Tyr Ser Ser Val lie 
65 70 75 80 

Glu Pro Lys Ala Met lie Asn Phe Trp Ser Glu Asn Lys Ser lie Ser 

85 90 95 

Phe Ala Gly Cys Val Ala Gin Leu Phe Leu Phe Ala Leu Leu lie Val 

100 105 110 

Thr Glu Gly Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Phe lie Ala 

115 120 125 

lie Cys Asn Pro Leu Leu Tyr Ser Val Gin Met Ser Thr Arg Leu Cys 

130 135 140 

Thr Gin Leu Val Ala Gly Ser Tyr Phe Cys Gly Cys lie Ser Ser Val 
145 150 155 160 

He Gin Thr Ser Met Thr Phe Thr Leu Ser Phe Cys Ala Ser Arg Ala 

165 170 175 

Val Asp His Phe Tyr Cys Asp Ser Arg Pro Leu Gin Arg Leu Ser Cys 

180 185 190 

Ser Asp Leu Phe He His Arg Met He Ser Phe Ser Leu Ser Cys He 

195 200 205 

He He Leu Pro Thr He He Val He He Val Ser Tyr Met Tyr He 

210 215 220 

Val Ser Thr Val Leu Lys He His Ser Thr Glu Gly His Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Gly Val Val Ser Val Leu Tyr Gly 

245 250 255 

Ala Val Phe Phe Met Tyr Leu Thr Pro Asp Arg Phe Pro Glu Leu Ser 

260 265 270 

Lys Val Ala Ser Leu Cys Tyr Ser Leu Val Thr Pro Met Leu Asn Pro 

275 280 285 

Leu He Tyr Ser Leu Arg Asn Lys Asp Val Gin Glu Ala Leu Lys Lys 

290 295 300 

Phe Leu Glu Lys Lys Asn He He Leu 
305 310 

<210> 1952 
<211> 277 
<212> PRT 

<213> Unknown (H38g870 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(277) 

<223> Xaa = Any Amino Acid 

<400> 1952 

His Ser Phe Leu Arg Tyr He Phe Ala Lys Leu Thr Gly Glu Pro Glu 

15 10 15 

Leu Gin Pro Ser Leu Tyr Ser Val Phe Trp Ser Pro Xaa Leu Gly Xaa 

20 25 30 

Pro His His Thr Ser Met Tyr Pro Leu His Thr Ser Met Tyr Leu Tyr 

35 40 45 

He Phe Ser Phe Ser Phe He Gly Phe Phe Tyr Ser Ser Val He Ser 
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D u 




















60 










Pro 






i ni 


lie 


Co y 
OCX 


Phe 


Val 


Thr 


Glu 


Lys 


Asn 


He 


He 


Thr 


Tvr 


65 










70 










75 










80 


vai 


lnr 


Ser 


Asn 


l nr 

ft R 


vjin 


XT X. V 


Phe 


Pro 


Leu 
90 


Cvs 


Phe 


Phe 


Val 


He 
95 


Ser 


Asp 


Tyr 


Ser 


lie 


rfie 


lie 


Pro 


Leu 


Ala 


Leu 


Asp 


His 


Tyr 


Glu 


Ala 


Met 














105 










110 






Thar 


Leu 


Pro 


vai 


ber 


rxie 


Tl o 
116 




Phe 


He 


Ser 


Val 

v a J. 


Asp Gly 


Ser 


Xaa 






115 










120 










lZD 








Val 


lie 
130 


Glu 


pne 


Ala 


Asp 


Ala 

135 


Val 


Val 


His 


Gin 


Glv 
140 


Ser 


Met 
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Leu 


Tyr 


Ser 

1 Q C\ 
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270 
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<210> 1953 
<211> 335 
<212> PRT 

<213> Unknown (H38g871 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(335) 

<223> Xaa - Any Amino Acid 



<400> 1953 
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Val 
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He 
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Tyr 


Cys 
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He 




210 
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Val 


Ser 


Ser 


He 


Leu 


A rrr 


vet x 


Ser 


Ser 


Ser Gly Gly 


Lys 


Tyr 


Lys 


Ala 


225 










230 
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Thr 


Cys 


Gly 
245 




nib 


Leu 


Ser 


Val 
250 


Val 


Cys 
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rile 


Tyr 
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Th-r 

J. I IX 


Gly Val 


Gly Gly 


Tyr 


Leu 
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Val 


Ser 
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oer 
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Lys 


Arg 
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Val 
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Met 
280 
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Val 
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inr 
285 


Pro 


Met 


Leu 
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Pro 
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Tyr 


Ser 


Leu 
295 


Arg 
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Arg 


Asp 


Met 
300 


Lys 
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Val 


Leu 


i Arg 


Arg 
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Ser 


Ser 
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Val 
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Ser 


Gin 


Tyr 


Leu 


Leu 


He 


Cys 


305 










310 










315 
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Ser 


He 


Pro 


Phe 


Val 
325 


Gly 


Trp 


Val 


Lys 


Lys 
330 


Gly 


Ser 


Lys 


Val 


Lys 
335 





<210> 1954 
<211> 342 
<212> PRT 

<213> Unknown (H38g872 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (342) 

<223> Xaa = Any Amino Acid 



<400> 1954 
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Asp 
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Leu 


1 








5 










10 










15 




Glu 


Leu 
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Ser 
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Asn 
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Met 
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Val 


Glu 


He 


Pro 


Asn 


Phe 


Phe 


Trp 


Glu 


Pro 


Ser 


Gin 
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180 
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Val 
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Gin 


Tyr 


Val 


Leu 


He 
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Trp 


Val 
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340 

<210> 1955 
<211> 348 
<212> PRT 

<213> Unknown (H3 8g873 protein) 
<220> 

<223> Synthetic construct 



<400> 1955 
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Ala 
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Ala 
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Gly 


Val 


Ala 


Pro 
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Val 
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He 


Thr 


Val 


Ser 


Tyr 


Ala 


His 


Val 




210 
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Val 
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Arg 
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Arg 
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Phe Ser 
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Ser 


Ser 
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Val 


Val 
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Val 
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Tyr 
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Ser 


Val 
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Ser 


Ser 
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He 
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Ser 
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Met 
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Tyr 


Trp 
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Ser 
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Val 


Gly Cys 


He 


Ser 


290 
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Ser 


Ser 


Asp 
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Val 


Ser 
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Pro 


Pro 


Val 
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Ser 
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Ser 


Pro 
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<210> 1956 
<211> 230 
<212> PRT 

<213> Unknown (H38g874 protein) 



i <220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(230) 

<223> Xaa = Any Amino Acid 



<400> 1956 

Met Leu He Pro Ser Ser Thr Arg Lys Met Ala Ala Glu Ser His Ser 

15 10 15 

Thr Val Thr Glu Phe He Leu Arg Lys Lys Pro Ala Arg Ala Pro Ala 

20 25 30 

Pro Pro Leu Leu Gly He Cys Leu Lys Thr Val Val Gly Ala Leu He 

35 40 45 

Leu He Thr Leu Val Phe Leu Asn Ser Gin Leu His Pro Pro Met Tyr 

50 55 60 

Tyr Val He Arg Asn Leu Ser Phe Met Asp His Cys Asn Cys Ser He 
65 70 75 80 

Ser Thr Pro Lys He Leu Val Lys Phe Val Leu Glu Lys Thr He He 

85 90 95 

Ser Tyr Glu Asp Gly Met Ser Gin Leu Cys Ser Ala Ser Cys Tyr He 

100 105 110 

Leu Ser Trp Pro Ser Val Thr Cys Gly Pro Ala Thr Ala Val He Thr 

115 120 125 

Phe His Gin Val Ser Ser Leu Leu Val Val Val Val Tyr Tyr Met Glu 

130 135 140 

Leu Thr Gly Thr Thr He Glu Phe Cys Leu Val Leu Lys Xaa Tyr Xaa 
145 150 155 160 

Cys Glu Leu Phe He Ser His Tyr Phe Cys Ser Cys Thr Ser He Tyr 

165 170 175 

Asp He Asp Arg Thr He Phe Phe Phe Thr Xaa Cys Asn He Val Val 

180 185 190 

Thr Arg Leu Thr Val Val Ser Tyr Ser Phe Leu Ser Ser He Leu His 

195 200 205 

He Ser Phe Thr Lys Gly Lys Leu Trp Val Phe Pro Val Gly Leu Thr 

210 215 220 

His Ser Cys Cys Cys Leu 
225 230 



<210> 1957 
<211> 331 
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<212> PRT 

<213> Unknown (H38g875 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(331) 

<223> Xaa = Any Amino Acid 



<400> 1957 
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Cys 


He 


Glu 


Gly Met 


Leu 


Leu 


Thr 


val 


Met 


Thr 


Tyr 


Asp 
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Val 
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Lys 
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<210> 1958 
<211> 322 
<212> PRT 

<213> Unknown (H38g876 protein) 
<220> 

<223> Synthetic construct 
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<221> VARIANT 

<222> (1) . . . (322) 

<223> Xaa = Any Amino Acid 



<400> 1958 
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Leu 


Arg 


Asn 
45 


Leu 
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Pro 



305 310 315 320 

Phe Ser 



<210> 1959 
<211> 315 
<212> PRT 

<213> Unknown (H38g877 protein) 
<220> 

<223> Synthetic construct 
<400> 1959 

Met Gin Pro Glu Ser Gly Ala Asn Gly Thr Val He Ala Glu Phe He 

15 10 15 

Leu Leu Gly Leu Leu Glu Ala Pro Gly Leu Gin Pro Val Val Phe Val 



1133 



BNSDOaO: <WO_01 27 1 58A2_I_> 



WO 01/27158 PCT7US0O/27582 









20 










25 










30 






Leu 


Phe 


Leu 


Phe 


Ala 


Tyr 


Leu 


Val 


Thr 


Val 


Arg 


Gly Asn 


Leu 


Ser 


He 






35 










40 










45 








Leu 


Ala 


Ala 


Val 


Leu 


Val 


Glu 


Pro 


Lys 


Leu 


His 


Thr 


Pro 


Met 


Tvr 


Phe 




50 










55 










60 










Phe 


Leu 


Gly Asn Leu 


Ser 


Val 


Leu 


Asp 


Val 


Gly Cys 


He 


Ser 


Val 


Thr 


65 










70 










75 










80 


Val 


Pro 


Car 




Leu 


Ser Arg 


Leu 


Leu 


Ser Arg 


Lys 


Arg 


Ala 


Val 


Pro 










Q C 
O J 










on 










95 






Gly 


Ala 
Ala 


Cys 


L-i LI 


1 111 


VjIII 


Leu 


Phe 


rue 




His 


Leu 


Phe 


Val 


Glv 








1 on 










105 










110 






Val 


A CT^ 
AO ±J 


Cys 


trllG 


Leu 


Leu 


inr 


Ala 


Met 


Aia 


Tyr 


Asp 


Gin 


Phe 


Leu 


Ala 






lie 
1J. J 










120 










125 












Arg 


fro 


Leu 


rp"l_ _ 

Tnr 


Tyr 


Ser 


Thr 


Arg 


wec 


Ser 


Gin 


Thr 


Val 


Gin 




1 J V 










IOC 

1-5 D 










140 










A IT Q 


Mpt- 


Leu 


val 


Aia 


Ala 


Ser 


r PT~T"* 

i xp 


Ala 

Ala 


/"V. 

Cys 


» i _ 
Ala 


Phe 


X ill 


Aon 

noil 


Ala 


Leu 


It J 










150 










ICC 

lbb 










1 t> V/ 




nj, o 


Tnr 


Val 


Ala 


Met 


Ser 


i in 


T aii 


Asn 


Phe 


Cys 


Gly 


Pro 

X~l VJ 


Sen 
noil 


Val 
v di 










lob 










170 










1 

i / j 




Tip 
lie 


Asn 


His 


Phe 


Tyr 


Cys 


Asp 


Leu 


Pro 


Gin 


Leu 


Phe 


Gin 


Leu 




cys 








180 










lu J 










1 Qfi 

17U 






_ 

tSer 


o 

Ser 


Thr 


Gin 


Leu 


Asn 


Glu 


Leu 


Leu 


Leu 


Phe 


Ala 


Val 




xMxtr 


Tip 
1 16 






toe 

195 










onn 
^ u u 
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Asp 
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Asp 
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<210> 1960 




























<211> 323 




























<212> PRT 




























<213> Unknown (H38g878 protein) 


















<220> 






























<223> Synthetic 


construct 




















<400> 1960 
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Leu 


Thr 


Asp 


His 


Pro 


Tvr 
xy i 








20 










25 










30 






Gin 


Lys 


He 


Val 


Leu 
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Phe Gly 
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Met 
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<210> 1961 
<211> 229 
<212> PRT 

<213> Unknown (H38g879 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(229) 

<223> Xaa = Any Amino Acid 



<400> 1961 
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<210> 1962 










<211> 286 










<212> PRT 










<213> Unknown (H38g880 protein) 



155 160 
Phe Ala Asn Tyr Leu Ala Gin Thr 

170 175 
Xaa Gly Ser Asn Glu lie Asn His 
185 190 
Leu Val Leu Pro Cys Ala Gly Thr 
205 . 

Met Glu. Pro His Cys Leu Leu Lys 
220 



<220> 

<223> Synthetic construct 



<400> 1962 
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<210> 1963 
<211> 325 
<212> PRT 
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<213> Unknown (H38g881 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(325) 

<223> Xaa = Any Amino Acid 

<400> 1963 

Met Ala Asn Glu Asn Tyr Thr Lys Val Thr Xaa Phe lie Phe Thr Gly 

1 5 10 15 

Leu Asn Tyr Asn Pro Gin Leu Arg Val Phe Leu Phe Leu Leu Phe Leu 

20 25 30 

Thr Thr Phe Tyr Val lie Asn Val Thr Gly Asn Leu Gly Met lie Val 

35 40 45 

Leu lie Arg lie Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser His Leu Ser Phe Val Asp Thr Cys Phe Ser Ser Val Val Ser Pro 
65 70 75 80 

Lys Met Leu Thr Asp Phe Phe Val Lys Arg Lys Ala lie Ser Phe Leu 

85 90 95 

Gly Cys Ala Leu Gin Gin Trp Phe Phe Gly Phe Phe Val Ala Ala Asp 

100 105 110 

Cys Phe Leu Leu Glu Ser Met Ala Tyr Asp Cys Tyr Val Ala lie Cys 

115 120 125 

Asn Pro Leu Leu Tyr Ser Val Ala Met Ser Gin Arg Leu Cys lie Gin 

130 135 140 

Leu Val Val Gly Pro Tyr Val lie Gly Leu Met Asn Thr Met Thr His 
145 150 155 160 

Thr Thr Asn Ala Phe Cys Leu Pro Phe Cys Gly Pro Asn Val lie Asn 

165 170 175 

Pro Phe Phe Cys Asp Met Ser Pro Leu Leu Ser Leu Val Cys Ala Asp 

180 185 190 

Thr Arg Leu Asn Lys Leu Ala Val Phe lie Val Ala Gly Ala Val Gly 

195 200 205 

Val Phe Ser Gly Leu Thr lie Leu lie Ser Tyr lie Tyr lie Leu Met 

210 215 220 

Ala lie Leu Arg lie Arg Ser Ala Asp Gly Arg Cys Lys Thr Phe Ser 
225 230 235 240 

Thr Cys Ser Ser His Leu Thr Ala Val Phe lie Ser Tyr Gly Thr Leu 

245 250 " 255 

Phe Phe lie Tyr Val His Pro Ser Ala Thr Phe Ser Leu Asp Leu Asn 

260 265 270 

Lys Val Val Ser Val Phe Tyr Thr Ala Val lie Pro Met Leu Asn Pro 

275 280 285 

Leu lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala lie His Arg 

290 295 300 

Thr Val Thr Gin Arg Lys Phe Cys Lys Ala Xaa He Leu He Gin Lys 
305 310 315 320 

Glu Leu Gly Arg Lys 
325 

<210> 1964 
<211> 314 
<212> PRT 

<213> Unknown (H38g882 protein) 
<220> 

<223> Synthetic construct 
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<22X> VARIANT 

<222> (1)...(314) 

<223> Xaa = Any Amino Acid 



<400> 1964 
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Gly His 


Val 


Tyr 


He 


Ala 


Glu 


He 








180 










185 










190 






Ser 


Pro 


Ala 
195 


He 


Ser 


Ser 


Ala 


Ser 
200 


Val 


Leu 


He 


Ser 


Thr 
205 


Leu 


Phe 


Thr 


He 


He 
210 


Val 


Ser 


Tyr 


lie 


Tyr 
215 


He 


Leu 


His 


Ser 


He 
220 


Leu 


Lys 


Val 


Cys 


Ser 


Thr 


Glu Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


225 










230 










235 










240 


Thr 


Ala 


Val 


Thr 


Leu 


Phe 


Tyr 


Gly Thr 


He 


Leu 


Phe 


Val 


Tyr Val 


Met 










245 










250 










255 




Pro 


Lys 


Ser 


Ser 
260 


Tyr 


Ser 


Ala 


Asp 


Gin 
265 


Val 


Lys 


Val 


Ala 


Phe 
270 


Val 


He 


Tyr 


Thr 


Val 
275 


Val 


He 


Pro 


Met 


Leu 
280 


Asn 


Pro 


Leu 


He 


Tyr 
285 


Ser 


Leu 


Arg 


Asn 


Lys 
290 


Glu 


Val 


Lys 


Glu 


Ala 
295 


Met 


Arg 


Lys 


Leu 


Met 
300 


Ala 


Arg 


Thr 


His 


Trp 


Phe 


Ser 


Xaa 


He 


Lys 


Ser 


Val 


Xaa 


Ser 














305 










310 























<210> 1965 
<211> 202 
<212> PRT 

<213> Unknown (H38g883 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(202) 

<223> Xaa - Any Amino Acid 

<400> 1965 

He Phe Ala He Leu Thr Thr He Asp Cys Cys Val Phe Val Trp Glu 
15 10 15 
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Phe Leu Glu Cys Thr Val Phe Val Asn Lys Arg Ala Cys Ala Gin Leu 

20 25 30 

Ala Cys Gly Ala Phe Cys He Gly Leu He Met Thr Val Val Xaa lie 

35 40 45 

Thr Thr Val Ser Gin Arg Tyr Lys Arg Ser Thr Tyr Ala He Val Asp 

50 55 60 

Cys Phe Leu Phe Asp Thr Leu Leu Val Met Lys Leu Ser Cys He Asp 
65 70 75 80 

Asn Thr He Tyr Glu He He Gin Tyr Phe He His His Thr Cys Val 

85 « 90 95 

Gin Val Ser Met Gly Leu Val Cys He Ser Tyr He Asp He Pro Val 

100 105 110 

Thr Ser He Val Leu Arg He Ser Xaa Ser Glu Val Phe Ala Thr Cys 

115 120 125 

Val Pro Gin Pro Pro Pro His His Gly His Cys Leu Tyr Val Cys Ala 

130 135 140 

Cys Thr Ala Tyr Leu Lys His Lys Pro Met Asn Ser He Glu Lys Gly 
145 150 155 160 

Leu Leu Xaa Glu Thr Tyr He He He He His Ser Ala Ser Gly Pro 

165 170 175 

{ Val Val Tyr Thr Leu Arg Tyr Met Glu Ala Lys Asp Thr Met Tyr Arg 

180 185 190 

Ala Val Asp Arg Asn He Ser Xaa Gin He 
195 200 

<210> 1966 
<211> 315 
<212> PRT 

<213> Unknown (H38g884 protein) 
<220> 

<223> Synthetic construct 
<400> 1966 

Met Glu Pro Glu Ala Gly Thr Asn Arg Thr Ala Val Ala Glu Phe He 

15 10 15 

Leu Leu Gly Leu Val Gin Thr Glu Glu Met Gin Pro Val Val Phe Val 

20 25 30 

Leu Leu Leu Phe Ala Tyr Leu Val Thr Thr Gly Gly Asn Leu Ser He 

35 40 45 

Leu Ala Ala Val Leu Val Glu Pro Lys Leu His Ala Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Val Leu Asp Val Gly Cys He Thr Val Thr 
65 70 75 80 

Val Pro Ala Met Leu Gly Arg Leu Leu Ser His Lys Ser Thr He Ser 

85 90 95 

Tyr Asp Ala Cys Leu Ser Gin Leu Phe Phe Phe His Leu Leu Ala Gly 

100 105 110 

Met Asp Cys Phe Leu Leu Thr Ala Met Ala Tyr Asp Arg Leu Leu Ala 

115 120 125 

He Cys Gin Pro Leu Thr Tyr Ser Thr Arg Met Ser Gin Thr Val Gin 

130 135 140 

Arg Met Leu Val Ala Ala Ser Leu Ala Cys Ala Phe Thr Asn Ala Leu 
145 150 155 160 

Thr His Thr Val Ala Met Ser Thr Leu Asn Phe Cys Gly Pro Asn Glu 

165 170 175 

Val Asn His Phe Tyr Cys Asp Leu Pro Gin Leu Phe Gin Leu Ser Cys 

180 185 190 

Ser Ser Thr Gin Leu Asn Glu Leu Leu Leu Phe Ala Val Gly Phe He 

195 200 205 

Met Ala Gly Thr Pro Leu Val Leu He He Thr Ala Tyr Ser His Val 
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210 215 220 



Ala 


Ala 


Ala 


Val 


Leu 


Arg lie 


Arg 


Ser 


vai 


bill 




Arg 


Lys 


Lys 


Ala 


o o c 










O O A 

Z J u 




















rne 


Ser 


Thr Cys 


Gly 




Leu 


Thr 


Val 


Val 


Cys 


Leu 


Phe 


Phe 


Glv 










245 








250 










255 




Arg 


Gly 


He 


Phe 


Asn 


Tyr Met 


Arg 


Leu 


Gly 


Ser 


Glu 


Glu 


Ala 


Ser 


Asp 








260 








265 










270 






Lys 


Asp 


Lys 


Gly Val 


Gly Val 


Phe 


Asn 


Thr 


Val 


He 


Asn 


Pro 


Met 


Leu 






275 








280 










285 








Asn 


Pro 


Leu 


He 


Tyr 


Ser Leu 


Arg 


Asn 


Pro 


Asp 


Val 


Gin 


Gly 


Ala 


Leu 




290 








295 










300 










Trp 


Gin 


He 


Phe 


Leu 


Gly Arg 


Arg 


Ser 


Leu 


Thr 













305 310 315 

<210> 1967 
<211> 309 
<212> PRT 

<213> Unknown (H38g885 protein) 
<220> 

<223> Synthetic construct 



<400> 1967 



Met 


Lys 


Arg 


Lys 


Asn 


Phe 


Thr 


Glu 


Val 


Ser 


Glu 


Phe 


He 


Phe 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ser 


Ser 


Phe 


Gly Lys 


His 


Gin 


He 


Thr 


Leu 


Phe 


Val 


Val 


Phe 


Leu 








20 










25 










30 






Thr 


Val 


Tyr 
35 


He 


Leu 


Thr 


Leu 


Val 
40 


Ala 


Asn 


He 


He 


He 
45 


Val 


Thr 


He 


He 


Cys 
50 


He 


Asp 


His 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Ser 


Ser 


Glu 


Thr 


Val 


Tyr 


Thr 


Leu 


Val 


He 


Val 


Pro 


Arg 


65 










70 










75 










80 


Met 


Leu 


Leu 


Ser 


Leu 
85 


He 


Phe 


His 


Asn 


Gin 
90 


Pro 


He 


Ser 


Leu 


Ala 
95 


Gly 


Cys 


Ala 


Thr 


Gin 
100 


Met 


Phe 


Phe 


Phe 


Val 
105 


He 


Leu 


Ala 


Thr 


Asn 
110 


Asn 


Cys 


Phe 


Leu 


Leu 
115 


Thr 


Ala 


Met 


Gly 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


Arg 


Pro 


Leu 
130 


Arg 


Tyr 


Thr 


Val 


He 
135 


Met 


Ser 


Lys 


Gly 


Leu 
140 


Cys 


Ala 


Gin 


Leu 


Val 


Cys 


Gly 


Ser 


Phe 


Gly 


He 


Gly Leu 


Thr 


Met 


Ala 


Val 


Leu 


His 


Val 


145 










150 










155 










160 


Thr 


Ala 


Met 


Phe 


Asn 


Leu 


Pro 


Phe 


Cys 


Gly Thr 


Val 


Val 


Asp 


His 


Phe 










165 










170 










175 




Phe 


Cys 


Asp 


He 
180 


Tyr 


Pro 


Val 


Met 


Lys 
185 


Leu 


Ser 


Cys 


He 


Asp 
190 


Thr 


Thr 


He 


Asn 


Glu 


He 


He 


Asn 


Tyr 


Gly Val 


Ser 


Ser 


Phe 


Val 


He 


Phe 


Val 






195 










200 










205 








Pro 


He 


Gly 


Leu 


He 


Phe 


He 


Ser Tyr Val 


Leu 


Val 


He 


Ser 


Ser 


He 




210 










215 










220 










Leu 


Gin 


He 


Ala 


Ser 


Ala 


Glu 


Gly Arg 


Lys 


Lys 


Thr 


Phe 


Ala 


Thr 


Cys 


225 










230 










235 










240 


Val 


Ser 


His 


Leu 


Thr 
245 


Val 


Val 


He 


Val 


His 
250 


Cys 


Gly 


Cys 


Ala 


Ser 
255 


He 


Ala 


Tyr 


Leu 


260 


Pro 


Lys 


Ser 


Glu 


Ser 
265 


Ser 


He 


Glu 


Lys 


Asp 
270 


Leu 


Val 


Leu 


Ser 


Val 
275 


Thr 


Tyr 


Thr 


He 


He 
280 


Thr 


Pro 


Leu 


Leu 


Asn 
285 


Pro 


Val 


Val 


Tyr 


Ser 
290 


Leu 


Arg 


Asn 


Lys 


Glu 
295 


Val 


Lys 


Asp 


Ala 


Leu 
300 


Cys 


Arg 


Val 


Val 
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Gly Arg Asn lie Ser 
305 

<210> 1968 
<211> 320 
<212> PRT 

<213> Unknown (H38g886 protein) 
<220> 

<223> Synthetic construct 
<400> 1968 

Met Leu Gin Arg Val Gly Glu Met Asp Gly Gly Asn Gin Ser Glu Gly 

1 5 10 15 

Ser Glu Phe Leu Leu Leu Gly lie Ser Glu Ser Pro Glu Gin Gin Gin 

20 25 30 

Met Leu Phe Trp Met Phe Leu Val Arg Tyr Leu Val Thr Val Leu Gly 

35 40 45 

Asn Val Leu lie lie Leu Ala He Ser Ser Asp Ser Arg Leu His Thr 

50 55 60 

Pro Met Tyr Phe Phe Leu Ala Asn Leu Ser Phe Thr Asp Leu Phe Phe 
65 70 75 80 

Val Thr Asn Thr He Pro Lys Met Leu Val Asn Leu Gin Ser Gin Asn 

85 90 95 

Lys Ala He Ser Tyr Thr Gly Cys Leu Thr Gin Leu Tyr Phe Leu Val 

100 105 " 110 

Ser Leu Val Ala Leu Asp Asn Leu Asn Leu Ala Val Met Ala Tyr Asp 

H5 120 . 125 

Arg Tyr Val Ala He Cys Arg Pro Leu His Tyr Val Thr Ala Met He 

130 135 140 

Pro Gly Leu Cys He Leu Leu Leu Ser Leu Cys Trp Val Phe Ser Ala 
145 150 155 160 

Leu Tyr Gly Leu He His He Leu Leu Met Thr Arg Val Thr Phe Cys 

165 170 175 

Gly Ser Gin Lys He His Tyr Leu Phe Cys Glu Met Tyr Phe Leu Leu 

180 185 190 

Arg Leu Ala Cys Ser Asn He His Val Asn His Thr Val Leu Val Ala 

195 200 205 

Thr Gly Cys Phe He Phe Leu He Pro Leu Gly Phe Met He Thr Ser 

210 215 220 

Tyr Ala Arg He Val Arg Ala He Leu Gin He Pro Ser Ala Thr Gly 
225 230 235 240 

Lys Tyr Lys Ala Phe Ser Thr Cys Ala Ser His Leu Ala Val Val Ser 

245 250 255 

Leu Phe Tyr Gly Thr Leu Gly Met Val Tyr Leu Gin Pro Leu Gin Thr 

260 265 270 

Tyr Ser Met Lys Asp Ser Val Ala Thr Val Met Tyr Ala Val Val Thr 

275 280 285 

Pro Met He Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Asp Met His 

290 295 300 

Gly Ala Leu Gly Arg Leu Arg Gin Gly Lys Ala Phe Gin Lys Leu Thr 
305 310 315 * 320 

<210> 1969 
<211> 276 
<212> PRT 

<213> Unknown (H38g887 protein) 
<220> 

<223> Synthetic construct 
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<400> 1969 



wee 


Arg 


Arg 


Lys 


Asn 


Leu 


X fu 




val 


Thr 

X IXJL 


Glu 


Phe 


Val 


Phe 


Leu 


Glv 


i. 








c 










1 V 










15 




Phe 


Ser 


Arg 


Phe 
Z U 


His 


Lys 


His 


His 


He 
z o 


Thr 


Leu 


Phe 


Val 


Val 
30 


Phe 


Leu 


He 


Leu 


Tyr 

"5 R 
J D 


Thr 


Leu 


Thr 


Val 


Ala 

ACS 


Gly 


Asn 


Ala 


He 


He 
45 


Met 


Thr 


He 


lie 


Cys 

DO 


lie 


Asp 


Arg 


MIS 


Leu 
ee 


nib 




XrX \J 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Met 


Leu 


Ala 


Ser 


Ser 


Lys 


Thr 


Val 


Tyr 


Thr 


Leu 


Phe 


He 


He 


Pro 


Gin 












n n 
/ u 










75 










80 


Met 


Leu 


Ser 


ser 


rjlc 
Q Q 


vai 


i nr 


bin 


X 11 x 


UlU 

on 


Pro 


lie 


Ser 


Leu 


Ala 
95 


Glv 


Cys 


Thr 


Thr 


Gin 
100 


Thr 


Phe 


Phe 


Phe 


Val 

1UO 


Thr 


Leu 


Ala 


He 


Asn 

11U 


Asn 


Cys 


Phe 


Leu 


Leu 


Thr 


Val 


Met 


Gly 


Tyr 


Asp 


His 


Tyr Met 


Ala 


He 


Cys 


Asn 






115 










too 










1ZD 








Pro 


Leu 
130 


Arg 


Tyr 


Arg 


Val 


He 
135 


Thr 


Ser 


Lys 


Lys 


Val 
140 


Cys 


Val 


Gin 


Leu 


Val 


Cys 


Gly 


Ala 


Phe 


Ser 


He 


Gly 


Leu 


Ala 


Met 


Ala 


Ala 


Val 


Gin 


Val 


145 










150 










155 










1 £n 


Thr 


Ser 


He 


Phe 


Thr 
165 


Leu 


Pro 


Phe 


Cys 


HIS 
170 


Thr 


Val 


vai 


c>iy 


nlS 
1 / D 


rxle 


Phe 


Cys 


Asp 


He 
180 


Leu 


Pro 


Val 


Met 


Lys 
185 


Leu 


Ser 


Cys 


Tin 

lie 


Asn 
iy u 


rnr 


inr 


He 


Asn 


Glu 
195 


He 


He 


Asn 


Phe 


Val 
200 


Val 


Arg 


Leu 


Phe 


Val 
one 


He 


Leu 


Val 


Pro 


Met 
210 


Gly 


Leu 


Val 


Phe 


He 
215 


Ser 


Tyr 


va± 


Leu 


He 
220 


lie 


Ser 


i nr 


Val 


Leu 


Lys 


He 


Ala 


Ser 


Ala 


Glu 


Gly 


Trp 


Lys 


Lys 


Thr 


Phe 


Ala 


Thr 


Cys 


225 








230 










235' 










240 


Ala 


Phe 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


His 


Tyr Gly 


Cys 


Ala 


Ser 


He 










245 










250 










255 




Ala 


Tyr 


Leu 


Met 
260 


Pro 


Lys 


Ser 


Glu 


Asn 
265 


Ser 


He 


Glu 


Gin 


Asp 
270 


Leu 


Leu 


Leu 


Ser 


Val 


Thr 



























275 



<210> 1970 
<211> 312 
<212> PRT 

<213> Unknown (H38g888 protein) 
<220> 

<223> Synthetic construct 
<400> 1970 

Met Asp Gly Asp Asn Gin Ser Glu Asn Ser Gin Phe Leu Leu Leu Gly 

1 5 10 15 

He Ser Glu Ser Pro Glu Gin Gin Gin He Leu Phe Trp Met Phe Leu 

20 25 30 

Ser Met Tyr Leu Val Thr Val Leu Gly Asn Val Leu He He Leu Ala 

35 40 45 

He Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ala 

50 55 60 

Asn Leu Ser Phe Thr Asp Leu Phe Phe Val Thr Asn Thr He Pro Lys 
65 70 75 80 

Met Leu Val Asn Phe Gin Ser Gin Asn Lys Ala He Ser Tyr Ala Gly 

85 90 95 

Cys Leu Thr Gin Leu Tyr Phe Leu Val Ser Leu Val Thr Leu Asp Asn 
100 105 110 
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Lgu 


lie 


Leu 


Ala Val 


Met 


Ala 


lyx 


Asp Arg 


xyx 


V ct X 


Ala 


lie 


Cys 


Cys 






115 








120 










IOC 
X £. J 








Leu 


His 


Tyr Val 


Thr 


Ala 




oer 


Pro 


fl~\ vr 
vjx_y 


Leu 


Cys 


vai 


Leu 


Leu 




130 








X — > 










X ***y/ 










J_i€U 




Leu 


Cys Trp 


viy 


Leu 


Cor 


vax 


Leu 


lyr 


uiy 


Leu 


Leu 


Leu 


Thr 


145 








150 










ICC 

1 J J 










loU 




Leu 


Leu 


Thr Arg 


vox 


x nr 


rile 


Cys 


t>iy 


irro 


Arg 


VjIU 


lie 


HIS 


Tyr 








165 










i *7 n 
1 /u 










I/O 


Leu 


Phe 


Cys Asp Met 




Tip 


Leu 


Leu 


Trp 


Leu 


Aid 


Cys 


oer 


TV «-••-» 

Asn 


Tnr 








180 


















i on 
iy u 






His 


lie 


He 


His Thr 


Ala 


Lj tr u 


Tl ^ 


Ala 


my, v- 

i nr 


v?Xy 


Cys 


fixe 


lie 


Fne 


Leu 






195 








9flO 

aUU 










one 

Z U D 








Thr 


Leu 


Leu Gly Phe 


Mot- 
ile L. 


i nr 


i nr 


clo- 
ser 


Tyr 


vai 


Arg 


lie 


val 


Arg 


Thr 




210 








It c 

Z X D 










O O A 










lie 


Leu 


Gin 


Met Pro 


Ser 


Ala 


Ser 


Lys 


Lys 


Tyr 


Lys 


Tnr 


pne 


Ser 


Thr 


225 


















235 










240 




Ala 
AX a 


Ser 


His Leu 


v>iy 


vai 


vai 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Ala 








245 










250 










255 




Met 


vai 


Tyr 


Leu Gin 


Pro 


Leu 


His 


Thr 


Tyr 


Ser 


Met 


Lys 


Asp 


Ser 


Val 








260 








265 










270 






Ala 


Thr 


Val 


Met Tyr 


Ala 


Val 


Leu 


Thr 


Pro 


Met 


Met 


Asn 


Pro 


Phe 


He 






275 








280 










285 








Tyr 


Ser 


Leu 


Arg Asn 


Lys 


Asp 


Met 


His 


Gly Ala 


Pro Gly Arg 


Val 


Leu 




290 








295 










300 










Trp 


Arg 


Pro 


Phe Gin 


Arg 


Pro 


Lys 


















305 








310 























<210> 1971 
<211> 299 
<212> PRT 

<213> Unknown (H38g889 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(299) 

<223> Xaa = Any Amino Acid 



<400> 1971 

Met Ala Asp Gly Asn Tyr Lys Arg He Thr Glu Phe He Phe Val Gly 

1 5 10 15 

Leu Arg Tyr His Leu Gin Leu Gin Val Phe Leu Phe Leu Pro Phe Leu 

20 25 30 

Pro Phe Tyr Leu He Thr Met Thr Glu Asn Leu Gly Met Met Val Arg 

35 40 45 

He Trp Leu Asp Ser Cys Phe His Thr Pro Met Tyr Phe Val Leu Ser 

50 55 60 

Tyr Leu Ser Phe Val Asp He Cys Phe Ser Ser Val Val Gly His Lys 
65 70 75 80 

Leu Leu Thr Asp Leu Phe Ala Val Arg Lys Ala He Ser Phe Leu Gly 

85 90 95 

Cys Pro Leu Gin Gin Trp Phe Phe Gly Phe Phe Val Val He Glu Tyr 

100 105 110 

Leu Leu Leu Ala Ser Met Ala Tyr Asp Asn Tyr Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Ser Val Ala Met Xaa Xaa Arg Leu Cys He Gin Leu 

130 135 140 

Val Val Val Arg Tyr Ala Ala Asp Phe Phe Asn Thr He Thr His Thr 
145 150 155 160 

Thr Ala Ala Phe His Phe Pro Phe Phe His Ser Asn He He Asn His 
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165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Met 


Ser 


Leu 


Leu 


Leu 


Ser 


Leu 


Val 


Cys 


Ala 


Asp 


Ala 






180 










185 










190 






ax y 


IXC 


Asn 


Lys 


Leu 


Leu 


Val 


Phe 


He 


Val 


Ala 


Gly Ala Val 


Leu 


Val 






195 










200 










205 








veil 


Ser 
210 


Ser 


Leu 


Thr 


He 


He 
215 


He 


Ser 


Tvx 


Phe 


Tyr 
220 


He 


Leu 


Thr 


Asp 


Tie 


Leu 


Arcf 
-Mi y 


He 


Cvs 


Ser 


Ala 


Asn 


Gly 


Lys 


Asn 


Lys 


Thr 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Ser 


He 


Phe 


Tyr 


Gly 


Ser 


Leu 


Phe 








245 










250 










255 




Phe 


Ser 


Tyr 


Val 


Arg 


Pro Gly 


Ala 


Thr 


Phe 


Tyr 


Pro 


Glu 


Leu 


Asn 


Lys 








260 










265 










270 






He 


Val 


Leu 
275 


Val 


Phe 


Cys 


He 


He 
280 


Pro 


Met 


Leu 


Lys 


Pro 

285 


Leu 


He 


Tyr 


Ser 


Leu 


He Asn Lys 


Glu 


Val 


Ser 


Xaa 


Pro 


Leu 













290 295 



<210> 1972 
<211> 311 
*212> PRT 

<213> Unknown (H3 8g890 protein) 
<220> 

<223> Synthetic construct 



<400> 1972 



Met 


Glu 


Lys 


He 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


He 


Phe 


Trp 


Gly 


Leu 


Ser 


1 








5 










10 










15 




Gin 


Ser 


Pro 


Glu 


He 


Glu 


Lys 


Val 


Cys 


Phe 


Val 


Val 


Phe 


Ser 


Phe 


Phe 








20 










25 










30 






Tyr 


He 


He 


He 


Leu 


Leu 


Gly 


Asn 


Leu 


Leu 


He 


Met 


Leu 


Thr 


Val 


Cys 






35 










40 










45 








Leu 


Ser 


Asn 


Leu 


Phe 


Lys 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Phe 


Leu 




50 










55 










60 










Ser 


Phe 


Val 


Asp 


He 


Cys 


Tyr 


Ser 


Ser 


Val 


Thr 


Ala 


Pro 


Lys 


Met 


He 


65 










70 










75 










80 


Val 


Asp 


Leu 


Leu 


Ala 


Lys 


Asp 


Lys 


Thr 


He 


Ser 


Tyr 


Val 


Gly 


Cys 


Met 










85 










90 










95 




Leu 


Gin 


Leu 


Leu 


Gly 


Val 


His 


Phe 


Phe 


Gly 


Cys 


Thr 


Glu 


He 


Phe 


He 








100 










105 










110 






Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Met 


Thr 


He 


Met 


Asn 


Arg 


Glu 


Thr 


Cys 


Asn 


Lys 


Met 


Leu 


Leu 




130 










135 










140 










Gly 


Thr 


Trp 


Val 


Gly 


Gly 


Phe 


Leu 


His 


Ser 


He 


He 


Gin 


Val 


Ala 


Leu 


145 










150 










155 










160 


Val 


Val 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 


He 


Asp 


His 


Tyr 


Phe 










165 










170 










175 




Cys 


Asp 


Val 


His 


Pro 


Val 


Leu 


Lys 


Leu 


Ala 


Cys 


Thr 


Glu 


Thr 


Tyr 


He 








180 










185 










190 






Val 


Gly 


Val 


Val 


Val 


Thr 


Ala 


Asn 


Ser 


Gly 


Thr 


He 


Ala 


Leu 


Gly 


Ser 






195 










200 










205 








Phe 


Val 


He 


Leu 


Leu 


He 


Ser 


Tyr 


Ser 


He 


He 


Leu 


Val 


Ser 


Leu 


Arg 




210 










215 










220 










Lys 


Gin 


Ser 


Ala 


Glu 


Gly 


Arg 


Arg 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


225 










230 










235 










240 


His 


He 


Ala 


Met 


Val 


Val 


He 


Phe 


Phe 


Gly 


Pro 


Cys 


Thr 


Phe 


Met 


Tyr 










245 










250 










255 




Met 


Arg 


Pro 


Asp 


Thr 


Thr 


Phe 


Ser 


Glu 


Asp 


Lys 


Met 


Val 


Ala 


Val 


Phe 








260 










265 










270 
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Tyr Thr lie lie Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 

275 280 285 

Asn Ala Glu Val Lys Asn Ala Met Lys Lys Leu Trp Gly Arg Asn Val 

290 295 300 

Phe Leu Glu Ala Lys Gly Lys 
305 310 

<210> 1973 
<211> 318 
<212> PRT 

<213> Unknown <H3 8g891 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 1973 

!Met Asp Tyr Arg Asn Gin Thr Leu Val Thr Glu Phe Phe Ser Val Gly 

1 5 10 15 

Leu Thr Asn Leu Phe Gin His Lys He Ala Leu Phe Leu Val Phe Leu 

20 25 30 

Phe Val Tyr Leu Val Thr Val Pro Gly Asn Leu Gly Met He Thr Leu 

35 40 45 

He Trp Met Asp Ser Arg Leu Gin Thr Pro Lys Tyr Phe Ser Leu Cys 

50 55 60 

His Leu Ser Phe Val Asp Val Cys Ser Ser Ser Ala He Gly Pro Lys 
65 70 75 80 

Met Leu Thr Asp He Phe Val Glu Lys Lys Val lie Ser Phe Gly Cys 

85 90 95 

Val Ala Gin Leu Trp Phe Phe Gly His Phe Val Val Thr Glu Cys Phe 

100 105 110 

Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Met Ala He Tyr Lys Pro 

115 120 125 

Leu Leu Tyr Thr Leu He Met Ser Gin Gin Val Cys Val Gin Leu Val 

130 135 140 

Val Gly Pro Tyr Ala Val Gly Leu He Ser Thr Met Thr His Met Thr 
14 5 150 155 160 

Phe Thr Phe Arg Leu Leu Tyr Cys Gly Pro Asn He He Asn His Phe 

165 170 175 

Phe Cys Asp Leu Leu Pro Val Leu Ser Leu Ala Tyr Ala Asp Thr His 

180 185 190 

He Asn Lys Cys Leu Leu Phe He Leu Val Gly Ala Leu Gly Val Leu 

195 200 205 

Ser Gly Val He He Leu Val Ser Tyr He Tyr He Val He Ala He 

210 215 220 

Leu Arg He Arg Ser Ala Asp Ala Arg Arg Lys Asp Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Met Ala Val Ser He Leu Tyr Gly Thr Leu Phe Phe 

245 250 255 

He Cys Val Cys Pro Ser Ser Ser Phe Ser He Asn He Asn Lys Val 

260 265 270 

Val Ser Leu Phe Tyr Thr Ala Val He Pro Met Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ser Phe Ser Lys Lys Phe 

290 295 300 

Glu Arg Lys Lys Phe Leu He Gly Arg Xaa Thr Arg He Pro 
305 310 315 
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<210> 1974 
<211> 310 
<212> PRT 

<213> Unknown (H3 8g892 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(310) 

<223> Xaa « Any Amino Acid 



<400> 1974 



Met 


Val 


Asn 


Phe 


Thr 


His 


Val 


Ser 


Glu 


Phe 


Val 


Leu 


Leu 


Gly 


Phe 


Gin 


1 








5 










10 










15 




Gly 


Gly 


Pro 


Gly Met 


Gin 


Ala 


Met 


Leu 


Phe 


Leu 


He 


Phe 


Leu 


He 


Leu 








20 










25 










30 






Tyr 


Gly 


He 


Ala 


Val 


Val 


Gly 


Asn 


Leu 


Gly Met 


He 


Val 


He 


He 


Trp 






35 










40 










45 








Val 


Asp 


Ala 


His 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Ala 


Phe 


Leu Gin Ser 


Leu 




50 










55 










60 










Ser 


Leu 


Leu 


Asp 


He 


Cys 


Tyr 


Ser 


Ser 


Thr 


He 


Ala 


Pro Arg Ala 


Leu 


65 










70 










75 










80 


Ala 


Asn 


Ser 


Met 


Gin 


Glu 


Asp 


His 


Thr 


He 


Ser 


Phe 


Gly 


Gly Cys 


Ala 










85 










90 










95 




Ala 


Gin 


Phe 


Phe 


Phe 


Leu 


Ser 


Leu 


Phe 


Gly 


He 


Thr 


Glu 


Ala 


Phe 


Leu 








100 










105 










110 






Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


He 


Ala 


He 


Cys 


Asn 


Pro 


Leu 






115 










120 










125 








Leu 


Tyr 


Ser 


Val 


Ser 


Met 


Ser 


His 


Gin 


Val 


Cys 


Val 


Leu 


Leu 


He 


Ser 




130 










135 










140 










Gly 


Ser 


Tyr 


Leu 


Trp 


Gly 


Val 


Val 


Asn 


Ala 


He 


Ala 


Gin 


Thr 


Thr 


Met 


145 










150 










155 










160 


Thr 


Phe 


Arg 


Leu 


Pro 


Phe 


Cys 


Gly 


Ser 


Asn 


Glu 


He 


Asn 


Asp 


Phe 


Phe 










165 










170 










175 




Cys 


Asp 


Val 


Pro 


Pro 


Leu 


Leu 


Ser 


Leu 


Ser 


Cys 


Ser 


Asp 


Thr 


Phe 


He 








180 










185 










190 






Asn 


Gin 


Leu 


Val 


Leu 


Leu 


Gly 


Leu 


Cys 


Gly 


Ser 


He 


He 


Val 


Ser 


Thr 






195 










200 










205 








Phe 


Leu 


He 


Val 


Leu 


Val 


Ser 


Tyr 


He 


Tyr 


He 


He 


Ser 


Thr 


He 


Leu 




210 










215 










220 










Arg 


He 


Pro 


Thr 


Met 


Gin 


Gly 


Arg Xaa 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


225 










230 










235 










240 


Ser 


His 


Leu 


Thr 


Gly 


Val 


Cys 


Leu 


Phe 


Phe Gly Thr Val 


Phe 


Phe 


Met 










245 










250 










255 




Tyr 


Ala 


Gin 


Pro 


Ser 


Ala 


He 


Phe 


Phe 


Met 


Glu 


Gin 


Ser 


Lys 


He 


Val 






260 










265 










270 






Ser 


He 


Phe 


Tyr 


Thr 


Met 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 






275 










280 










285 








Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gin 


Ala 


Leu Arg Arg 


Ser 


Met 


Gin 




290 










295 










300 










Lys 


Leu 


Ser 


Leu 


Xaa 


Ser 























305 310 



<210> 1975 
<211> 309 
<212> PRT 

<213> Unknown {H3 8g893 protein) 
<220> 

<223> Synthetic construct 
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<400> 1975 

Met Arg Glu Asn Asn Gin Ser Ser Thr Leu Glu Phe lie Leu Leu Gly 

15 10 is 

Val Thr Gly Gin Gin Glu Gin Glu Asp Phe Phe Tyr He Leu Phe Leu 

20 25 30 

Phe He Tyr Pro He Thr Leu He Gly Asn Leu Leu He Val Leu Ala 

35 40 45 

He Cys Ser Asp Val Arg Leu His Asn Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Leu Val Asp He Phe Phe Ser Ser Val Thr He Pro Lys 
65 70 75 80 

Met Leu Ala Asn His Leu Leu Gly Ser Lys Ser He Ser Phe Gly Gly 

85. 90 95 

Cys Leu Thr Gin Met Tyr Phe Met He Ala Leu Gly Asn Thr Asp Ser 

100 105 HO 

Tyr He Leu Ala Ala Met Ala Tyr Asp Arg Ala Val Ala He Ser His 

115 120 125 

Pro Leu His Tyr Thr Thr He Met Ser Pro Arg Ser Cys He Trp Leu 

130 135 140 

He Ala Gly Ser Trp Val He Gly Asn Ala Asn Ala Leu Pro His Thr 
145 150 155 160 

Leu Leu Thr Ala Ser Leu Ser Phe Cys Gly Asn Gin Glu Val Ala Asn 

165 170 175 

Phe Tyr Cys Asp He Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp He 

180 185 190 

His Phe His Val Lys Met Met Tyr Leu Gly Val Gly He Phe Ser Val 

195 200 - 205 

Pro Leu Leu Cys He He Val Ser Tyr He Arg Val Phe Ser Thr Val 

210 215 220 

Phe Gin Val Pro Ser Thr Lys Gly Val Leu Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Tyr Tyr Gly Thr Val Met Gly 

245 250 * 255 

Thr Tyr Phe Arg Pro Leu Thr Asn Tyr Ser Leu Lys Asp Ala Val He 

260 265 270 

Thr Val Met Tyr Thr Ala Val Thr Pro Met Leu Asn Pro Phe He Tyr 

275 280 285 

Ser Leu Arg Asn Arg Asp Met Lys Ala Ala Leu Arg Lys Leu Phe Asn 

290 295 300 

Lys Arg He Ser Ser 
305 

<210> 1976 
<211> 309 
<212> PRT 

<213> Unknown (H38g894 protein) 
<220>< 

<223> Synthetic construct 
<400> 1976 

Met Lys Lys Glu Asn Gin Ser Phe Asn Leu Asp Phe He Leu Leu Gly 

15 10 15 

Val Thr Ser Gin Gin Glu Gin Asn Asn Val Phe Phe Val He Phe Leu 

20 25 30 

Cys He Tyr Pro He Thr Leu Thr Gly Asn Leu Leu He He Leu Ala 

35 40 45 

He Cys Ala Asp He Arg Leu His Asn Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Leu Val Asp He He Phe Ser Ser Val Thr He Pro Lys 
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65 70 75 80 

Val Leu Ala Asn His Leu Leu Gly Ser Lys Phe He Ser Phe Gly Gly 

85 90 95 

Cys Leu Met Gin Met Tyr Phe Met He Ala Leu Ala Lys Ala Asp Ser 

100 105 HO 

Tyr Thr Leu Ala Ala Met Ala Tyr Asp Arg Ala Val Ala He Ser Cys 

115 120 125 

Pro Leu His Tyr Thr Thr He Met Ser Pro Arg Ser Cys He Leu Leu 

130 135 140 

He Ala Gly Ser Trp Val He Gly Asn Thr Ser Ala Leu Pro His Thr 
145 150 155 160 

Leu Leu Thr Ala Ser Leu Ser Phe Cys Gly Asn Gin Glu Val Ala Asn 

165 170 175 

Phe Tyr Cys Asp He Met Pro Leu Leu Lys Leu Ser Cys Ser Asp Val 

180 135 190 

His Phe Asn Val Lys Met Met Tyr Leu Gly Val Gly Val Phe Ser Leu 

195 200 205 

Pro Leu Leu Cys He He Val Ser Tyr Val Gin Val Phe Ser Thr Val 

210 215 220 

Phe Gin Val Pro Ser Thr Lys Ser Leu Phe Lys Ala Phe Cys Thr Cys 
225 230 235 240 

Gly Ser His Leu Thr Val Val Phe Leu Tyr Tyr Gly Thr Thr Met Gly 
1 * 245 250 255 

Met Tyr Phe Arg Pro Leu Thr Ser Tyr Ser Pro Lys Asp Ala Val He 

260 265 270 

Thr Val Met Tyr Val Ala Val Thr Pro Ala Leu Asn Pro Phe He Tyr 

275 280 285 

Ser Leu Arg Asn Trp Asp Met Lys Ala Ala Leu Gin Lys Leu Phe Ser 

290 295 300 

Lys Arg He Ser Ser 
305 

<210> 1977 
<211> 329 
<212> PRT 

<213> Unknown (H38g895 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(329) 

<223> Xaa = Any Amino Acid 



65 



> 1977 
























Thr 


Leu 


Leu 


Phe 


His 


Ser 


Tyr 


Lys 


His 


Pro 


Thr 


Gin 


Arg 


Arg Met 






5 










10 








15 




Lys 


Ser 


His 


Ser 


He 


Val 


Thr 


Glu 


Phe 


Ser 


Leu 


Arg 


Gly Leu 


Thr 






20 










25 










30 




Gin 


Pro 


Asp 


Leu 


Gin 


Leu 


Phe 


His 


Phe 


Leu 


He 


Phe 


Leu Asp 


He 




35 








40 










45 






Met 


Val 


Thr 


Met 


Val 


Gly Asn Leu Gly Met 


He 


Thr 


Leu He 


Cys 


50 










55 










60 








Asn 


Ser 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Tyr 


Phe 


Phe 


Ser Asn 


Leu 






70 










75 








80 


Leu 


Leu 


Asp 


Leu 


Cys 


Tyr 


Ser 


Ser 


He 


Thr 


Asn 


Pro 


Lys Met 


Leu 






85 










90 








95 




Asn 


Phe 


Val 


Leu 


Lys 


Lys 


Ser 


He 


He 


Sex- 


Tyr 


Ala 


Gly Tyr Met 






100 










105 










110 




Xaa 


Phe 


Tyr 


Phe 


Phe 


Leu 


Val 


Phe 


Val 


Ile 


Ala 


Arg 


Cys Tyr 


Met 




115 








120 










125 
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Leu 


Met 
130 


Val 


Lys 


Ala 


Cvs 


Asp 
135 


His 


Tvr 


Val 


Ala 


He 
140 


Cys 


Cys 


Pro 


Leu 


Leu 


Cvs 


Asn 


Val 


lie 


Met 


Ser 


His 


Val 


Thr 


Cvs 


Ser 


Leu 


Met 


Val 


Ala 


145 










150 










155 










160 


Val 


Val 


TV2T 


Thr 


Met 
165 


Glv 


Leu 


Val 


Val 


Ser 
170 


Thr 


He 


Glu 


Thr 


Gly 
175 


Leu 


lie 


Leu 


Lys 


Leu 


Pro 




Cvs 


Glu 


Leu 


Leu 


Thr 


Ser Arg Cys 


Phe 


Cys 








180 










185 










190 






Asp 


lie 


Leu 


Pro 


Leu 


Met 


Lys 


Leu 


Ser 


Xaa 


Ser 


OCX 


Al a 


Tyr Asp Val 






195 










200 


















Glu 


Met 
210 


Ala 


Val 


Phe 


Phe 


Phe 
215 


Ala 


Arg 


Phe 


Asn 


Leu 
220 


At* ft 


He 


Met 


He 


Leu 


Thr 


Val 


Leu 


Val 


Ser 


Tyr 


Thr 


Phe 


He 




Phe 


Ser 


He 


Leu 


His 


225 










230 










235 










240 


Tip 

X X C 


Cpr- 


X ilX 


J. tix 


uxu 


Gly Arg 


tJCl 


Lys 


Val 




Ser 


Thr 


Cys 


Ser 


Phe 










245 










250 










255 




His 


Leu 


Ala 


Ala 


He 


Gly Met 


XT l IXZ 






Add 


Thr 


Ala 


Phe 


Arg 


Tyr 








260 










265 










270 






Leu 


Lys 


Pro 
275 


Ala 


He 


Thr 


Ser 


Ser 
280 


Leu 


Ala 


Gin 


Glu 


Asn 
285 


Val 


Ala 


Ser 


Val 


Phe 
290 


Tyr 


Thr 


Thr 


Val 


He 
295 


Tyr 


Val 


Pro 


Asn 


Pro 
300 


Leu 


Met 


Tyr 


Ser 


Leu 


Lys 


Asn 


Lys 


Asp Val 


Lys 


Ala 


Ala 


Met 


Gin 


Lys 


Thr 


Leu 


Arg 


Ser 


305 










310 










315 










320 


Lys 


Phe 


Cys 


Cys 


Arg 


Cys 


Asn 


Tyr 


Leu 

















325 

<210> 1978 
<211> 316 
<212> PRT 

<213> Unknown (H38g896 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . <316) 

<223> Xaa = Any Amino Acid 



<400> 1978 



Leu 


Leu 


Glu Gly Gly Asn Gin 


Thr 


Ser 


Thr 


Phe 


Glu 


Phe 


Leu 


Leu 


Trp 


1 








5 










10 










15 




Gly 


Leu 


Ser 


Asp 
20 


Gin 


Pro 


Gin 


Gin 


Gin 
25 


His 


He 


Phe 


Phe 


Leu 
30 


Leu 


Phe 


Leu 


Trp 


Met 


Tyr 


Val 


Val 


Thr 


Val 


Ala 


Gly Asn 


Leu 


Leu 


He 


Val 


Leu 






35 










40 










45 








Ala 


He 
50 


Gly 


Thr 


Asp 


Thr 


His 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ala 


Ser 


Leu 


Ser 


Cys 


Ala 


Asp 


He 


Phe 


Ser 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Lys 


Ala 


Leu 


Val 


Asn 
85 


He 


Gin 


Thr 


Gin 


Ser 
90 


Arg 


Ser 


He 


Ser 


Tyr 
95 


Ala 


Gly 


Cys 


Leu 


Ala 


Gin 


Leu 


Tyr 


Phe 


Phe 


Leu 


Thr 


Phe Gly Asp Met 


Asp 








100 










105 










110 






He 


Phe 


Leu 


Pro 


Ala 


Thr 


Met 


Ala 


Tyr 


Asp Arg Tyr 


Val 


Ala 


He 


Cys 






115 










120 










125 








His 


Leu 
130 


Leu 


His 


Tyr 


Met 


Met 
135 


He 


Met 


Ser 


Leu 


His 
140 


Arg 


Cys 


Ala 


Phe 


Leu 


Val 


Thr 


Ala 


Cys 


Trp 


Thr 


Leu 


Thr 


Ser 


Leu 


Leu 


Ala 


Met 


Thr 


Arg 


145 










150 










155 










160 


Thr 


Phe 


Leu 


He 


Phe 


Arg 


Leu 


Ser 


Leu 


Cys 


Ser 


Xaa 


He 


Leu 


Pro 


Gly 
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165 



Phe 


Phe 


Cys 


Asp 
180 


Leu 


Gly 


Pro 


Leu 


Gin 


Val 


Asn 

A. ^7 -J 


Glu 


Leu 


Val 


Leu 


Leu 
200 


He 


Pro 

210 


Phe 


Met 


Leu 


He 


Leu 
215 


Val 


He 


Leu 


Arg 


Ala 


Pro 


Ser 


Ala 


Gin 


c* J 










230 






Cvs 


Asp 


Ser 


His 


Leu 
245 


Val 


Val 


Val 


Arg 


Ala 


Tyr 


Leu 
260 


Cys 


Pro 


Ser 


Ser 


Asp 


Thr 


Ala 
275 


Ala 


Ala 


Val 


Met 


Tyr 
280 


Pro 


Phe 
290 


He 


Tyr 


Ser 


Met 


Arg 
295 


Asn 


Arg 


Leu 


Leu 


Lys Gly Arg Val 


Ser 
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170 










175 




Met 


Lys 


Val 


Ser 


Cys 


Ser 


Aso 


Ala 


185 










190 






Phe 


Leu 


Gly 


Gly Ala 


Val 


He 


Leu 










205 








Ser 


Tyr 


He 


Arg 
220 


He 


Val 


Ser 


Ala 


Gly Arg Arg 


Lys 


Ala 


Phe 


Ser 


Thr 






235 










240 


Ala 


Leu 


Phe 


Phe Gly Thr Val 


He 




250 










255 




Ser 


Ser 


Ser 


Asn 


Ser 


Val 


Lys 


Glu 


265 










270 






Thr 


Val 


Val 


Thr 


Pro 
285 


Leu 


Leu 


Asn 


Lys 


Asp 


Met 


Lys 
300 


Ala 


Ala 


Val 


Val 


Phe 


Ser 


Gin 
315 


Gly 











<210> 1979 
i<211> 336 
<212> PRT 

<213> Unknown (H38g897 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(336) 

<223> Xaa = Any Amino Acid 



<400> 1979 




























Asp 


Thr 


Asp 


Pro 


Gin 


Ser 


Leu 


Thr 


Asp 


Val 


Ser 


He 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Lys 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Gin 


Val 


Val 


Ala 


Gly Leu 


Phe 








20 










25 










30 






Leu 


Ser 


Met 


Cys 


Leu 


Val 


Thr 


Val 


Leu 


Gly Asn 


Leu 


Leu 


He 


He 


Leu 






35 










40 










45 








Ala 


Val 
50 


Ser 


Pro 


Asp 


Ser 


His 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr 


Leu 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Lys 


Met 


He 


Val 


Asp 
85 


He 


Gin 


Ser 


His 


Ser 
90 


Arg 


Val 


He 


Ser 


Tyr 
95 


Ala 


Gly 


Cys 


Leu 


Thr 


Gin 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe 


Gly Gly Met 


Glu 








100 










105 










110 






Glu 


Asn 


Met 
115 


Leu 


Leu 


Ser 


Val 


Met 
120 


Ala 


Tyr 


Asp 


Arg 


Phe 
125 


Val 


Ala 


He 


Cys 


His 
130 


Pro 


Leu 


Tyr 


Cys 


Ser 
135 


Ala 


He 


Phe 


Asn 


Pro 
140 


Cys 


Phe 


Cys 


Gly 


Phe 


Leu 


Asp 


Leu 


Leu 


Ser 


Phe 


He 


Phe 


Phe 


Phe 


Leu 


Ser 


Leu 


Ser 


Asp 


145 










150 










155 










160 


Ser 


Gin 


Leu 


His 


Asn 
165 


Leu 


He 


Ala 


Leu 


Gin 
170 


Met 


Thr 


Cys 


Phe 


Lys 
175 


Asp 


Val 


Glu 


He 


Pro 
180 


Asn 


Phe 


Phe 


Trp 


Glu 
185 


Pro 


Ser 


Gin 


Leu 


Ser 
190 


His 


Leu 


Ala 


Cys 


Cys 
195 


Asp 


Thr 


Phe 


Thr 


Arg 
200 


Asn 


He 


Met 


Tyr 


Phe 
205 


Pro 


Ala 


Ala 


He 


Phe 
210 


Gly 


Phe 


Leu 


Pro 


He 
215 


Leu 


Gly 


Thr 


Leu 


Phe 
220 


Ser 


Tyr 


Cys 


Lys 
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He 


Val 


Ser 


Ser 


He 


Leu 


Arg 


Val 


Ser 


Ser 


Ser 


Gly Gly Lys Tyr Lys 


225 










230 










235 








240 


Ala 


Phe 


Ser 


Thr 


Cys 


Glv 


Ser 


His 


Leu 


Ser 


Val 


Val Cys 


Xaa 


Phe 


Tyr 










245 










250 








255 


Gly Thr 


Gly 


He Gly 


Glv 


Tvr* 


Leu 


Gly 


Ser 


Asp 


Val Ser 


ber 


O A V 

ber 


Pro 








260 










265 








on n 
4L f U 






Arg 


Lys 


Gly 
275 


Ala 


Val 


Ala 


Ser 


Val 
280 


Met 


Tyr 


Met 


Val Val 
285 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg Asn Arg Asp Met 


Lys 


Ser 


Val 




290 










295 










300 








Leu 


Arg 


Arg 


Pro 


His 


Gly 


Ser 


Thr 


Val 


Xaa 


Ser 


Gin His 


Leu 


Leu 


He 


305 










310 










315 








320 


Cys 


Ser 


He 


Pro 


Phe 


Val 


Gly 


Trp 


Phe 


Lys 


Lys 


Gly Ala 


Lys 


Val 


Lys 










325 










330 








335 



<210> 1980 
<211> 309 
<212> PRT 

,<213> Unknown (H3 8g898 protein) 



! <220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1) . . . (309) 

<223> Xaa = Any Amino Acid 



<400> 1980 

Met Arg Gin Asn Asn Asn He Thr Glu Phe Val Leu Leu Gly Phe Ser 

1 5 10 ^15 

Gin Asp Leu Asp Val Gin. Lys Ala Leu Phe Val lie Phe Leu Leu Thr 

20 25 30 

Tyr Leu Val Thr Val Val Gly Asn Leu Leu He Val Val Thr He He 

3 5 40 45 

Thr Ser Pro Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Cys Leu 

50 55 60 

Ser Phe He Asp Ala Ala Tyr Ser Thr Thr He Ser Pro Lys Leu He 
65 70 75 80 

Val Asp Leu Leu Cys Asp Lys Lys Thr He Ser Phe Pro Ala Cys Met 

85 90 95 

Gly Gin Leu Phe He Tyr His Leu Phe Gly Gly Ser Glu Val Phe Leu 

100 105 110 

Leu Val Val Met Ala Cys Asp His Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

His Tyr Leu Thr He Met Asn Arg Gin Val Xaa He Leu Leu Leu Val 

130 135 140 

Val Val Val Thr Gly Gly Phe Leu His Ser Val Phe Gin He Val Val 
145 150 155 160 

Val Tyr Ser Leu Ala Phe Cys Gly Pro Asn Val He Asp Tyr Phe Val 

165 170 175 

Cys Asp Met Tyr Pro Leu Leu Glu Leu Val Cys Thr Asp Thr Tyr Phe 

180 185 190 

He Gly Leu Thr Val Phe Val Asn Gly Gly Thr He Cys He Val Val 

195 200 205 

Phe Thr Leu Leu Leu He Ser Tyr Gly Val He Leu Asn Ser Leu Lys 

210 215 220 

Thr Tyr Ser Gin Glu Gly Arg His Lys Val Leu Phe Thr Cys Ser Ser 
225 230 235 240 

His He He Val Phe Ala Leu Phe Phe Val Pro Cys He Phe Met Tyr 

245 250 255 

Val Arg Pro Val Ser Asn Tyr Pro Phe Asp Lys Phe Leu Thr Val Phe 
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260 

Tyr Thr Val He Thr Pro Met Leu 
275 280 
Asn Ser Glu Met Arg Asn Ser Val 

290 295 
Leu Tyr Xaa Ser Lys 
305 



265 270 
Asn Pro Leu He Tyr Thr Leu Arg 
285 

Glu Thr Leu Leu Cys Lys Ser Xaa 
300 



<210> 1981 
<211> 313 
<212> PRT 

<213> Unknown (H38g899 protein) 
<220> 

<223> Synthetic construct 
<400> 1981 



Met 


Glu 


Arg 


He 


Asn 


Ser 


Thr 


Leu 


1 








5 








He 


Pro 


Tyr 


Pro 


Leu 


Arg 


Leu 


Arg 








20 










Leu 


He 


Tyr 


He 


Leu 


Thr 


Gin 


Leu 






35 










40 


Val 


Trp 


Ala 


Asp 


Pro 


Arg 


Leu 


His 




50 










55 




Gly 


Val 


Leu 


Ser 


Val 


He 


Asp 


Met 


65 










70 






Arg 


Leu 


Met 


Met 


Asn 


Phe 


Thr 


Leu 










85 








Gly 


Cys 


Val 


Ala 


Gin 


Leu 


Tyr 


Phe 








100 










Cys 


Phe 


Leu 


Tyr 


Thr 


Leu 


Met 


Ala 






115 










120 


Gin 


Pro 


Leu 


Arg Tyr 


Pro 


Val 


Leu 




130 










135 




Leu 


Val 


Ala 


Gly Ala 


Trp Met 


Ala 


145 










150 






Ala 


lie 


Leu 


Thr 


Phe 


Arg 


Leu 


Pro 










165 








Tyr 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Ala 








180 










Thr 


Thr 


Val 


Asn 


Glu 


Leu 


Val 


Thr 






195 










200 


Ala 


Ser 


Cys 


Phe 


Ser 


Leu 


He 


Leu 




210 










215 




Ala 


He 


Leu 


Arg 


He 


His 


Thr 


Ala 


225 










230 






Thr 


Cys 


Gly 


Ala 


His 


Val 


Thr 


Val 










245 








Ala 


Phe 


He 


Tyr 


Leu 


Arg 


Pro 


Glu 








260 










Ala 


Ala 


Leu 


Val 


Pro 


Thr 


Ala 


He 






275 










280 


Tyr 


Thr 


Leu 


Arg Asn 


Gin 


Glu 


Val 




290 










295 




Arg 


Ser 


Pro 


Arg 


Thr 


Pro 


Ser 


Glu 


305 










310 







Leu 


Thr 
10 


Ala 


Phe 


He 


Leu 


Thr 
15 


Gly 


Thr 


Leu 


Phe 


Phe 


Val 


Phe 


Phe 


Phe 


25 










30 






Gly Asn Leu 


Leu 


He 


Leu 


He 


Thr 










45 








Ala 


Arg 


Pro 


Met 
60 


Tyr 


He 


Phe 


Leu 


Ser 


He 


Ser 


Ser 


He 


lie 


Val 


Pro 






75 








80 


Gly Val 


Lys 


Pro 


He 


Pro 


Phe 


Gly 




90 










95 




Tyr 


His 


Phe 


Leu Gly Ser 


Thr 


Gin 


105 










110 






Tyr 


Asp Arg 


Tyr 


Leu 


Ala 


He 


Cys 










125 








Met 


Thr 


Ala 


Lys 
140 


Leu 


Ser 


Ala 


Leu 


Gly 


Ser 


He 


His 


Gly Ala 


Leu 


Gin 






155 










160 


Tyr 


Cys 
170 


Gly 


Pro 


Asn 


Gin 


Val 
175 


Asp 


Val 


Leu 


Arg 


Leu 


Ala 


Cys 


Ala 


Asp 


185 










190 






Phe 


Val 


Asp 


He 


Gly Val 


Val 


Val 










205 








Leu 


Ser 


Tyr 


He 
220 


Gin 


He 


He 


Gin 


Asp Gly Arg 


Arg 


Arg 


Ala 


Phe 


Ser 






235 










240 


Val 


Thr 
250 


Val 


Tyr 


Tyr 


Val 


Pro 
255 


Cys 


Thr 


Asn 


Ser 


Pro 


Leu Asp 


Gly Ala 


265 










270 






Thr 


Pro 


Phe 


Leu 


Asn 
285 


Pro 


Leu 


He 


Lys 


Leu 


Ala 


Leu 
300 


Lys 


Arg 


Met 


Leu 


Val 

















<210> 1982 
<211> 318 
<212> PRT 
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<213> Unknovm (H38g900 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 1982 

Met Gly Lys Thr Lys Asn Thr Ser Leu Asp Thr Val Val Arg Asp Phe 

1 5 10 15 

lie Leu Leu Gly Leu Ser His Pro Pro Asn lie Arg Ser Leu Leu Phe 

20 25 30 

Leu Val Phe Phe Val lie Tyr He Leu Thr Gin Leu Gly Asn Leu Leu 

35 40 45 

He Leu Leu Thr Val Trp Ala Asp Pro Lys Leu Arg Ala Arg Pro Met 

50 55 60 

Tyr He Leu Leu Gly Val Leu Ser Phe Leu Asp Met Trp Leu Ser Ser 
65 70 75 80 

Val He Val Pro Xaa He He Leu Asn Phe Thr Pro Ala Asn Lys Ala 

85 90 95 

He Pro Phe Gly Gly Cys Val Ala Gin Leu Tyr Phe Phe His Phe Leu 

100 105 110 

Gly Ser Thr Gin Cys Phe Leu Tyr Thr Leu Met Ala Tyr Asp Arg Tyr 

115 120 125 

Leu Ala He Cys Gin Pro Leu Arg Tyr Pro Val Leu Met Asn Gly Arg 

130 13 5 140 

Leu Cys Thr Val Leu Val Ala Gly Ala Trp Val Ala Gly Ser Met His 
!45 150 155 160 

Gly Ser He Gin Ala Thr Leu Thr Phe Arg Leu Pro Tyr Cys Gly Pro 

165 170 " 175 

Asn Gin Val Asp Tyr Phe He Cys Asp He Pro Ala Val Leu Arg Leu 

180 185 190 

Ala Cys Ala Asp Thr Thr Val Asn Glu Leu Val Thr Phe Val Asp He 

195 200 205 

Gly Val Val Ala Ala Ser Cys Phe Met Leu He Leu Leu Ser Tyr Ala 

210 215 220 

Asn He Val Asn Ala He Leu Lys He Arg Thr Thr Asp Gly Arg Arg 
225 230 235 240 

Arg Ala Phe Ser Thr Cys Gly Ser His Leu He Val Val Thr Val Tyr 

245 250 255 

Tyr Val Pro Cys He Phe He Tyr Leu Arg Ala Gly Ser Lys Gly Pro 

260 265 270 

Leu Asp Gly Ala Ala Ala Val Phe Tyr Thr Val Val Thr Pro Leu Leu 

275 280 285 

Asn Pro Leu He Tyr Thr Leu Arg Asn Gin Glu Val Lys Ser Ala Leu 

290 295 300 

Lys Arg He Thr Ala Gly Gin Gly Thr Glu Xaa Lys Xaa Val 
305 310 315 

<210> 1983 
<211> 310 
<212> PRT 

<213> Unknown (H38g901 protein) 
<220> 

<223> Synthetic construct 
<400> 1983 

Met Gly Lys Thr Lys Asn Thr Ser Leu Asp Ala Val Val Thr Asp Phe 
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1 5 



lie 


Leu 


Leu 


Gly 


Leu 


Ser 


His 


Pro 


Pro 








20 










ZD 


Leu 


Val 


Phe 


Phe 


He 


He 


Tyr 


T "J O 

lie 


Leu 






35 










A A 




lie 


Leu 


Leu 


Thr 


Met 


Trp Ala 


Asp 


Pro 




50 










55 






Tyr 


lie 


Leu 


Leu 


Gly Val 


Leu 


Ser 


rfie 


65 










70 








Val 


Thr 


Val 


Pro 


Arg 


Leu 


He 


Leu 


Asp 










85 










lie 


Pro 


Phe Gly 


Gly Cys 


Val 


Ala 


Gin 








100 










105 


Gly 


Ser 


Thr 


Gin 


Cys 


Phe 


Leu 


Tyr 


Thr 






115 










120 




Leu 


Ala 


He 


Cys 


Gin 


Pro 


Leu 


His 


Tyr 




130 










135 






Leu 


Cys 


Thr 


Val 


Leu 


Val 


Ala 


Gly Ala 


145 










150 








Gly 


Ser 


He 


Gin 


Ala 


Thr 


Leu 


Thr 


Phe 










165 










Asn 


Gin 


Val 


Asp 


Tyr 


Phe 


He 


Cys 


Asp 








180 










185 


Ala 


Cys 


Ala 


Asp 


Thr 


Thr 


Val 


Asn 


Glu 






195 










200 




Arg 


Val 


Val 


Ala 


Ala 


Ser 


Cys 


Phe 


Met 




210 










215 






Asn 


He 


Val 


His 


Ala 


He 


Leu 


Lys 


He 


225 










230 








Arg 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 










245 










Tyr 


Val 


Pro 


Cys 


He 


Phe 


He 


Tyr 


Leu 








260 










265 


Leu 


Asp 


Gly Ala 


Ala 


Ala 


Val 


Phe 


Tyr 






275 










280 




Asn 


Pro 


Leu 


lie 


Tyr 


Thr 


Leu 


Arg 


Asn 




290 










295 






Lys 


Arg 


He 


Thr 


Ala 


Gly 









305 310 



<210> 1984 
<211> 300 
<212> PRT 

<213> Unknown (H38g902 protein) 
<220> 

<223> Synthetic construct 
<400> 1984 

Met Phe He Leu Thr Gly Phe Thr Asp 

1 5 
Leu Phe Leu Leu Phe Phe Ala He Tyr 

20 25 
Leu Gly Leu Val Val Leu Val He Glu 

35 40 
Met Tyr Tyr Phe Leu Ser Val Leu Ser 

50 55 
Thr Val Val Thr Pro Lys Met Leu Val 
65 70 
Ser He Ser Phe He Gly Cys Ala Thr 
85 



PCT/US00/27582 



10 15 



Asn 


Leu 


Arg 


Ser 


Leu 


Leu 


pne 










30 






Thr 


Gin 


Leu 


Gly Asn 


Lieu 


Leu 








45 








Lys 


Leu 


Cys 


Ala 


Arg 


Pro 


Met 






60 










Leu 


Asp 


Met 


Trp 


Leu 


Ser 


Ser 




75 










Q A 


Phe 


Thr 


Pro 


Ser 


He 


Lys 


Ala 


90 














Leu 


Tyr 


Phe 


Phe 


His 


rile 


Leu 










110 






Leu Met Ala Tyr Asp 


Arg 


Tyr 








125 








Pro 


Val 


Leu 


Met 


Asn 


Gly 


Arg 






140 










Trp 


Val 


Ala 


Gly 


Ser 


Met 


His 




155 










160 


Arg 


Leu 


Pro 


Tyr 


Cys 


Gly 


Pro 


170 










175 




He 


Arg 


Ala 


Val 


Leu 


Arg 


Leu 










190 






Leu 


Val 


Thr 


Phe 


Val 


Asp 


Val 








205 








Leu 


He 


Leu 


Leu 


Ser 


Tyr 


Ala 






220 










Arg 


Thr Ala Asp Gly 


Arg 


Arg 




235 










240 


Leu 


He 


Val 


Val 


Thr 


Val 


Tyr 


250 










255 




Arg Ala Gly Ser 


Lys 


Asp 


Pro 










270 






Thr 


Val 


Val 


Thr 


Pro 


Leu 


Leu 








285 








Gin 


Glu 


Val 


Lys 


Ser 


Ala 


Leu 






300 










Asp 


Phe 


Glu 


Leu 


Gin 


vax 


rne 


10 










Id 




Leu 


Phe 


Thr 


Leu 


He 


Gly 


Asn 










30 






Asp 


Ser 


Trp 


Leu 


His 


Asn 


Pro 








45 








Phe 


Leu 


Asp 


Ala 


Cys 


Tyr 


Ser 






60 










Asn 


Phe 


Leu 


Ala 


Lys 


Asn 


Lys 




75 










80 


Gin 


Met 


Leu 


Leu 


Phe 


Val 


Thr 


90 










95 
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Phe Gly Thr 


Thr 


Glu 


Cys 


Phe 


T .fan 


Leu 


Ala 


Ala 


Mt=»t- 

1 1*5 K. 


Ala 


Tyr Asp 


HIS 








100 










105 










11U 






Tyr 


Val 


Ala 


He 


Tyr Asn 


Pro 


Leu 


Leu 


Tvrr 


Ser 


VQl 


oci 


Met 


Ser 


pro 






115 










120 










125 








Arg 


Val 
130 


Tyr 


Val 


Pro 


Leu 


He 
135 




Ala 


Ser 


lyx: 


Val 
vox 

1 40 

X *± \J 


Ala 
nlo 


pi ., 
oiy 


lie 


Leu 


His 


Ala 


Thr 


He 


His 


He 


Val 


Ala 
Ala 


X I1X 


DVin 




Leu 


oer 


Pne 


Cys 


Gly 


X ** J 










150 










iJJ 








160 


Ser 


Asn 


Glu 


He Arg His Val 




Cys 


Asp 


wee 


riO 


Fro 


Leu 


Leu 


Ala 










165 










1 7ft 










175 




He 


Ser 


Cys 


Ser 
180 


Asp 


Thr 


His 


X I IX 


Asn 
185 


oXll 


Leu 


Leu 


Leu 


Phe 
190 


Tyr 


Phe 


Val 


Gly Ser 


He 


Glu 


He 


Val 


TVi-r- 


lie 


Leu 


Ti- 
ne 


Val 


Leu 


He 


Ser 


Cys 






195 










200 










205 








Asp 


Phe 


He 


Leu 


Leu 


Ser 


He 


Leu 


Lys 


wet 


HIS 


Ser 


Ala 


Lys 


Gly Arg 




210 










215 










220 










Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


taiy 


Ser 


HIS 


Leu 


Thr Gly Val 


Thr 


He 


o o ^ 










230 










235 










240 


Tyr 


His 


Gly 


Thr 


He 
245 


Leu 


Val 


ser 


Tyr 


Met 
250 


Arg 


Pro 


Ser 


Ser 


Ser 
255 


Tyr 


Ala 


Ser 


Asp 


His 
260 


Asp 


He 


lie 


Val 


Ser 
265 


He 


Phe 


Tyr 


Thr 


He 
270 


Val 


He 


Pro 


Lys 


Leu 
275 


Asn 


Pro 


He 


He 


Tyr 
280 


Ser 


Leu 


Arg 


Asn 


Lys 
285 


Glu 


Val 


Lys 


Lys 


Ala 
290 


Val 


Lys 


Lys 


Met 


Leu 
295 


Lys 


Leu 


Val 


Tyr 


Lys 
300 











<210> 1985 
<211> 324 
<212> PRT 

<213> Unknown (H38g903 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(324) 

<223> Xaa = Any Amino Acid 



<400> 1985 

His Thr Glu Pro Arg Asn Leu Thr Gly Val Xaa Glu Phe Leu Leu Leu 

15 10 15 

Gly Leu Ser Glu Asp Pro Glu Leu Gin Pro Val Leu Ala Leu Leu Ser 

20 25 30 

Leu Ser Leu Ser Met Tyr Leu Val Thr Val Leu Arg Asn Leu Leu Ser 

35 40 45 

He Leu Ala Val Arg Ser Glu Ser Pro Leu His Thr Thr Met Tyr Phe 

50 55 60 

Phe Leu Ser He Leu Cys Trp Ala Asp He Gly Phe Thr Ser Ala Thr 
65 70 75 80 

Val Pro Lys Met He Val Asp Met Gin Trp Tyr Ser Lys Val He Ser 

85 90 95 

His Ala Gly Cys Leu Thr Gin Met Ser Phe Leu Val Leu Phe Ala Cys 

100 105 110 

He Glu Gly Met Leu Leu Thr Val Met Ala Tyr Asp Cys Phe Val Gly 

115 120 125 

He Cys Arg Pro Leu His Tyr Pro Val He Val Asn Pro His Leu Cys 

130 135 140 

Val Phe Phe Val Leu Val Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin 
145 150 155 160 

Leu His Ser Trp He Val Leu Gin Phe Thr He He Lys Asn Val Glu 
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165 170 175 



lie 


Ser 


Asn 


Phe 


Val 


Cys 


Asp 


Pro 


Ser 


Gin 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 








180 










185 










190 






Ser 


Asp 


Ser 


Val 


He 


Asn 


Ser 


He 


Phe 


He 


Tyr 


Phe 


Gly 


Ser 


Thr 


Met 




195 










200 










205 








Phe 


Glv 


Phe 


Leu 


Pro 


He 


Ser 


Gly 


He 


Leu 


Leu 


Ser 


Tyr 


Tyr 


Lys 


He 




210 










215 










220 










Val 


Pro 


Ser 


He 


Leu 


Arg 


He 


Ser 


Ser 


Ser 


Asp Gly Lys 


Tyr 


Lys 


Ala 


225 










230 










235 










240 


Phe 


Ser 


Thr 


Tvr 


Glv 


Ser 


His 


Leu 


Ala 


Val 


Phe 


Cys 


Xaa 


Phe Asp Gly 








245 










250 










255 




Thr 


Gly 


He 


Gly 


Val 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ala 


Pro 


Pro 


Pro 


Arg 






260 










265 










270 






Asn 


Gly 


Val 


Val 


Val 


Ser 


Val 


Lys 


Xaa 


Ala 


Val 


Val 


Thr 


Pro 


Met 


Pro 






275 










280 










285 








Asn 


Leu 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg 


Asp 


He 


Gin 


Ser 


Ala 


Leu 




290 










295 










300 










Arg 


Arg 


Leu 


Pro 


Asn 


Lys 


Thr 


Val 


Glu 


Ser 


Pro 


Xaa 


Ser 


Vdl 


Pro 




305 








310 










315 










-ion 
o z u 


Phe 


Phe 


Trp 


Cys 


























<210> 1986 




























<211> 335 




























<212> PRT 




























<213> Unknown (H38g904 protein) 


















<220> 






























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1)... 


. (335) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 1986 




























Asp 


Thr 


Asp 


Pro 


Gin 


Ser 


He 


Thr 


Asp 


Val 


Ser 


He 


Phe 


Leu 


Leu 


Leu 


1 








5 










10 










15 




Glu 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Pro 


Val 


Val 


Ala 


Gly Leu 


Phe 








20 










25 










30 






Leu 


Ser 


Met 


Cys 


Leu 


Val 


Met 


Val 


Leu 


Glv 


Asn 


Leu 


Leu 


He 


He 


Leu 






35 










40 










45 








Asp 


Val 


Ser 


Pro 


Asp 


Ser 


His 


Leu 


Pro 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 










60 










Ser 


Asn 


Leu 


Ser 


Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


65 










70 










75 










80 


Lys 


Met 


He 


Val 


Asp 


He 


Gin 


Ser 


His 


Ser 


Lys 


Val 


He 


Tyr 


Ala 


Gly 








85 










90 










95 




Cys 


Leu 


Thr 


Val 


Met 


Ser 


Leu 


Phe 


Ala 


He 


Phe Gly Gly 


Met 


Glu 


Lys 






100 










105 










110 






Asn 


Met 


Leu 


Leu 


Ser 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val 


Pro 


He 


Cys 






115 










120 










125 








His 


Pro 


Leu 


Tyr 


Arg 


Ser 


Ala 


He 


Leu 


Asn 


Pro 


Cys 


Phe 


Cys 


Gly 


Phe 




130 










135 










140 










Leu 


Asn 


Leu 


Leu 


Ser 


Phe 


Phe 


Phe 


Phe 


Leu 


Ser 


Leu 


Leu 


Asp 


Ser 


Gin 


145 










150 










155 










160 


Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Lys 


Asp 


Val 


Glu 










165 










170 










175 




He 


Pro 


Asn 


Phe 


Phe 


Trp 


Glu 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


Leu 


Ala 


Cys 








180 










185 










190 






Cys 


Asp 


Thr 


Phe 


Thr 


Arg 


Asn 


He 


Ser 


Met 


Tyr 


Phe 


Pro 


Ala 


Ala 


Val 


195 










200 










205 
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Phe Gly Phe 


Leu 


Ser 


He 


Ser 


Gly Thr 


Leu Phe 


Ser 


iyx 


Cys 


210 








215 






220 


Val Ser Ser 


He 


Leu 


Arg 


Val 


Ser Ser 


Ser Gly Gly 




Tyr 


225 






230 






235 




Phe Ser Thr 


Xaa 


Gly 


Ser 


His 


Leu Ser 


Val Val 


Cys 


AO CI 








245 








250 








Thr Gly Val 


Gly 


Glu 


Tyr 


Leu 


Gly Ser 


Asp Val 


Ser 




oer 




260 








265 








270 


Lys Gly Ala Val 


Ala 


Ser 


Val 


Met Tyr 


Thr Val 


Val 




tr J. tj 


275 










280 






285 




Asn Pro Phe 


He 


Tyr 


Ser 


Leu 


Arg Asn Gly Asp 


He 


Lys 


Ser 


290 








295 






300 




Arg Arg Pro 


Gin 


Gly 


Ser 


Thr 


Val Ser 


Ser Gin 


Tyr 


Leu 


Leu 


305 






310 






315 






Ser He Pro 


Phe 


Val 


Gly 


Trp 


Val Asn 


Lys Asp 


Ser 


Lys 


Val 






325 








330 







240 
Tyr Gly 
255 



320 

Lys 
335 

<210> 1987 
<211> 310 
<212> PRT 

!<213> Unknown (H38g905 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (310) 

<223> Xaa = Any Amino Acid 

<400> 1987 

Met Glu Asn Arg Lys Asn Val Thr Xaa Phe lie Leu Leu Gly Leu Thr 

1 5 10 15 

Gin Asn Pro Glu Gly Gin Lys Val Leu Phe Val Thr Phe Leu Leu He 

20 25 30 

Tyr He Val Thr He Met Gly Asn Leu Leu He Met Val Thr He Met 

35 40 45 

Ala Ser Gin Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Ser Leu 

50 55 60 

Ser Phe He His Thr Val Tyr Tyr Thr Ala He Ala Pro Lys Met He 
65 70 75 80 

Val Asp Leu Leu Ser Glu Lys Lys Thr He Ser Phe Gin Gly Cys Met 

85 90 95 

Ala Gin Leu Phe Met Asp His Leu Phe Ala Gly Ala Glu Val He Leu 

100 105 110 

Leu Val Val Met Ala Tyr Asp Gin Tyr Val Ala He Cys Lys Pro Leu 

H5 120 125 

His Tyr Leu He He Met Asn Arg Arg Val Cys Val Leu Met Leu Leu 

130 135 140 

Val Ala Trp He Gly Gly Phe Leu His Ser Leu Val Gin Phe Leu Phe 
145 150 155 160 

He Tyr Gin Leu Pro Phe Cys Gly Pro Asn Val He Asp Asn Phe Leu 

165 170 175 

Cys Asp Leu Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asn Thr Tyr Val 

180 185 190 

Thr Gly Leu Ser Met He Ala Asn Gly Gly Ala He Cys Thr Val Thr 

195 200 205 

Phe Phe Pro Leu Leu Leu Ser Tyr Gly Val He Leu Pro Ser Leu Lys 

210 215 220 

Thr Gin Ser Leu Glu Gly Lys Cys Lys Ala Phe Tyr Thr Cys Ala Ser 
225 230 235 " 240 

His He Thr Val He Thr Leu Phe Phe Val Pro Cys He Phe Leu Leu 
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245 

Ala Arg Pro Asn Ser Thr Phe Pro 
260 

Leu Thr Cys lie Thr Pro Met Leu 
275 280 
Asn Ala Glu Met Lys Ser Ala Met 

290 295 
Ser Leu Ala Gly Lys Gly 
305 310 

<210> 1988 
<211> 308 
<212> PRT 

<213> Unknown (H38g906 protein) 
<220> 

<223> Synthetic construct 



<400> 1988 



His 


Met 


Pro 


Pro 


Asn 


Asn 


Val 


Thr 


Glu 


Phe 


Ti- 
ne 


Leu 


Leu Gly 


Leu 


X A IX. 


1 






5 










10 










15 




Gin 


Asn 


Pro 


His 


Leu 


Gin 


Lys 


He 


Leu 


Phe 


lie 


vai 


Phe 


Leu 


Phe 


Tip 
lie 








20 










25 










30 






Phe 


Leu 


Phe 


Thr 


Met 


Leu 


Ala 


Asn 


Leu 


Phe 


He 


Val 


He 


Thr 


He 


Cay* 






35 










40 


















Cys 


Ser 


Pro 


Thr 


Leu 


Ser 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 


Tyr 


Leu 


50 










55 










60 








He 


Ser 


Phe 


He 


Asp 


Ala 


Ser 


Tyr 


Thr 


Ser 


Val 


Thr 


Thr 


Pro 


Lys 


Met 


65 








70 










75 










80 


Thr 


Asp 


Leu 


Leu 


Tyr 


Gin 


Arg 


Arg 


Thr 


He 


Ser 


Leu 


Ala 


Gly Cys 


Leu 








o3 










90 










95 




Thr 


Gin 


Ij6U 


Phe 


Val 


Glu 


His 


Leu 


Leu 


Gly 


Gly 


Ser 


Glu 


He 


He 


Leu 








100 










105 










110 






Leu 


He 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 










120 










125 






Val 


His 


Tyr 


Thr 


Thr 


He 


Met 


Gin Gin Gly 


He 


Cys 


His 


Leu 


Leu 


Val 




130 










135 










140 










lie 


Ala 


Trp 


He 


Gly 


Gly 


He 


Leu 


His 


Ala 


Thr 


Val 


Gin 


He 


Leu 


Phe 


145 








150 










155 










160 


Met 


Thr 


Asp 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Val 


He 


Asp 


His 


Phe 


Met 








165 










170 










175 




Cys 


Asp 


Leu 


Phe 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Arg 


Asp 


Thr 


Tyr 


Arg 




180 










185 










190 






Leu Gly 


Met 


Leu 


Val 


Ala 


Ala 


Asn 


Ser Gly 


Ala 


Met 


Cys 


Leu 


Leu 


He 






195 










200 










205 








Phe 


Ser 


Leu 


Leu 


Val 


He 


Ser 


Tyr 


He 


Val 


He 


Leu 


Ser 


Ser 


Leu 


Lys 




210 










215 










220 










Ser 


Tyr 


Ser 


Ser 


Glu 


Gly 


Gin 


His 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


225 










230 










235 










240 


His 


Phe 


Thr 


Val 


Val 


Val 


Leu 


Phe 


Phe 


Val 


Pro Cys 


He 


Phe 


Thr 


Tyr 










245 










250 










255 




Met 


His 


Pro 


Val 


Val 


Thr 


Tyr 


Ser 


Val 


Asp 


Lys 


Leu 


Val 


Thr 


Val 


Phe 








260 










265 










270 






Phe 


Ala 


He 


Leu 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


He 


He 


Tyr 


Thr 


Val 


Arg 






275 










280 










285 








Asn 


Thr 


Glu 


Val 


Lys 


Asn 


Ala 


Val 


Arg 


Ser 


Leu 


Leu 


Arg 


Lys 


Arg 


Val 




290 










295 










300 










Thr 


Val 


Tyr 


Ala 



























305 

<210> 1989 



250 255 
He Asp Lys Ser Met Thr Val Val 
265 270 
Lys Pro Leu He Tyr Ala Leu Arg 
285 

Arg Lys Leu Trp Ser Glu Lys Val 
300 
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<211> 166 
<212> PRT 

<213> Unknown (H38g907 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(166) 

<223> Xaa = Any Amino Acid 



<400> 1989 



Met 


Tyr 


Thr 


Thr 


Leu 


Leu 


Met 


Ala 


Arg 


Leu 


Cys 


Leu 


Cys Ala Asp Asn 


1 








5 










10 










15 


Val 


He 


Pro 


His 
20 


Ser 


Phe 


Cys 


Asp 


Met 
25 


Ser 


Ala 


Leu 


Leu 


Lys 
30 


Leu Ala 


Leu 


Ser 


Asp 
35 


Thr 


Arg 


Val 


Asn 


Glu 
40 


Xaa 


Val 


He 


Phe 


He 
45 


Met 


Gly Gly 


Leu 


He 


Leu 


Val 


He 


Pro 


Ser 


He 


Leu 


He 


Leu 


Gly 


Ser 


Tyr 


Ala Arg 




50 










55 










60 






He 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Pro 


Ser 


Ser 


Lys 


Cys 


He 


Cys Lys 


65 










70 










75 








80 


Ala 


Phe 


Ser 


Thr 


Cys 
85 


Gly 


Ser 


His 


Leu 


Ser 
90 


Val 


Val 


Ser 


Leu 


Phe Tyr 
95 


Gly 


Thr 


Val 


He 
100 


Gly 


Leu 


Tyr 


Leu 


Cys 
105 


Ser 


Ser 


Ala 


Asn 


Ser 
110 


Ser Thr 


Leu 


Lys 


Asp 
115 


Thr 


Val 


Met 


Ala 


Met 
120 


Met 


Tyr 


Thr 


Val 


Val 
125 


Thr 


Pro Met 


Leu 


Asn 


Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Arg Asp 


Met 


Lys 


Gly Ala 




130 










135 










140 








Leu 


Ser 


Arg 


Val 


He 


His 


Gin 


Lys 


Lys 


Thr 


Phe 


Phe 


Ser 


Leu 


Xaa Xaa 


145 










150 










155 








160 


Xaa 


His 


Leu 


Glu 


Leu 
165 


Leu 





















<210> 1990 
<211> 333 
<212> PRT 

<213> Unknown (H38g908 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (333) 

<223> Xaa = Any Amino Acid 



<400> 1990 



Met 


Gly 


Pro 


Lys 


Asn 


Leu 


Thr 


Arg 


Val 


Leu 


Glu 


Phe 


Phe 


Leu 


Leu 


His 


1 








5 










10 










15 




Phe 


Leu Asp 


Asp 


Leu 


Glu 


Leu 


Gin 


Pro 


Phe 


Leu 


Ser 


Gly Cys 


Pro 


Xaa 








20 










25 










30 






Thr 


Met 


His 
35 


Leu 


Val 


Thr 


Val 


Leu 
40 


Ala 


Asn 


Leu 


Leu 


Thr 
45 


Ser 


Phe 


Xaa 


Leu 


Ser 
50 


Ala 


Leu 


Pro 


His 


Leu 
55 


His 


Asn 


Pro 


Met 


Asn 
60 


Phe 


Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


He 


Gly 


Phe 


Thr 


Pro 


Ala 


Thr 


He 


Ser 


Lys 


He 


Thr 


Val 


65 










70 










75 










80 


Asp 


Leu 


Gin 


Thr 


His 
85 


Ser 


Arg 


He 


He 


Leu 
90 


Tyr 


Met 


Ser 


Cys 


Leu 
95 


Lys 


Xaa 


Met 


Ser 


Phe 


Lys 


He 


lie 


Phe 


Gly 


Cys 


Leu 


His 


Asn 


Leu 


Leu 


Met 
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100 105 110 



Thr 


Val 


Met 
115 


Ala 


Tyr 


Asp 


Pro 


Phe 
120 


Val 


Ala 


Thr 


Cys 


His 
125 


Leu 


Leu 


Tyr 


Tyr 


Thr 


Val 


He 


Arg 


Asn 


Pro 


His 


Leu 


Cys 


Gly 


Leu 


Leu 


Leu 


Leu 


Val 


130 










135 










140 










Ser 


Leu 


Phe 


Ser 


Leu 


Ser 


Phe 


Phe 


Phe 


Leu 


He 


Ser 


Leu 


Leu 


Glu 


Thr 


145 










150 










155 










160 


Gin 


Leu 




Ser 


Leu 


Met 


Val 


Ser 


Gin 


Val 


Leu 


Cys 


Met Gin Asp 


Val 








165 










170 










175 




Asp 


He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Pro 


Ser 


Gin 


Phe 


Leu 


His 


Leu 


Ser 






180 










185 










190 








Ser 


Asp 
195 


Thr 


Ala 


Thr 


Asn 


Asn 
200 


Thr 


Leu 


Met 


His 


Phe 
205 


He 


Glv 


Ala 


He 


Phe 


Cys 


Gly 


Pro 


Phe 


Ser Gly 


He 


Leu 


Tyr 


Cys 


1 y x 


Thr 


Gin 


He 




210 










215 










220 










Met 


Phe 


Ser 


He 


Leu 


He 


Thr 


Leu 


Xaa 


Asn 


Val 


Gly 


Ser 


He 


Lys 


Gin 


Z> £* +J 










230 










235 










240 






Ser 


Thr 


His 
245 


Arg 


Ser 


His 


Leu 


Ser 
250 


Val 


Val 


Cys 


Leu 


Phe 
255 


Tyr 


Gly 


Thr 


Gly 


Leu Gly Val 


Tyr 


Leu 


Ser 


Leu 


Ala 


Gly 


Ser 


Pro 


Ser 


Pro 








260 










265 










270 






Arg 


Thr 


Gly 
275 


Val 


Val 


Ala 


Ser 


Met 
280 


Val 


Tyr 


Thr 


Thr 


Val 
285 


Thr 


Leu 


Met 


Leu 


Asn 
290 


Pro 


Val 


He 


His 


Ser 
295 


Leu 


Arg 


Asn 


Arg 


Asp 
300 


He 


Lys 


Asn 


Thr 


Trp 


Trp 


Trp 


Leu 


Leu 


Ser 


He 


Thr 


Ala 


Trp 


Tyr 


Gin 


Tyr 


Leu 


Cys 


Tyr 


305 










310 










315 










320 


Pro 


Leu 


Trp 


Ser 


Val 

325 


Val 


Arg 


Lys 


Asn 


Ser 
330 


Lys 


Leu 


Lys 









<210> 1991 
<211> 308 
<212> PRT 

<213> Unknown (H38g909 protein) 
<220> 

<223> Synthetic construct 



<400> 1991 



Met 


Gly 


Thr 


Ser 


Asn 


Asn 


Glu 


Thr 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


He 


Thr 


1 








5 










10 










15 




Lys 


Asn 


Pro 


Glu 
20 


Leu 


Arg 


Lys 


He 


Phe 
25 


Ser 


Ala 


Leu 


Phe 


Leu 
30 


Ala 


Met 


Tyr 


Val 


Thr 


Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Phe 


He 


Val 


Val 


Thr 


Leu 


Ala 




35 










40 










45 








Ala 


Ser 
50 


Trp 


Ser 


Leu 


Arg 


Ser 
55 


Pro 


Met 


Tyr 


Phe 


Ser 
60 


Leu 


Thr 


Ser 


Leu 


Ser 


Leu 


Met 


Gly Ala 


Thr 


Tyr 


Ser 


Ser 


He 


Thr 


Ala 


Pro 


Lys 


Met 


Thr 


65 










70 










75 










80 


Val 


Asp 


Ser 


Leu 


Arg 


Ser 


Thr 


Thr 


He 


Ser 


Leu 


Glu 


Gly Cys 


Met 


Thr 










85 










90 










95 




Gin 


Leu 


Phe 


Ala 
100 


Glu 


His 


Phe 


Ser 


Asp 
105 


Gly 


Val 


Ala 


He 


He 
110 


Leu 


Leu 


Thr 


Val 


Met 
115 


Val 


Cys 


Asp 


Cys 


Tyr 
120 


Glu 


Ala 


He 


Ser 


Lys 
125 


Pro 


Leu 


His 


Asp 


Thr 


Thr 


He 


Met 


Ser 


Pro 


Arg Val 


Cys 


Cys 


Leu 


Leu 


Val 


Val 


Glu 




130 










135 










140 










Ala 


Trp 


Val 


Gly Gly 


Leu 


Thr 


His 


Ala 


Thr 


He 


Gin 


Leu 


Phe 


Phe 


Phe 


145 










150 










155 










160 


Leu 


Tyr 


Gin 


He 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


He 


He 


Asp 


His 


Phe 


He 








165 










170 










175 
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Cvs 


AsD 


Leu 


Phe 
180 


Pro 


Leu 


Leu 


ujr * 


Leu 
185 


Ala 


Tyr 


Met 


Asp 


Thr 
190 


Hie Mpt- 


Leu 


Glv 


Leu 


Leu 


Val 


He 


Leu 


Asn 


Ser Gly Val 


Met 




Met 


Ala He 






195 










200 










205 






Phe 


Leu 
210 


He 


Leu 


He 


Ala 


Ser 
215 




He 


Val 


Thr 


Leu 
220 








Ser 


Cvs 


Ser 


Ser 


Val 


Glv 


Arg 




Asn 


Thr 


Leu 










225 










230 










235 








240 


His 


His 


Thr 


Val 


Val 
245 


He 


Leu 


Phe 


Phe 


Val 
250 


Glu 




Tip 




255 


He 


Arg 


Pro 


Val 
260 


Val 


Thr 


Tyr 


Pro 


He 
265 


Asp 


Lys 


Asp 


Met 


Ala 
270 


He Ser 


Phe 


Thr 


He 
275 


Val 


Ala 


Pro 


Met 


Leu 
280 


Asn 


Pro 


Leu 


He 


Tyr 
285 


Thr 


Leu Arg 


Gly 


He 
290 


Lys 


Val 


Lys 


Asn 


Ala 
295 


He 


Arg 


Lys 


Met 


Trp 
300 


Met 


Lys 


Gin Gly 



Thr Leu Gly Gly 
305 



<210> 1992 
!<211> 318 
<212> PRT 

<213> Unknown (H38g910 protein) 
<220> 

<223> Synthetic construct 



<221> VARIANT 

<222> (1)...{318) 

<223> Xaa = Any Amino Acid 



<400> 1992 

Met Ala Pro Thr Asn Leu Thr Ser Ala Pro Val Phe Leu Leu Leu Gly 

1 5 10 15 

Leu Val Asp Gly Thr Asp Ala His Pro Leu Leu Phe Leu Leu Cys Leu 

20 25 30 

Gly He Tyr Leu Leu Asn Ala Leu Ser Asn Leu Ser Met Val Ala Leu 

35 40 45 

Val Arg Ser Asp Gly Ala Leu Arg Ser Pro Met Tyr Tyr Phe Leu Gly 

50 55 60 " 

His Leu Ser Leu Val Asp Val Cys Phe Thr Thr Val Thr Val Pro Arg 
65 70 75 80 

Leu Leu Ala Gly Leu Leu His Pro Gly Gin Ala He Ser Phe Gin Ala 

85 90 95 

Cys Leu Ala Glu Met Tyr Phe Phe Val Thr Leu Gly He Thr Glu Ser 

100 105 110 

Tyr Leu Met Ala Ala Met Ser Xaa Arg Ala Arg Arg Arg Val Pro Ala 

115 120 125 

Pro Leu Tyr Gly Ala Leu Val Thr Pro Ser Ala Cys Ala Ser Leu Val 

130 135 140 

Arg Ala Ser Trp Ala Val Thr His Leu His Ser Leu Leu His Thr Leu 
145 150 155 160 

Leu Leu Ser Ala Leu Ser Tyr Pro Tyr Pro Thr Pro Val Arg Pro Phe 

165 170 175 

Phe Cys Asp Met Thr Val Met Leu Ser Leu Ala Thr Ser Asp Thr Ser 

180 185 190 

Ala Ala Glu Thr Ala He Phe Ser Glu Gly Leu Ala Val Val Leu Ala 

195 200 205 

Pro Leu Leu Leu Val Phe Leu Ser Tyr Ala Arg He Leu Val Ala Val 

210 215 220 

Leu Gly Leu Pro Arg Pro Arg Arg Ala Phe Ser Thr Cys Gly Ala His 
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??5 

■J 










230 










235 










240 


Jjcu 


vox 


Ala 


Val 


Ala 


Val 


Ala 


Leu 


Phe 


Phe 


Gly 


Ser 


Val 


Leu 


Ser 


Val 










245 










250 










255 




Tyr 


Phe 


Pro 


Pro 


Ser 


Ser 


Ala 


Tvr 


Ser 


Ala 


Arg 


Tyr 


Asp 


Arg 


Leu 


Ala 






260 










265 










270 






Ser 


Val 


Val 


Tyr 


Ala 


Val 


lie 


Thr 


Pro 


Thr 


Leu 


Asn 


Pro 


Phe 


He 


Asn 






275 








280 










285 








Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Gly Ala 


Leu 


Lys 


Arg Gly 


Leu 


Arg 




290 










295 










300 










Trp Arg 


Ala 


Ala 


Pro 


Gin 


Glu 


Ala 


Trp 


Arg 


Ala 


Asn 


Leu 


Ala 






305 










310 










315 













<210> 1993 
<211> 311 
<212> PRT 

<213> Unknown (H38g911 protein) 



<220> 

<223> Synthetic construct 



<400> 1993 
Met Lys Gly Ala 
1 

Leu Thr Thr Asp 
20 

Gly Met Tyr Thr 
35 

He His Val Ser 
50 

Ser Leu Ser Phe 
65 

Thr Leu Val Asn 

Cys Met Thr Gin 
100 

Tyr Leu He Ala 
115 

Pro Leu Leu Tyr 
130 

He Val Gly Ser 
145 

Gly Cys He Phe 

Phe Phe Cys Asp 
180 

Ser Leu Cys Glu 
195 

Ser Cys Thr Leu 
210 

He Leu Lys Met 
225 

Cys Ala Ser His 

Phe Met Tyr Leu 
260 

Thr Val Ala Val 
275 

Met Tyr Ser Leu 
290 

Trp Gly Arg Lys 
305 



Asn 


Leu 


Ser 


Gin 


5 








Pro 


Gin 


Leu 


Gin 


Ala 


Thr 


Leu 


Leu 








40 


Ala 


Thr 


Leu 


His 






55 




Leu 


Asp 


Phe 


Cys 




70 






Phe 


Leu 


Ala 


Lys 


85 








Met 


Phe 


Phe 


Tyr 


Ala 


Met 


Ala 


Tyr 








120 


Ser 


Thr 


He 


Met 






135 




Tyr 


Ser 


Ala 


Gly 




150 






Ser 


Leu 


Lys 


Phe 


165 








Gly 


Pro 


Pro 


He 


He 


Leu 


Leu 


Phe 








200 


Thr 


He 


Leu 


He 






215 




Ser 


Ser 


Ala 


Gin 




230 






Leu 


Thr 


Ala 


He 


245 








Arg 


Pro 


Arg 


Ser 


He 


Tyr 


Thr 


Val 








280 


Arg 


Asn 


Lys 


Asp 






295 




Thr 


Met 


Glu 






310 







Gly Met 


Glu 


Phe 




10 






Arg 


Leu 


Leu 


Phe 


25 








Gly Asn 


Leu 


Val 


Thr 


Pro 


Met 


Tyr 








60 


Tyr 


Ser 


Ser 


Thr 






75 




Arg 


Lys 


Val 


He 




90 






Ala 


Gly 


Phe 


Ala 


105 








Asp Arg 


Tyr 


Ala 


Ser 


Pro 


Glu 


Val 








140 


Phe 


Leu 


Asn 


Ser 






155 




Cys 


Gly Ala 


His 




170 






Leu 


Ser 


Leu 


Ser 


185 








He 


Phe 


Ala 


Gly 


Ser 


Tyr 


Phe 


Leu 








220 


Gly Arg 


Phe 


Lys 






235 




Cys 


Leu 


Phe 


Phe 




250 






Ser 


Tyr 


Ser 


Leu 


265 








Val 


He 


Pro 


Val 


Val 


Lys 


Lys 


Ala 








300 



Glu Leu Leu Gly 
15 

Val Val Phe Leu 
30 

Met Phe Leu Leu 
45 

Ser Leu Leu Lys 

Val Val Pro Gin 
80 

Ser Tyr Phe Gly 
95 

Thr Ser Glu Cys 
110 

Ala He Cys Asn 
125 

Cys Ala Ser Leu 

Leu He His Thr 
160 

Val Val Thr His 
175 

Cys Val Asp Thr 
190 

Phe Asn Leu Leu 
205 

He Leu Asn Thr 

Ala Phe Ser Thr 
240 

Gly Thr Thr Leu 
255 

Thr Gin Asp Arg 
270 

Leu Asn Pro Leu 
285 

Leu He Lys Val 
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<210> 1994 
<211> 316 
<212> PRT 

<213> Unknown (H38g912 protein) 
<220> 

<223> Synthetic construct 
<400> 1994 

Met Gin Asn Gin Ser Phe Val Thr Glu Phe Val Leu Leu Gly Leu Ser 

1 5 10 15 

Gin Asn Pro Asn Val Gin Glu lie Val Phe Val Val Phe Leu Phe Val 

20 25 30 

Tyr He Ala Thr Val Gly Gly Asn Met Leu He Val Val Thr He Leu 

35 40 . 45 

Ser Ser Pro Ala Leu Leu Val Ser Pro Met Tyr Phe Phe Leu Gly Phe 

50 55 60 

Leu Ser Phe Leu Asp Ala Cys Phe Ser Ser Val He Thr Pro Lys Met 
65 70 75 80 

i He Val Asp Ser Leu Tyr Val Thr Lys Thr He Ser Phe Glu Gly Cys 

85 90 95 

Met Met Gin Leu Phe Ala Glu His Phe Phe Ala Gly Val Glu Val He 

100 105 110 

Val Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro 

115 120 125 

Leu His Tyr Ser Ser He Met Asn Arg Arg Leu Cys Gly He Leu Met 

130 135 140 

Gly Val Ala Trp Thr Gly Gly Leu Leu His Ser Met He Gin He Leu 
145 150 155 160 

Phe Thr Phe Gin Leu Pro Phe Cys Gly Pro Asn Val He Asn His Phe 

165 170 175 

Met Cys Asp Leu Tyr Pro Leu Leu Glu Leu Ala Cys Thr Asp Thr His 

180 185 190 

He Phe Gly Leu Met Val Val He Asn Ser Gly Phe He Cys He He 

195 200 205 

Asn Phe Ser Leu Leu Leu Val Ser Tyr Ala Val He Leu Leu Ser Leu 

210 215 220 

Arg Thr His Ser Ser Glu Gly Arg Trp Lys Ala Leu Ser Thr Cys Gly 
225 230 235 240 

Ser His He Ala Val Val He Leu Phe Phe Val Pro Cys He Phe Val 

245 250 255 

Tyr Thr Arg Pro Pro Ser Ala Phe Ser Leu Asp Lys Met Ala Ala He 

260 265 270 

Phe Tyr He He Leu Asn Pro Leu Leu Asn Pro Leu He Tyr Thr Phe 

275 280 285 

Arg Asn Lys Glu Val Lys Gin Ala Met Arg Arg He Trp Asn Arg Leu 

290 295 300 

Met Val Val Ser Asp Glu Lys Glu Asn He Lys Leu 
305 310 315 

<210> 1995 
<211> 310 
<212> PRT 

<213> Unknown (H38g913 protein) 
<220> 

<223> Synthetic construct 
<400> 1995 

Met Gin Leu Asn Asn Asn Val Thr Glu Phe He Leu Leu Gly Leu Thr 
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x 5 10 15 

Gin Asp Pro Phe Trp Lys Lys He Val Phe Val He Phe Leu Arg Leu 

20 25 30 

Tyr Leu Gly Thr Leu Leu Gly Asn Leu Leu He He He Ser Val Lys 

35 40 45 

Ala Ser Gin Ala Leu Lys Asn Pro Met Phe Phe Phe Leu Phe Tyr Leu 

50 55 60 

Ser Leu Ser Asp Thr Cys Leu Ser Thr Ser He Ala Pro Arg Met He 
65 70 75 80 

Val Asp Ala Leu Leu Lys Lys Thr Thr He Ser Phe Ser Glu Cys Met 

85 90 95 

He Gin Val Phe Ser Ser His Val Phe Gly Cys Leu Glu He Phe He 

100 105 HO 

Leu He Leu Thr Ala Val Asp Arg Tyr Val Asp He Cys Lys Pro Leu 

115 120 125 

His Tyr Met Thr He He Ser Gin Trp Val Cys Gly Val Leu Met Ala 

130 135 140 

Val Ala Trp Val Gly Ser Cys Val His Ser Leu Val Gin He Phe Leu 
145 150 155 160 

Ala Leu Ser Leu Pro Phe Cys Gly Pro Asn Val He Asn His Cys Phe 

165 170 175 

Cys Asp Leu Gin Pro Leu Leu Lys Gin Ala Cys Ser Glu Thr Tyr Val 

180 185 190 

Val Asn Leu Leu Leu Val Ser Asn Ser Gly Ala He Cys Ala Val Ser 

195 200 205 

Tyr Val Met Leu He Phe Ser Tyr Val He Phe Leu His Ser Leu Arg 

210 215 220 

Asn His Ser Ala Glu Val He Lys Lys Ala Leu Ser Thr Cys Val Ser 
225 230 235 240 

His He He Val Val He Leu Phe Phe Gly Pro Cys He Phe Met Tyr 

245 250 255 

Thr Cys Pro Ala Thr Val Phe Pro Met Asp Lys Met He Ala Val Phe 

260 265 270 

Tyr Thr Val Gly Thr Ser Phe Leu Asn Pro Val He Tyr Thr Leu Lys 

275 280 285 

Asn Thr Glu Val Lys Ser Ala Met Arg Lys Leu Trp Ser Lys Lys Leu 

290 295 300 

He Thr Asp Asp Lys Arg 
305 310 

<210> 1996 
<211> 321 
<212> PRT 

<213> Unknown (H38g914 protein) 
<220> 

<223> Synthetic construct 

< 2 2 1> * VARIANT 

<222> (1)...(321) 

<223> Xaa = Any Amino Acid 

<400> 1996 

Met Glu Thr Thr Asn His Ser Ala Val Thr Glu Phe Phe Leu Val Gly 

15 10 15 

Leu Ser Gin Tyr Pro Glu Leu Gin Leu Phe Leu Phe Leu Leu Cys Leu 

20 25 30 

He Met Tyr Met He He Leu Leu Gly Asn Ser Phe Leu He He He 

35 40 45 

Thr He Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 
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Asn 


Leu 


Ser 


Phe 


Leu 


Gly 


He Cys 


Tyr 


Thr 


Ser 


Ser 


Ser 


He 


* A vJ 


Pro 


65 










70 








75 










ftO 


Met 


Leu 


lie 


lie 


Phe 


Val 


Ser Glu 


Arg 


Lys 


Ser 


He 


Ser 


Phe 


Tip 












85 








90 










95 


Cys 


Ala 


Leu 


Gin 


Met 


Val 


Val Ser 


Leu 


Gly 


Leu 


Gly 


Ser 


He 


Glu 










100 








105 










110 




lie 


Leu 


Leu 


Ala 


Val 


Met 


Ala Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


Cys 


Asn 






115 








120 










125 








Pro 


Leu 


Ara 


Tvr 


Ser 


lie 


He Met 


Asn 


Arg 


Val 


Leu 


Tvr 


Val 


Gin 


Met- 
ric L. 




130 










135 








140 










Ala 


Ala 


Tro 


Ser 


Tro 


lie 


He Gly Cys 


Leu 


Thr 


Ser 


Leu 


Leu 


Arg 


A 1 11 


145 










150 








155 










A D \J 


Val 


Leu 


Thr 


Met 


Met 


Leu 


Pro Phe 


Cys 


Gly Asn Asn 


lie 


He Asp 


nis 










165 








170 










175 




Leu 


Thr 


Cvs 


Glu 


lie 


Leu 


Ala Leu 


Leu 


Lys 


Val 


He 




Ser 


Asp 


lie 








180 








185 










190 






Ser 


lie 


Asn 


Val 


Phe 


lie 


Met Thr 


Val 


Ser 


Ser 


He 


val 


Leu 


Leu 


Val 






195 








200 


















lie 


Leu 


Leu 


Tit* 

J- -A C 


Phe 


He 


Ser Tyr 


Val 


Phe 


He 


Leu 


Ser 


Ser 


He 


Leu 




210 










215 








220 










Arg 


lie 


TV c; y-» 
rVoii 




r\ J- d 


Glu Gly Arg 


Lys 


Lys 


Ala 


Phe 


rflc 


Thr 


Cys 


Ser 


225 










230 








235 










O A ft 

z *± u 


Ala 


His 


Leu 


Thr 


v ai 


Val 


He Leu 


Phe 


Tyr 


Gly 


Ser 


val 


Leu 


Phe 


Met 










** j 








250 










255 




His 


Met 


Lys 


Pro 


Lys 


Ser 


Lys Phe 


Thr 


Thr 


Ala 


Ser 


ASp 


Glu 


He 


lie 








zbU 








265 










270 






Gly Leu 


Ser 


Tyr 


Glu 


Val 


He Thr 


Pro 


Met 


Asn 


Pro 


He 


He 


Tyr 


Ser 






275 








280 










285 








Leu 


Arg 


Asn 


Lys 


Glu 


He 


Lys Glu 


Ala 


Val 


Lys 


Lys 


He 


Leu 


Ser 


Arg 




290 










295 








300 










His 


Val 


His 


Leu 


Trp 


Lys 


He Xaa 


Lys 


Ala 


Leu 


Arg 


His 


Val 


Thr 


Phe 


305 










310 








315 










320 


Ser 































<210> 1997 
<211> 177 
<212> PRT 

<213> Unknown (H38g915 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(177) 

<223> Xaa = Any Amino Acid 



<400> 1997 



Ala 


Val 


Xaa 


Trp 


He 


Ser 


Ala 


Glu 


Phe 


Ala 


Leu 


Pro 


Met 


Tyr 


Phe 


Phe 


1 








5 










10 










15 




Leu 


Lys 


Asn 


Leu 
20 


Ser 


Val 


Leu 


Asp 


Leu 
25 


Cys 


Tyr 


He 


Ser 


Val 
30 


Thr 


Val 


Pro 


Lys 


Ser 
35 


He 


Arg 


Asn 


Ser 


Leu 
40 


Thr 


Arg 


Arg 


Ser 


Ser 
45 


He 


Ser 


Tyr 


Leu 


Gly 
50 


Cys 


Val 


Ala 


Gin 


Ala 
55 


Tyr 


Phe 


Phe 


Ser 


Ala 
60 


Phe 


Ala 


Ser 


Ala 


Glu 


Leu 


Ala 


Phe 


Leu 


Thr 


Val 


Met 


Ser 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


He 


65 










70 










75 










80 


Cys 


His 


Pro 


Leu 


Gin 


Tyr 


Arg 


Ala 


Val 


Met 


Thr 


Ser 


Gly Gly Cys 


Tyr 










85 










90 










95 




Gin 


Met 


Ala 


Val 


Thr 


Thr 


Trp 


Leu 


Ser 


Cys 


Phe 


Ser 


Tyr 


Ala 


Ala 


Val 



1165 

BNSDOQO: <WO_01271S8A2_I_> 



WO 01/27158 



PCT/US00/27582 



100 

His Thr Gly Asn Met Phe Arg Glu 
115 120 
His Gin Phe Phe Arg Asp He Pro 

130 135 
Glu Val Phe Phe Val Glu Leu Xaa 
145 150 
Asp Leu Gly Cys Phe He Pro Met 
165 

Leu 



105 110 
His Val Cys Arg Ser Asn Val He 
125 

Gin Val Leu Ala Leu Val Ser Xaa 
140 

Pro Ser Pro Glu Pro Gin Cys Leu 
155 160 
Met He Ser Asn Phe Pro Asn Leu 
170 175 



<210> 1998 
<211> 191 
<212> PRT 

<213> Unknown (H38g916 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 
,<222> (1)...(191) 
<223> Xaa = Any Amino Acid 

<400> 1998 



Val 


Xaa 


Trp 


He 


Ser 


Ala 


Glu 


Phe 


1 








5 








Ser 


Asp 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 








20 










Gin 


Met 


Leu 


Val 


Asn 


Leu 


Trp 


Gly 
















40 


Gly 


Cys 


Ser 


Val 


Gin 


Leu 


Phe 


He 




50 










55 




Cys 


He 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


65 










70 






Gin 


Pro 


Leu 


His 


Tyr 


Ala 


Thr 


He 










85 








Leu 


Ala 


Ser 


Val 


Ala 


Trp 


Val 


Met 








100 










Thr 


Ser 


Ser 


Thr 


Leu 


His 


Leu 


Pro 






115 










120 


Asp 


Phe 


Leu 


Cys 


Glu 


Val 


Pro 


Ser 




130 










135 




Thr 


Ser 


Tyr 


Asn 


Glu 


He 


Gin 


Leu 


145 










150 






Asp 


Val 


Pro 


Leu 


Ser 


Leu 


He 


Leu 










165 








Ala 


Gly 


Leu 


Arg 


He 


Asn 


Phe 


Ala 








180 











<210> 1999 
<211> 134 
<212> PRT 

<213> Unknown (H38g921 protein) 
<220> 

<223> Synthetic construct 
<400> 1999 

Cys Tyr Pro Leu Gin Leu Arg Lys 
1 5 



Ala 


Leu 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 




10 










15 




Cvs 


Phe 


Thr 


Thr 


Ser 


Cys 


Val 


Pro 


25 










30 






Pro 


Lys 


Lys 


Thr 


He 


Ser 


Phe 


Leu 










45 








Phe 


Leu 


Ser 


Leu 


Gly Thr 


Thr 


Glu 








60 










Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


Val 


Cys 






75 










80 


He 


His 


Pro 


Arg 


Leu 


Cys 


Trp 


Gin 




90 










95 




Ser 


Leu 


Val 


Gin 


Ser 


He 


Val 


Gin 


105 










110 






Phe 


Cys 


Pro 


His 


Gin 


Gin 


He 


Asp 










125 








Leu 


He 


Arg 


Leu 


Ser 


Xaa 


Gly 


Asp 








140 










Thr 


Val 


Ser 


Ser 


Val 


He 


Leu 


Val 






155 










160 


Ala 


Ser 


Tyr 


Gly Ala 


Thr 


Ala 


Gin 




170 










175 




Lys 


Ala 


Trp 


Lys 


Lys 


Gly 


Leu 




185 










190 






Pro 


Phe 


Met 


Ser 


Ser 


Leu 


Ala 


Leu 




10 










15 
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Gin 


Ala 


Gin 


Ala 


TrD 


Pro 


Trp 


Val 


Pro 


Gly Ser Gly Gly 


Phe 


Val 


Ala 








20 










25 






30 






He 


Ala 


Val 
35 


Pro 


Thr 


Ser 


Pro 


Ser 
40 


Ser 


Ser Gly Leu 


Ser 
45 


Phe 


Cys 


Gly 


Pro 


Pro 
50 


Val 


Ala 


He 


Asn 


His 
55 


Phe 


Leu 


Ser Cys Asp 
60 


He 


Ala 


Pro 


Leu 


He 


Ala 


Leu 


Ala 


Cvs 


Thr 


Gin 


His 


Thr 


Gly Ser Glu 


Ser 


Phe 


Val 


Ala 


65 










70 








75 








80 


Phe 


Val 


He 


Ala 


Val 
85 


Val 


Val 


He 


Leu 


Ser .Ser Cys 
90 


Leu 


He 


Thr 
95 


Leu 


Val 


Ser 


His 


Met 
100 


Cys 


Thr 


Ser 


Ser 


Ser 
105 


Thr He Leu 


Arg 


He 
110 


Pro 


Ser 


Ala 


Ser 


Gly 
115 


Arg 


Lys 


Gin 


Ser 


Leu 
120 


Ser 


Pro Arg Ala 


Pro 
125 


Arg 


His 


Leu 


Thr 


Val 
130 


Val 


Leu 


He 


Leu 



















<210> 2000 
<211> 196 
<212> PRT 

!<213> Unknown (H38g924 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(196) 

<223> Xaa = Any Amino Acid 



<400> 2000 



Thr 


Pro 


Pro 


Met 


Tyr 


Phe 


Leu 


Phe 


Leu 


Gly Glu 


Ala 


Glu 


Cys 


Phe 


Leu 


1 








5 










10 










15 




Leu 


Ala 


Thr 


Met 
20 


Glu 


Tyr 


Asp 


Arg 


Tyr 
25 


Glu 


Asp 


He 


Cys 


Ser 
30 


Pro 


Leu 


Asn 


Tyr 


Pro 
35 


Val 


He 


Met 


Asn 


Gin 
40 


Arg 


Thr 


Arg 


Ala 


Lys 
45 


Leu 


Ala 


Gly 


Asp 


Ser 
50 


Trp 


Val 


Pro 


Ser 


Phe 
55 


Pro 


Glu 


Ala 


Thr 


Glu 
60 


Gin 


Ala 


Thr 


Met 


Ala 


Leu 


Arg 


Phe 


Pro 


Phe 


Xaa 


Gly Thr Asn 


Lys 


Val 


Asn 


His 


Leu 


Phe 


65 










70 










75 










80 


Leu 


Arg Gin 


Pro 


Ala 


Val 


Leu 


Lys 


Ala 


Gly 


Leu 


Met 


Gin 


Asp 


Thr 


Ala 










85 










90 










95 




Leu 


Phe 


Glu 


He 
100 


Tyr 


Ala 


He 


Val 


Gly 
105 


Thr 


He 


Leu 


Val 


Ala 
110 


Met 


Asn 


Pro 


Cys 


Leu 


Leu 


He 


Leu 


Ser 


Ser 


Tyr 


Thr 


Arg 


He 


Gly Ala 


Ala 


He 






115 










120 










125 








Pro 


Gin 
130 


Glu 


Pro 


He 


Lys 


Leu 
135 


Lys 


Gly 


Lys 


Gin 


Xaa 
140 


Arg 


Pro 


Phe 


Ser 


Thr 


Cys 


Ser 


Xaa 


His 


Leu 


Pro 


Trp 


Trp 


Pro 


Leu 


Phe 


Ser 


Asn 


He 


He 


145 










150 










155 










160 


He 


Xaa 


Ala 


Ser 


Thr 
165 


Tyr 


Phe 


Leu 


Gly 


Leu 
170 


Lys 


Ser 


Asn 


Lys 


Phe 
175 


Phe 


Trp 


Arg Gly 


Lys 


Lys 


Val 


Val 


Phe 


He 


Tyr 


Thr 


Thr 


Leu 


Val 


Glu 


Thr 



180 185 190 

Pro Xaa Trp Asn 
195 

<210> 2001 
<211> 128 
<212> PRT 

<213> Unknown (H38g925 protein) 
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<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1) . . . (128) 

<223> Xaa = Any Amino Acid 

<400> 2001 



His 


Cys 


Met 


Phe 


Leu 


Ala 


His 


Gly 


Ser 


Pro 


Leu 


Pro 


Pro 


Thr 


Gin 


Leu 


1 








5 










10 










15 




Pro 


He 


Xaa 


Phe 
20 


Cys 


Asp 


Tyr 


He 


Ser 
25 


His 


Arg 


Tyr 


Leu 


Thr 
30 


Cys 


His 


Leu 


Ser 


Leu 
35 


Pro 


Asn 


Ser 


Phe 


Ser 
40 


Ser 


Ser 


Phe 


Pro 


Tyr 
45 


Gin 


Xaa 


He 


Leu 


Pro 


Leu 


Ser 


Leu 


Leu 


Ala Gin Ala Arg Asn 


Pro Gly 


He 


He 


Phe 




50 










55 










60 










Phe 


Leu 


Pro 


Thr 


Phe 


Asn 


Ala 


Leu 


Xaa 


Ser 


Pro 


Val 


His 


Ser 


Thr 


Ser 


65 










70 










75 










80 


Xaa 


Arg 


Leu 


Ser 


Leu 
85 


Ser 


Thr 


Tyr 


Tyr 


Tyr 
90 


Ala 


Ser 


Gin 


Glu 


Thr 
95 


He 


Ser 


Pro 


Arg 


Phe 
100 


Asp 


Ser 


Thr 


Ala 


Val 
105 


Ala 


Ser 


Tyr 


Leu 


He 
110 


Phe 


Leu 


His 


Leu 


Leu 
115 


Trp 


Pro 


He 


Phe 


Asn 
120 


Pro 


Phe 


He 


Tyr 


Cys 
125 


Leu 


Arg 


Asn 



<210> 2002 
<211> 192 
<212> PRT 

<213> Unknown <H38g92 6 protein) 
<220> 

<223> Synthetic construct 



<400> 2002 



Phe 


Phe 


Leu 


Thr 


Leu 


Ala 


Gly 


Ala 


Glu 


Ala 


Leu 


Leu 


Leu 


Thr 


Ser 


Met 


1 








5 










10 










15 




Ala 


Tyr 


Asp 


Arg 
20 


Tyr 


Val 


Ala 


He 


Cys 
25 


Phe 


Pro 


Leu 


His 


Tyr 
30 


Leu 


He 


Arg 


Met 


Arg 
35 


Lys 


Arg 


Val 


Cys 


Ala 
40 


Leu 


Met 


He 


Thr 


Gly 
45 


Ser 


Trp 


Met 


He 


Gly 


Ser 


He 


Asn 


Ser 


Cys 


Ala 


His 


Thr 


Val 


Tyr Ala 


Leu 


Arg 


He 




50 










55 










60 










Pro 


Tyr 


Cys 


Lys 


Ser 


Arg 


Ala 


He 


Asn 


His 


Phe 


Phe Cys 


Asp 


Val 


Pro 


65 










70 










75 










80 


Ala 


Met 


Leu 


Thr 


Leu 
85 


Ala 


Cys 


Thr 


Asp 


Thr 
90 


Trp 


Val 


Tyr 


Glu 


Cys 
95 


Thr 


Val 


Phe 


Leu 


Ser 
100 


Thr 


Thr 


He 


Phe 


Leu 
105 


Val 


Phe 


Pro 


Phe 


He 
110 


Cys 


He 


Ala 


Cys 


Ser 
115 


Tyr 


Gly 


Arg 


He 


Leu 
120 


Leu 


Ala 


Val 


Tyr 


His 
125 


Met 


His 


Ser 


Ala 


Glu 
130. 


Gly 


Arg 


Lys 


Lys 


Ala 
135 


Tyr 


Ser 


Thr 


Cys 


Ser 
140 


Thr 


His 


Leu 


Thr 


Val 


Val 


Thr 


Phe 


Tyr 


Tyr 


Ala 


Pro 


Phe 


Ala 


Tyr 


Thr 


Tyr 


Leu 


Arg 


Pro 


145 










150 










155 










160 


Lys 


Ser 


Leu 


Arg 


Ser 
165 


Pro 


Thr 


Glu 


Asp 


Lys 
170 


Val 


Leu 


Ala 


Val 


Phe 
175 


Phe 


Phe 


He 


Ser 


Ser 
180 


Phe 


Ser 


Ser 


Asn 


Pro 
185 


Phe 


Met 


Tyr 


Thr 


Leu 
190 


Arg 


Asn 



<210> 2003 
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<211> 158 




























<212> PRT 




























<213> Unknown <H38g927 


protein) 


















<220> 




























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1) . . 


. (158) 
























<223> Xaa = 


Any Amino Acid 




















<400> 2003 




























Pro Met Tyr 


Phe 


Phe 


Leu 


Ser 


Met 


Leu 


Ser 


He 


Ser 


Glu 


Thr 


Cys 


Tyr 


1 




5 










10 










15 




Met Val Ala 


He 


Thr 


Pro 


His 


Met 


Leu 


Ser 


Arg 


Leu 


Leu 


Asn 


Pro 


His 




20 










25 










30 






Xaa Leu He 


Val 


Met 


Gin 


Glv 


Cys 


Val 


Thr 


Gin 


Leu 


Phe 


Tyr 


Val 


Thr 


35 










40 










45 








Phe Gly He 


Asn 


Asn 


Cys 


Phe 


Leu 


Leu 


He 


Ala 


Met 


Gly Tyr 


Asp 


Cys 


50 








55 










60 










iTyr Val Val 


Phe 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ser 


Xaa 


Val 


Arg 


Gly 


Leu 


65 






70 










75 










80 


Cys Val Xaa 


Leu 


Gly 


Ser 


Gly 


Ser 


Leu 


Arg 


He 


Gly Leu 


Gly Met 


Ala 






85 










90 










95 




He Val Gin 


Val 


Thr 


Ser 


Met 


Phe 


Gly 


Leu 


Pro 


Phe 


Cys 


Asp 


Asp 


Phe 




100 










105 










110 






Val He Ser 


His 


Phe 


Phe 


Cys 


Asp Val 


Arg 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


115 










120 










125 








Cys Thr Asp 


Thr 


Thr 


Val 


Asn 


Glu 


He 


He 


Asn 


Phe 


Val 


Val 


Ser 


Val 


130 








135 










140 










Cys Val Leu 


Val 


Leu 


His 


He 


Ala 


Leu 


He 


Phe 


He 


Ser 


Tyr 






145 






150 










155 












<210> 2004 




























<211> 192 




























<212> PRT 




























<213> Unknown (H38g928 protein) 


















<220> 




























<223> Synthetic 


construct 




















<221> VARIANT 


























<222> (1)... 


. (192) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 2004 




























Leu Leu Ala 


Thr 


Lys 


Ala 


Tyr 


Asp 


Xaa 


Tyr 


Val 


Pro 


He 


Arg 


His 


Pro 


1 




5 










10 










15 




Phe Pro Tyr 


Pro 


Thr 


Arg 


Met 


Ser 


Pro 


Ala 


Met 


Cys 


Ala 


Ala 


Leu 


Val 




20 










25 










30 






Gly Met Ala 


Trp 


Leu 


Val 


Ser 


His 


Gly Asn 


Ser 


Leu 


Leu 


Tyr 


He 


Leu 


35 










40 










45 








Leu Met Ala 


Arg 


Leu 


Ser 


Phe 


Leu 


Cys 


Phe 


Pro 


Thr 


Lys 


Cys 


Thr 


His 


50 








55 










60 










Phe Phe Cys 


Asp 


Pro 


Pro 


Ser 


Leu 


Ser 


Xaa 


Arg 


Leu 


Ser 


Cys 


Ser 


Asp 


65 






70 










75 










80 


Asn His Thr 


Ser 


Lys 


Leu 


Leu 


He 


Phe 


Thr 


Lys 


Gly Ala 


Ala 


Val 


Val 






85 










90 










95 




Val Thr Pro 


Leu 


Leu 


Leu 


He 


Leu 


Ala 


Ser 


Leu 


Trp 


Asp 


His 


Asn 


Lys 




100 










105 










110 






Leu Thr Val 


Leu 


Gin 


Leu 


Pro 


Ser 


Thr 


Ser 


Gly Arg 


Leu 


Arg 


Asp 


Leu 
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1 1 c 
llJ 










1 0 Ci 






125 




Xaa 


Pro 


\Lnr 


Cys 




Ser 


nlS 


Leu 


Asp 


Val 


Val Ser Leu 


Phe Tyr Arg 




130 










135 








140 




Thr 


Val 


He 


Ala 


Val 


Tyr 


Phe 


Gin 


Ala 


Thr 


Ser Ser Thr 


Arg Ala Glu 


145 










150 










155 


160 


Trp Asp 


Arg 


Val 


Ala 


Thr 


Val 


Met 


Tyr 


Thr 


Val Val Thr 


Pro Met Leu 










165 










170 




175 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Leu 


Thr 


Xaa 


Pro Arg Gly Arg Thr Leu Arg 








180 










185 






190 



<210> 2005 
<211> 176 
<212> PRT 

<2 13 > Unknown (H38g929 protein) 
<220> 

<223> Synthetic construct 



<400> 2005 



Arg 


Val 


Pro 


Pro 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly Asn 


Leu 


Ser 


Val 


Phe 


1 








5 










10 










15 




Asp 


Met 


Gly 


Phe 
20 


Ser 


Ser 


Val 


Thr 


Cys 
25 


Pro 


Lys 


Met 


Leu 


Leu 
30 


Tyr 


Leu 


Met 


Gly 


Leu 
35 


Gly 


Arg 


Leu 


He 


Ser 
40 


Tyr 


Lys 


Asp 


Cys 


Val 
45 


Cys 


Gin 


Leu 


Phe 


Phe 
50 


Phe 


His 


Phe 


Leu 


Gly 
55 


Ser 


He 


Glu 


Cys 


Phe 
60 


Leu 


Phe 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Thr 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


Arg 


Tyr 


Thr 


65 










70 










75 










80 


Val 


He 


Met 


Asn 


Pro 


Arg 


He 


Cys 


Val 


Ala 


Leu 


Ala 


Val 


Gly Thr 


Trp 










85 










90 










95 




Leu 


Leu 


Gly 


Cys 
100 


He 


His 


Ser 


Ser 


He 
105 


Leu 


Thr 


Ser 


Leu 


Thr 
110 


Phe 


Thr 


Leu 


Pro 


His 
115 


Cys 


Gly 


Pro 


Asn 


Glu 
120 


Val 


Asp 


His 


Phe 


Phe 
125 


Cys 


Asp 


He 


Pro 


Ala 
130 


Leu 


Leu 


Pro 


Leu 


Ala 
135 


Cys 


Ala 


Asp 


Thr 


Ser 
140 


Leu 


Ala 


Gin 


Arg 


Val 


Ser 


Phe 


Thr 


Asn 


Val 


Gly 


Leu 


He 


Ser 


Ala 


Gly Cys 


Phe 


Leu 


Leu 


145 










150 










155 










160 


Asn 


Leu 


Leu 


Ser 


Tyr 
165 


Thr 


Arg 


He 


Thr 


Asn 
170 


He 


Tyr 


Leu 


Lys 


His 
175 


Ser 



<210> 2006 
<211> 44 
<212> PRT 

<213> Unknown (H3 8g930 protein) 
<220> 

<223> 'Synthetic construct 

<221> VARIANT 
<222> (1)...(44) 
<223> Xaa = Any Amino Acid 

<400> 2006 

Cys He Lys Leu Gly Thr Glu 

1 5 
Cys Ala Gly He Arg Pro Ser 
20 

Asn Val Asn Pro Phe He Tyr 
35 



Leu Gly Ser Thr Ser Asn Gly Arg Gin 

10 15 
Tyr Val Phe Thr Leu His Leu Xaa Ala 

25 30 
Thr Leu Ser Asn Lys 
40 
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<210> 2007 
<211> 187 
<212> PRT 

<213> Unknown (H38g931 protein) 
<220> 

<223> Synthetic construct 

<221> VARIANT 

<222> (1)...(187) 

<223> Xaa = Any Amino Acid 



<400> 2007 

Val Xaa Trp He Ser Ala Glu Phe Ala Leu Pro Met Tyr Leu Leu Leu 

15 10 15 

Ser Gin Leu Ser Leu Met Asp Leu Met Tyr He Ser Thr Thr Val Pro 

20 25 30 

Lys Met Ala Tyr Asn Phe Leu Ser Gly Gin Lys Gly He Ser Phe Leu 

35 40 45 

Gly Cys Gly Val Gin Ser Phe Phe Phe Leu Thr Met Ala Cys Ser Glu 

50 55 60 

Gly Leu Leu Leu Thr Ser Met Ala Tyr Asp Arg Tyr Leu Ala He Cys 
65 70 75 80 

His Ser Leu Tyr Tyr Pro He Arg Met Ser Lys Met Met Cys Val Lys 

85 90 95 

Met He Gly Gly Ser Trp Thr Leu Gly Ser He Asn Ser Leu Ala His 

100 105 110 

Thr Val Phe Ala Leu His He Pro Tyr Cys Arg Ser Arg Ala He Asp 

115 120 125 

His Phe Phe Cys Asp Val Pro Ala Met Leu Leu Leu Ser Cys Thr Asp 

130 135 140 

Thr Trp Val Tyr Glu Tyr Met Val Leu Xaa Gly Gin Ser Leu Phe Leu 
145 150 155 160 

Leu Leu Pro Phe He Gly He Thr Ser Ser Glu Gly Arg Val Leu He 

165 170 175 

Ala Gly Tyr He Met His Ser Lys Glu Gly Arg 
180 185 



<210> 2008 
<211> 62 
<212> PRT 

<213> Unknown (H38g934 protein) 



<220> 

<223> Synthetic construct 

<221> VARIANT 

<222>- (1) . . . (62) 

<223> Xaa = Any Amino Acid 



<400> 2008 

Gly Gly Asn Arg Lys Lys Arg Glu 

1 5 
Val Arg Lys Lys Thr Gly Xaa Gly 
20 

Gly Ser Asn He Val Met Tyr Met 

35 40 
Glu Gin Gin Lys Val Leu Phe Leu 
50 55 



Lys Glu Gly Arg Lys Lys Arg Lys 

10 15 
Arg Xaa Glu Val Gly Leu Leu Lys 
25 30 
Ala Pro Lys Tyr Arg His Pro Glu 
45 

Phe Tyr Ser Ser Phe Asn 
60 
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<210> 2009 
<211> 103 
<212> PRT 

<213> Homo sapien (1000494-1-1-323) 
<400> 2009 

Pro Tyr Tyr Phe Cys Asp Leu Thr Pro lie Leu Arg Leu Ser Val Thr 

1 5 10 15 

Asp Thr Ser Cys Asn Arg lie Phe lie Leu lie Val Ala Gly Met Val 

20 25 30 

He Ala Thr Pro Phe Val Cys He Leu Ala Pro Tyr Ala Arg He Leu 

35 40 45 

Val Ala He Met Lys Val Pro Ser Ala Gly Gly Arg Lys Lys Ala Phe 

50 55 60 

Ser Ala Cys Ser Ser His Leu Ser Val Val Ala Leu Phe Tyr Gly Thr 
65 70 75 80 

Thr He Gly Val Tyr Leu Cys Arg Ser Ser Val Leu Thr Thr Ala Lys 

85 90 95 

Glu Lys Ala Ser Ala Val Met 
100 

<210> 2010 
! <211> 314 
<212> PRT 

<213> Homo sapien (1336040-1-1-945) 
<400> 2010 

Met Glu Phe Thr Asp Arg Asn Tyr Thr Leu Val Thr Glu Phe He Leu 

15 10 15 

Leu Gly Phe Pro Thr Arg Pro Glu Leu Gin He Val Leu Phe Leu Met 

20 25 30 

Phe Leu Thr Leu Tyr Ala He He Leu He Gly Asn He Gly Leu Met 

35 40 45 

Leu Leu He Arg He Asp Pro His Leu Gin Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser Asn Leu Ser Phe Val Asp Leu Cys Tyr Phe Ser Asp He Val 
65 70 75 80 

Pro Lys Met Leu Val Asn Phe Leu Ser Glu Asn Lys Ser He Ser Tyr 

85 90 95 

Tyr Gly Cys Ala Leu Gin Phe Tyr Phe Phe Cys Thr Phe Ala Asp Thr 

100 105 110 

Glu Ser Phe He Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He 

115 120 125 

Cys Asn Pro Leu Leu Tyr Thr Val Val Met Ser Arg Gly He Cys Met 

130 135 140 

Arg Leu He Val Leu Ser Tyr Leu Gly Gly Asn Met Ser Ser Leu Val 
145 150 155 160 

His Thr Ser Phe Ala Phe He Leu Lys Tyr Cys Asp Lys Asn Val He 

165 170 175 

Asn His Phe Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ser Cys Thr 

180 185 190 

Asp Thr Thr He Asn Glu Trp Leu Leu Ser Thr Tyr Gly Ser Ser Val 

195 200 205 

Glu He He Cys Phe He He He He He Ser Tyr Phe Phe lie Leu 

210 215 220 

Leu Ser Val Leu Lys He Arg Ser Phe Ser Gly Arg Lys Lys Thr Phe 
225 230 235 " ~ 240 

Ser Thr Cys Ala Ser His Leu Thr Ser Val Thr He Tyr Gin Gly Thr 

245 250 255 

Leu Leu Phe He Tyr Ser Arg Pro Ser Tyr Leu Tyr Ser Pro Asn Thr 
260 26_5 270 
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Asp Lys lie lie Ser Val Phe Tyr Thr He Phe He Pro Val Leu Asn 

275 280 285 

Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Ala Glu 

290 295 300 

Lys Val Leu Arg Ser Lys Val Asp Ser Ser 
305 310 

<210> 2011 
<211> 317 
<212> PRT 

<213> Homo sapien (1336042-1-1-954) 
<400> 2011 

Met Gly Thr Asp Asn Gin Thr Trp Val Ser Glu Phe He Leu Leu Gly 

1 5 10 15 

Leu Ser Ser Asp Trp Asp Thr Arg Val Ser Leu Phe Val Leu Phe Leu 

20 25 30 

Val Met Tyr Val Val Thr Val Leu Gly Asn Cys Leu He Val Leu Leu 

35 40 45 

He Arg Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Thr 
i 50 55 60 

Asn Leu Ser Leu Val Asp Val Ser Tyr Ala Thr Ser Val Val Pro Gin 
65 70 75 80 

Leu Leu Ala His Phe Leu Ala Glu His Lys Ala He Pro Phe Gin Ser 

85 90 95 

Cys Ala Ala Gin Leu Phe Phe Ser Leu Ala Leu Gly Gly He Glu Phe 

100 105 110 

Val Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala Val Cys Asp 

115 120 125 

Ala Leu Arg Tyr Ser Ala He Met His Gly Gly Leu Cys Ala Arg Leu 

130 135 140 

Ala He Thr Ser Trp Val Ser Gly Phe He Ser Ser Pro Val Gin Thr 
14 5 150 155 160 

Ala He Thr Phe Gin Leu Pro Met Cys Arg Asn Lys Phe He Asp His 

165 170 175 

He Ser Cys Glu Leu Leu Ala Val Val Arg Leu Ala Cys Val Asp Thr 

180 185 190 

Ser Ser Asn Glu Val Thr He Met Val Ser Ser He Val Leu Leu Met 

195 200 205 

Thr Pro Leu Cys Leu Val Leu Leu Ser Tyr He Gin He He Ser Thr 

210 215 220 

He Leu Lys He Gin Ser Arg Glu Gly Arg Lys Lys Ala Phe His Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Val Val Ala Leu Cys Tyr Gly Val Ala He 

245 250 ^ 255 

Phe Thr Tyr He Gin Pro His Ser Ser Pro Ser Val Leu Gin Glu Lys 

260 265 270 

Leu Phe Ser Val Phe Tyr Ala He Leu Thr Pro Met Leu Asn Pro Met 

< 275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala Trp Gin Lys Leu 

290 295 300 

Leu Trp Lys Phe Ser Gly Leu Thr Ser Lys Leu Ala Thr 
305 310 315 

<210> 2012 
<211> 318 
<212> PRT 

<213> Homo sapien (1369835-1-20155-22741) 
<220> 

<221> VARIANT 
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<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 2012 

Met Asp Arg Val Asn Asn Ser Ala Val Ser Lys Phe Val Leu lie Gly 

1 5 10 15 

Leu Ser Ser Ser Trp Glu Met His Leu Phe Leu Phe Trp Phe Phe Ser 

20 25 30 

Val Phe Tyr Met Gly He He Leu Glu Asn Leu Phe He Val Phe Thr 

35 40 45 

Val He He Asp Ser His Leu Asn Ser Pro Val Tyr Cys Leu Leu Ala 

50 55 60 

Asn He Tyr Leu Leu Asp Leu Val Phe Ser Tyr Ser Ser Asp Phe Phe 
65 70 75 80 

Thr Asn Cys Ser He He Ser Phe Pro Arg Cys Met He Gin lie Phe 

85 90 95 

Phe He Cys Val Met Arg Lys He Glu Met Val Leu Leu He Thr Met 

100 105 HO 

Ala Xaa Ser Arg Tyr Thr Ala He Cys Lys Pro Pro His Tyr Leu Thr 

115 120 125 

Thr Met Asn Pro Lys Met Cys Val Ser Leu Leu Glu Ala Ser Trp He 

130 135 140 

Val Arg He He His Ala Val Ser Gin Phe Val Phe Ala He Asn Leu 
145 150 155 160 

Pro Phe Cys Gly Pro Asn Arg Val Gly Ser Phe His Cys Asp Phe Pro 

165 170 175 

Tyr Val Met Lys Leu Ala Cys Val Asp Thr Tyr Lys Leu Glu Val Val 

180 185 190 

Val Thr Ala Asn Ser Gly Leu He Ser He Ala Thr Cys Phe Leu Leu 

195 200 205 

He He Ser Tyr He Phe He Ser Val Thr Val Xaa Asn Pro Ser Ser 

210 215 220 

Gly Asp Leu Ser Lys Ala Phe Val Ser Cys Ser Asp His He Thr Val 
225 230 235 240 

Gly He Leu Phe Phe Met Pro Cys He Phe Leu Tyr Val Xaa Pro Leu 

245 250 255 

Pro Lys Thr Thr His Asp Xaa Tyr Leu Phe He Val Pro Leu Leu Ser 

260 265 270 

Pro Leu Ser Arg He Tyr Thr Leu Arg Asn Lys Asp Met Asn Val Ser 

275 280 285 

Met Glu Arg Leu Gly Lys Trp He Ala Gly Ser Ser Arg Met Ser Xaa 

290 295 300 

Xaa Met Val Leu Ser Arg Val Gin Asp Asp Ser Val Ser Pro 
305 310 * 315 

<210> 2013 
<211> 319 
<212> PRT 

<213> Homo sapien (1857946-1-1-1049) 
<220> 

<221> VARIANT 

<222> (1) . . . (319) 

<223> Xaa = Any Amino Acid 

<400> 2013 

Phe Ser Ser Val Asn Asn Ser Cys Pro Arg Asn Val Ara Pro Val Leu 

15 10 15 

Ser Val Trp Ala Met Tyr Leu Val Met He Gly Ser He Val Met Thr 

20 25 30 

Met Leu Gly Asn Met He Val Met He Ser He Ala His Phe Lys Gin 
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35 40 45 

Leu His Ser Pro Thr Asn Phe Leu lie Leu Ser Met Ala lie Thr Asp 

50 55 60 

Phe Leu Leu Ser Cys Val Val Met Pro Phe Ser Val He Thr Ser He 
65 70 75 80 

Glu Ser Cys Trp Tyr Phe Gly Asp Leu Phe Cys Lys Val His Ser Cys 

85 90 95 

Cys Asp He He Leu Cys Thr Thr Ser He Phe His Leu Cys Phe He 

100 105 110 

Ser Val Asp Arg Tyr Asp Ala Val Xaa Asp Pro Leu Gin Tyr Val Thr 

115 120 125 

Arg He Thr He Pro Val He Glu Leu Phe Leu Leu He Ser Trp Ser 

130 135 140 

He Pro He Leu Phe Ala Phe Gly Leu Val Phe Ser Lys Leu Asn He 
145 150 155 160 

He Gly Ala Glu Glu Phe Val Ala Ala He Asp Cys Thr Gly Leu Cys 

165 170 175 

Val Leu He Phe Asn Lys Pro Gly Gly Val Leu Ala Ser Phe He Ala 

180 185 190 

Phe Phe Leu Pro Gly Thr Thr Thr Val Gly He Tyr He His He Phe 

195 200 205 

Thr Val Ala Arg Lys His Ala Met Gin He Gly Thr Gly Ser Arg Thr 

210 215 220 

Lys Gin Ala Gly Ser Glu Ser Lys Lys Lys Trp His Pro Leu Lys Arg 
225 230 235 . 240 

Glu Ser Lys Ala Thr Arg Thr Leu Gly He Val Met Gly Val Phe Val 

245 250 255 

Leu Cys Trp Leu Pro Phe Phe Val Leu Thr He Thr Asp Pro Phe He 

260 265 270 

Asn Phe Thr Thr Leu Glu Asp Leu Tyr Asn Val Phe Leu Trp Leu Gly 

275 280 285 

Tyr Phe Asn Ser Ala Phe Asn Ser He Leu Tyr Gly Met Leu Tyr Pro 

290 295 300 

Trp Phe Arg Lys Ala Leu Arg Met He Val Thr Gly Met lie Phe 
305 310 315 

<210> 2014 
<211> 134 
<212> PRT 

<213> Homo sapien (2358019-1-250070-250529) 
<220> 

<221> VARIANT 

<222> (1) . . . (134) 

<223> Xaa = Any Amino Acid 

<400> 2014 

Leu Leu Phe Leu Met Phe Phe He Thr Ser Leu Gly His Lys Phe His 

1 5 10 15 

Leu He Ser Phe Pro Phe Ser Gin Gin Thr Thr Xaa Gin Lys Tyr Phe 

20 25 30 

He He Phe Glu Val Xaa Leu Cys Xaa Xaa His Thr Leu Thr Ala Leu 

35 40 45 

He Tyr Cys Xaa Met Ser Leu Phe Xaa Gly He Asp Leu Phe Val Gly 

50 55 60 

Tyr Asn Pro Cys Ser Pro Arg Val Leu Phe Leu Phe Leu Gly Arg Gly 
65 70 75 80 

Pro Ser Gly Phe Ser Leu Glu Ser Leu Ser Phe Tyr Arg Thr Ser Phe 

85 90 95 

Thr Trp Gin His Leu His Leu Lys Phe Tyr Cys Pro Ser Xaa Gly Xaa 
100 105 110 
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Leu Leu Lys Ser Phe Leu Ser Ala He Trp Leu Leu Phe Ser Thr Tyr 

115 120 125 

Phe Leu Arg Val Leu Ser 
130 

<210> 2015 
<211> 127 
<212> PRT 

<213> Homo sapien (2447218-1-32642-33129) 
<220> 

<221> VARIANT 

<222> (1)...(127) 

<223> Xaa = Any Amino Acid 

<400> 2015 



Asn 


Leu 


Leu 


Pro 


Val 


Trp 


Thr 


Pro 


Gly 


Ser 


Arg 


Val 


Pro 


Ser 


Xaa 


Ser 


1 








5 










10 










15 




Gin 


He 


Ser 


Val 
20 


Ser 


Glu 


Lys 


Gin 


Gly 
25 


Met 


Ser 


Phe 


Pro 


Lys 
30 


Lys 


Leu 


Phe 


Gin 


Asn 


His 


Lys 


Leu 


Phe 


Leu 


Leu 


Phe 


Ala 


Gly Met 


Asn 


Val 


Phe 






35 










40 










45 








Leu 


Gin 
50 


Thr 


Val 


Met 


Ala 


Tyr 
55 


Asp 


His 


Phe 


Val 


Ala 
60 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Arg 


Val 


He 


Met 


Asn 


Pro Gly 


He 


Phe Gly Leu 


Trp 


Val 


65 










70 










75 










80 


Leu 


Val 


Ser 


Trp 


Ser 
85 


Met 


Ser 


Ala 


Leu 


Asn 
90 


Ser 


Ser 


Leu 


Gin 


Ser 
95 


Arg 


Met 


Val 


Leu 


Gin 
100 


Leu 


Ser 


Phe 


Cys 


Thr 
105 


Asn 


Leu 


Glu 


He 


Pro 
110 


His 


He 


Phe 


Phe 


Cys 
115 


Glu 


Leu 


Asn 


Gin 


Leu 
120 


He 


Leu 


Leu 


Ala 


Cys 
125 


Ser 


Asn 





<210> 2016 
<211> 216 
<212> PRT 

<213> Homo sapien (2921627-1-1-649) 
<400> 2016 



Leu 


He 


Asp 


Met 


Met 


Tyr 


He 


Ser 


Thr 


He 


Val 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Tyr 


Leu 


Leu 
20 


Asp 


Gin 


Arg 


Thr 


He 
25 


Ser 


Phe 


Val 


Gly 


Cys 
30 


Thr 


Ala 


Gin 


His 


Phe 
35 


Leu 


Tyr 


Leu 


Thr 


Leu 
40 


Val 


Gly 


Ala 


Glu 


Phe 
45 


Phe 


Leu 


Leu 


Gly 


Leu 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


Leu 


Met 


Ser 


Arg 


Arg 


Val 


Cys 


Trp 


Met 


He 


He 


Ala 


Gly 


65 










70 










75 










80 


Ser 


Trp 


Phe 


Gly 


Gly 
85 


Ser 


Leu 


Asp 


Gly 


Phe 
90 


Leu 


Leu 


Thr 


Pro 


He 
95 


Thr 


Met 


Ser 


Phe 


Pro 
100 


Phe 


Cys 


Asn 


Ser 


Arg 
105 


Glu 


He 


Asn 


His 


Phe 
110 


Phe 


Cys 


Glu 


Ala 


Pro 
115 


Ala 


Val 


Leu 


Lys 


Leu 
120 


Ala 


Cys 


Ala 


Asp 


Thr 
125 


Ala 


Leu 


Tyr 


Glu 


Thr 
130 


Val 


Met 


Tyr 


Val 


Cys 
135 


Cys 


Val 


Leu 


Met 


Leu 
140 


Leu 


He 


Pro 


Phe 


Ser 


Val 


Val 


Leu 


Ala 


Ser 


Tyr 


Ala 


Arg 


He 


Leu 


Thr 


Thr 


Val 


Gin 


Cys 


145 










150 










155 










160 


Met 


Ser 


Ser 


Val 


Glu 
165 


Gly 


Arg 


Lys 


Lys 


Ala 
170 


Phe 


Ala 


Thr 


Cys 


Ser 
175 


Ser 



1176 



BNSDOCIO: «WO_0127158A2J_> 



WO 01/27158 



PCT/US00/27582 



His Met Thr Val Val Ser Leu Phe Tyr Gly Ala Ala Met Tyr Thr Tyr 

180 185 190 

Met Leu Pro His Ser Tyr His Lys Pro Ala Gin Asp Lys Val Leu Ser 

195 200 205 

Val Phe Tyr Thr He Leu Thr Pro 
210 215 



<210> 2017 
<211> 216 
<212> PRT 

<213> Homo sapien (2921629-1-1-649) 



<400> 2017 

Phe Val Asp Met Gly Leu Thr Ser Ser Thr Val Thr Lys Met Leu Val 

1 5 10 15 

Asn He Gin Thr Arg His His Thr He Thr Tyr Thr Gly Cys Leu Thr 

20 25 30 

Gin Met Tyr Phe Phe Leu Met Phe Gly Asp Leu Asp Ser Phe Phe Leu 

35 40 45 

Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu Cys 
f 50 55 60 

Tyr Ser Thr Val Met Arg Pro Gin Val Cys Ala Leu Met Leu Ala Leu 
65 70 75 80 

Cys Trp Val Leu Thr Asn He Val Ala Leu Thr His Thr Phe Leu Met 

85 90 95 

Ala Arg Leu Ser Phe Cys Val Thr Gly Glu He Ala His Phe Phe Cys 

100 105 110 

Asp He Thr Pro Val Leu Lys Leu Ser Cys Ser Asp Thr His He Asn 

115 120 125 

Glu Met Met Val Phe Val Leu Gly Gly Thr Val Leu He Val Pro Phe 

130 135 140 

Leu Cys He Val Thr Ser Tyr He His He Val Pro Ala He Leu Arg 
145 150 155 160 

Val Arg Thr Arg Gly Gly Val Gly Lys Ala Phe Ser Thr Cys Ser Ser 

165 170 175 

His Leu Cys Val Val Cys Val Phe Tyr Gly Thr Leu Phe Ser Ala Tyr 

180 185 190 

Leu Cys Pro Pro Ser He Ala Ser Glu Glu Lys Asp He Ala Ala Ala 

195 200 205 

Ala Met Tyr Thr He Val Thr Pro 
210 215 



<210> 2018 
<211> 212 
<212> PRT 

<213> Homo sapien (2921634-1-1-653) 



<400> 2018 



Cys 


His 


Ser 


Gin 


Val 


Ser 


Arg 


Leu 


Ala 


Gly 


Leu 


Gly Tyr 


Leu 


Glu 


Gly 


1 








5 










10 








15 




Arg 


Arg 


Leu 


Ser 


Ser 


Ser 


Tyr 


Asn 


Ala 


Cys 


Ala 


Ala Gin 


Met 


Phe 


Phe 








20 










25 








30 






Phe 


Val 


Ala 


Leu 


Ala 


Thr 


Val 


Glu 


Asn 


He 


Leu 


Leu Thr 


Ser 


Met 


Ala 






35 










40 








45 








Tyr 


Asp 


His 


Tyr 


He 


Ala 


Val 


Cys 


Lys 


Pro 


Leu 


His Tyr 


Thr 


Thr 


Thr 




50 










55 










60 








Thr 


He 


Ala 


Ser 


Val 


Cys 


Ala 


His 


Leu 


Val 


He Gly Ser Tyr Val 


Cys 


65 










70 










75 








80 


Gly 


Phe 


Leu 


Asn 


Ala 


Pro 


Leu 


Arg 


He 


Val 


Asp 


He Phe 


Ser 


Leu 


Ser 










85 










90 








95 




Phe 


Cys 


Lys 


Ser 


Asn 


Leu 


Val 


His 


His 


Leu 


Phe 


Cys Asp 


Val 


Pro 


Pro 
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100 

Val Met Ala Val Ser Cys Ser Gly 
115 120 
Val Phe Met Ser Ser Phe Asn Val 

130 135 
Thr Ser Tyr Leu Val lie Phe lie 
145 150 
Gin Gly His Leu Lys Ala Trp Ser 
165 

Val Ser lie Phe Tyr Gly Thr Thr 
180 

Ser Ser His Ser Met Asp Thr Asp 
195 200 
Val Phe lie Ser 
210 



105 110 
Lys His lie Ser Lys Lys lie Leu 
125 

Phe Leu Ala Leu Leu Val lie Leu 
140 

Thr lie Leu Lys Met His Ser Ala 
155 160 
Thr Giy Ala Pro His Leu lie Ala 

170 175 
lie Phe Met Tyr Leu Gin Pro Ser 
185 190 
Glu Met Ala Ser Leu Phe Tyr Ala 
205 



<210> 2019 
<211> 215 
<212> PRT 

<213> Homo sapien (2921639-1-1-647) 



<400> 2019 



Phe 


Val 


Asp 


He 


Cys 


Val 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


Thr 


Leu 


Ser 


1 








5 










10 










15 




Asn 


He 


Arg 


Thr 


Gin 


Ser 


Lys 


Val 


Val 


Thr 


Tyr Ala Gly 


Cys 


He 


Thr 








20 










25 










30 






Gin 


Met 


Tyr 


Phe 


Phe 


Val 


Leu 


Phe 


He 


Val 


Leu Asp 


Ser 


Leu 


Leu 


Leu 






35 










40 










45 








Thr 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Gin 
55 


Phe 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Val 


Asn 


Pro 


Arg 


Leu 


Cys 


Gly Leu 


Leu 


Val 


Leu 


Ala 


65 










70 










75 










80 


Ser 


Trp 


He 


Met 


Ser 


Ala 


Leu 


Asn 


Ser 


Leu 


He 


Glu 


Ser 


Leu 


Met 


Val 








85 










90 










95 




Leu 


Pro 


Leu 


Leu 
100 


Phe 


Cys 


Thr 


Asp 


Leu 
105 


Lys 


He 


Pro 


His 


Phe 
110 


Phe 


Cys 


Glu 


Leu 


Asn 


Gin 


He 


He Arg 


Ser 


Ala 


Cys 


Ser 


Asp 


Thr 


Phe 


Leu 


Asn 






115 










120 










125 








Asp 


Met 


Val 


Met 


Tyr 


Met 


Ser 


Ala 


Val 


Leu 


Leu 


Gly Arg 


Gly 


Cys 


Phe 




130 










135 










140 










Thr 


Gly 


He 


Leu 


Tyr 


Ser 


Tyr 


Phe 


Lys 


Thr 


Val 


Ser 


Ser 


He 


Arg 


Ala 


145 










150 










155 










160 


lie 


Ser 


Ser 


Ala 


Gin Gly Lys 


Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 










165 










170 










175 




His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Cys 


Met 


Gly Leu 


Gly 


Val 


Tyr 








180 










185 










190 






Leu 


Ser 


Ala 
195 


Ala 


Ala 


Pro 


Thr 


Thr 
200 


His 


Ser 


Gin 


Val 


Gin 
205 


Gin 


Pro 


Leu 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 





















210 215 



<210> 2020 
<211> 212 
<212> PRT 

<213> Homo sapien (2921641-1-1-636) 



<220> 

<221> VARIANT 

<222> (1)...(212) 

<223> Xaa = Any Amino Acid 
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<400> 2020 

Phe Val Asp lie Ala Cys Ser Ser Ala Thr Ala Pro Lys Met He Val 

1 5 10 is 

Asp Ser Val Ser Glu Lys Lys Thr He Ser Tyr Trp Gly Cys He Thr 

20 25 30 

Gin Met Phe Thr Phe His Phe Phe Gly Cys Ala Asp He Phe Val Leu 

35 40 45 

Thr Val Met Ala Phe Asp Arg Tyr Ala Ala He Cys Gin Pro Leu Arg 

50 55 60 

Tyr Thr Val He Met Ser Ala Asn Ala Tyr Thr Val Leu Ala Ser Leu 
65 70 75 80 

Ser Trp Leu Gly Ala Leu Gly His Ser Phe Val Gin Thr Leu Leu Thr 

85 90 95 

Phe Gin Leu Pro Phe Cys Asn Ala Gin Val He Asp His Tyr Phe Cys 

100 105 110 

Asp Val His Pro Val Leu Lys Leu Ala Cys Ala Asp Thr Thr Leu Val 

115 120 * 125 

Ser Met Leu Val Val Ala Asn Ser Gly Leu He Ser Leu Gly Cys Phe 

130 135 140 

Leu He Leu Leu Ala Ser Tyr Thr Val He Leu Phe Ser Leu Gin Lys 
145 150 155 160 

Gin Ser Ala Glu Ser Xaa His Lys Val Leu Ser Thr Cys Gly Ser His 

165 170 175 

Leu Thr He Val Thr Phe Phe Phe Val Pro Cys Thr Phe He Tyr Arg 

180 185 190 

Pro Ser Thr Thr Phe Pro Leu Asp Lys Ala Val Ser Val Phe Tyr Thr 

195 200 205 

Thr He Thr Pro 
210 

<210> 2021 
<211> 216 
<212> PRT 

<213> Homo sapien (2921661-1-1-649) 
<400> 2021 

Leu Ala Asp Ala Cys Phe Val Ser Thr Thr Val Pro Lys Met Leu Ala 

15 10 15 

Asn He Gin He Gin Ser Gin Ala He Ser Tyr Ser Gly Cys Leu Leu 

20 25 30 

Gin Leu Tyr Phe Phe Met Leu Phe Val Met Leu Glu Ala Phe Leu Leu 

35 40 45 

Ala Val Met Ala Tyr Asp Cys Tyr Val Ala He Cys His Pro Leu His 

50 55 60 

Tyr He Leu He Met Ser Pro Gly Leu Arg He Phe Leu Val Ser Ala 
65 70 75 80 

Ser Trp He Met Asn Ala Leu His Ser Leu Leu His Thr Leu Leu Met 

85 90 95 

Asn Ser Leu Ser Phe Cys Ala Asn His Glu He Pro His Phe Leu Cys 

100 105 110 

Asp He Asn Pro Leu Leu Gly Leu Ser Cys Thr Asp Pro Phe Thr Asn 

115 120 125 

Glu Leu Val He Phe He Thr Gly Gly Leu Thr Gly Leu He Cys Val 

130 135 140 

Leu Cys Leu He He Ser Tyr Thr Asn Val Phe Ser Thr He Leu Lys 
145 150 155 160 

He Pro Ser Ala Gin Gly Lys Arg Lys Ala Phe Ser Thr Cys Ser Ser 

165 170 " 175 

His Leu Ser Val Val Ser Leu Phe Phe Gly Thr Ser Phe Cys Val Asp 

180 185 190 

Phe Ser Ser Pro Ser Thr His Ser Ala Gin Lys Asp Thr Val Ala Ser 
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195 200 
Val Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2022 
<211> 216 
<212> PRT 

<213> Homo sapien (2921667-1-1-649) 



<400> 2022 



Val 


Leu 


Asp Val 


Gly Cys 


He 


Thr 


Val 










c 












T.oi 1 
iJC LI 


Leu 


Ser 


nis 


Lys 


Ser 


Thr 


He 








Z V 










25 


oJ.il 


L6U 


Phe 


Phe 


Pne 


His 


Leu 


Leu 


Ala 






35 










40 




i nr 


Aid 


Met 


Ala 


Tyr 


Asp 


Arg 


Leu 


Leu 




Eft 

3U 










55 






Tyr 


Ser 


Thr 


Arg 


Met 


Ser 


Gin 


Thr 


Val 


c. c 
ob 










70 








Ser 


Trp 


Ala 


Cys 


Ala 


Phe 


Thr 


Asn 


Ala 










85 










Ser 


Thr 


Leu 


Asn 


Phe 


Cys 


Gly 


Pro 


Asn 








100 










105 


Asp 


Leu 


Pro 


Gin 


Leu 


Phe 


Gin 


Leu 


Ser 






115 










120 




Glu 


Leu 


Leu 


Leu 


Phe 


Val 


Ala 


Ala 


Ala 




130 










135 






Val 


Phe 


lie 


Ser 


Val 


Ser 


Tyr 


Ala 


His 


145 










150 








lie 


Arg 


Ser 


Ala 


Glu 


Gly Arg 


Lys 


Lys 










165 










His 


Leu 


Thr 


Val 


Val 


Gly 


He 


Phe 


Tyr 








180 










185 


Met 


Arg 


Leu 


Gly 


Ser 


Ala 


Glu 


Ser 


Ser 






195 










200 




Val 


Phe 


Met 


Thr 


Val 


He 


Asn 


Pro 






210 










215 







<210> 2023 
<211> 215 
<212> PRT 

<213> Homo sapien (2921686-1-1-646) 
<400> 2023 



Trp 


Ala 


Asp 


He 


Ala 


Phe 


Thr 


Ser 


Ala 


1 








5 










Asp 


Met 


Gin 


Ser 
20 


His 


Arg 


Val 


He 


Ser 
25 


Met 


Ser 


Phe 
.35 


Phe 


Ala 


Leu 


Phe 


Ala 
40 


Cys 


Val 


Met 
50 


Ala 


Tyr 


Asp 


Arg 


Phe 
55 


Val 


Ala 


Pro 


Val 


He 


Met 


Asn 


Pro 


Arg 


Leu 


Gly 


65 










70 








Phe 


Phe 


Leu 


Ser 


Leu 
85 


Leu 


Asp 


Ser 


Gin 


Gin 


Phe 


Thr 


Phe 
100 


Phe 


Lys 


Asn 


Val 


Glu 
105 


Pro 


Ser 


Gin 
115 


Leu 


Leu 


Asn 


Leu 


Ala 
120 


Cys 



PCT/US00/27582 

205 



Thr 


Val 


Pro 


Ala 


Met 


Leu 


Gly 


10 










15 




Ser Tyr Asp Ala 


Cys 


Leu 


Ser 










30 






Gly Met 


Asp 




Phe 


Leu 


Leu 








45 








Ala 


He 


Cys 
60 


Gin 


Pro 


Leu 


Thr 


Gin 


Arg 
75 


Met 


Leu 


Val 


Ala 


Ala 
80 


Leu 


Thr 


His 


Thr 


Val 


Ala 


Met 


90 










95 




Glu 


Val 


Asn 


His 


Phe 
110 


Tyr 


Cys 


Cys 


Ser 


Ser 


Thr 
125 


Gin 


Leu 


Asn 


Phe 


Met 


Ala 
140 


Val 


Ala 


Pro 


Leu 


Val 


Val 
155 


Ala 


Ala 


Val 


Pro 


Gin 
160 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


170 










175 




Gly 


Thr 


Gly 


Val 


Phe 
190 


Ser 


Tyr 


Asp 


Lys 


Asp 


Lys 


Gly 


Val 


Gly 



205 



Thr 


Val 


Pro 


Lys 


Met 


He 


Val 


10 










15 




Tyr Ala 


Ser 


Cys 


Leu 


Thr 


Gin 










30 






He 


Glu 


Asp 


Leu 
45 


Leu 


Leu 


He 


Val 


Cys 


His 
60 


Ser 


Pro 


His 


Tyr 


Val 


Phe 
75 


Phe 


Val 


Leu 


Val 


Ser 
80 


Leu 


His 


Ser 


Trp 


Thr 


Val 


Leu 


90 










95 




lie 


Ser 


Asn 


Phe 


Val 
110 


Cys 


Asp 


Ser 


Asp 


Ser 


Val 


lie 


Asp 


Ser 



125 
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He Phe lie Tyr Leu Asp Ser Thr Met Phe Arg Phe Leu Pro lie Ser 

130 135 140 

Gly lie Leu Leu Ser Tyr Ser Asn lie Val Pro Ser lie Leu Arg lie 
145 150 155 160 

Ser Ser Ser Asp Gly Lys Ser Lys Ala Phe Ser Thr Cys Arg Ser His 

165 170 175 

Leu Ala Val Val Cys Leu Phe Tyr Gly Thr Gly lie Gly Val Tyr Leu 

180 185 190 

Thr Thr Ala Ala Gly Thr Thr Pro Arg Ser Gly Val Val Val Ser Val 

195 200 205 

Met Tyr Thr Val Val Thr Pro 
210 215 

<210> 2024 
<211> 217 
<212> PRT 

<213> Homo sapien (2921715-1-1-652) 
<400> 2024 

He He Asp He Ser Tyr Ala Ser Asn Lys Val Pro Lys Met Leu Thr 

1 5 10 15 

Asn Leu Gly Leu Asn Lys Arg Lys Thr He Ser Phe Val Pro Cys Thr 

20 25 30 

Met Gin Thr Phe Leu Tyr Met Ala Phe Ala His Thr Glu Cys Leu He 

35 40 45 

Leu Val Met Met Ser Tyr Asp Arg Tyr Met Ala He Cys His Pro Leu 

50 55 60 

Gin Tyr Ser Val He Met Arg Trp Gly Val Cys Thr Val Leu Ala Val 
65 70 75 80 

Thr Ser Trp Ala Cys Gly Ser Leu Leu Ala Leu Val His Val Val Leu 

85 90 95 

He Leu Arg Leu Pro Phe Cys Gly Pro His Glu He Asn His Phe Phe 

100 105 110 

Cys Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp Leu 

115 120 125 

Asn Gin Val Val He Phe Ala Ala Ser Val Phe He Leu Val Gly Pro 

130 135 140 

Leu Cys Leu Val Leu Val Ser Tyr Ser Arg He Leu Ala Ala He Leu 
145 150 155 160 

Arg He Gin Ser Gly Glu Gly Arg Arg Lys Ala Phe Ser Thr Cys Ser 

165 170 175 

Ser His Leu Cys Met Val Gly Leu Phe Phe Gly Ser Ala He Val Met 

180 185 190 

Tyr Met Ala Pro Lys Ser Arg His Pro Glu Glu Gin Gin Lys Val Leu 

195 200 205 

Ser Leu Phe Tyr Ser Leu Phe Asn Pro 
210 215 

<210>, 2025 
<211> 311 
<212> PRT 

<213> Homo sapien (3093312-1-33069-35776) 
<400> 2025 

Met Asn Asp Asp Gly Lys Val Asn Ala Ser Ser Glu Gly Tyr Phe He 

15 10 15 

Leu Val Gly Phe Ser Asn Trp Pro His Leu Glu Val Val He Phe Val 

20 25 30 

Val Val Leu He Phe Tyr Leu Met Thr Leu He Gly Asn Leu Phe He . 

35 40 45 

He He Leu Ser Tyr Leu Asp Ser His Leu His Thr Pro Met Tyr Phe 
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50 










55 










60 










Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Ser 


Ser 


65 










70 










75 










80 


He 


Pro 


Gin 


Leu 


Leu 
85 


Val 


Asn 


Leu 


Trp 


Gly 
90 


Pro 


Glu 


Lys 


thr 


He 
95 


Ser 


Tyr 


Ala 


Gly 


Cys 


Met 


He 


Gin 


Leu 


Tyr 


Phe 


Val 


Leu 


Ala 


Leu Gly Thr 








100 










105 










110 






Thr 


Glu 


Cys 
115 


Val 


Leu 


Leu 


Val 


Val 
120 


Met 


Ser 


Tyr 


Asp 


Arg 
125 


Tyr 


Ala 


Ala 


Val 


Cys 
130 


Arg 


Pro 


Leu 


His 


Tyr 
135 


Thr 


Val 


Leu 


Met 


His 
140 


Pro 


Arg 


Phe 


Cys 


His 


Leu 


Leu 


Ala 


Val 


Ala 


Ser 


Trp 


Val 


Ser 


Gly Phe Thr 


Asn 


Ser 


Ala 


145 










150 










155 










160 


Leu 


His 


Ser 


Ser 


Phe 
165 


Thr 


Phe 


Trp 


Val 


Pro 
170 


Leu 


Cys 


Gly 


His 


Arg 


Gin 


Val 


Asp 


His 


Phe 
180 


Phe 


Cys 


Glu 


Val 


Pro 
185 


Ala 


Leu 


Leu 


Arg 


Leu 
190 


Ser 


Cys 


Val 


Asp 


Thr 


His 


Val 


Asn 


Glu 


Leu 


Thr 


Leu 


Met 


He 


Thr 


Ser 


Ser 


He 




195 










200 










205 








Phe 


Val 


Leu 


He 


Pro 


Leu 


He 


Leu 


He 


Leu 


Thr 


Ser 


Tyr 


Gly Ala 


He 




210 










215 










220 










Val 


Arg 


Ala 


Val 


Leu 


Arg 


Met 


Gin 


Ser 


Thr 


Thr 


Gly Leu 


Gin 


Lys 


Val 


225 








230 










235 










240 


Phe 


Gly 


Thr 


Cys 


Gly Ala 


His 


Leu 


Met 


Ala 


Val 


Ser 


Leu 


Phe 


Phe 


He 










245 










250 










255 




Pro 


Ala 


Met 


Cys 


He 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Gly Asn 


Ser 


Gin 


Asp 








260 










265 










270 






Gin 


Gly 


Lys 
275 


Phe 


He 


Ala 


Leu 


Phe 
280 


Tyr 


Thr 


Val 


Val 


Thr 
285 


Pro 


Ser 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Val 


Val 


Arg 


Gly Ala 


Val 




290 










295 










300 










Lys 


Arg 


Leu 


Met 


Gly 


Trp 


Glu 





















305 310 



<210> 2026 
<211> 330 
<212> PRT 

<213> Homo sapien (3108020-1-23117-23433) 
<220> 

<221> VARIANT 

<222> (1)...{330) 

<223> Xaa = Any Amino Acid 



<400> 2026 



Met 


Glu 


Pro 


Glu 


Asn 


Asp 


Thr 


Arg 


He 


Ser 


Glu 


Phe 


Arg 


Leu Leu 


Gly 


1 








-5 










10 








15 




Phe 


Ser 


Glu 


Glu 


Pro 


Arg 


Leu 


Gin 


Arg 


Phe 


Arg 


Phe 


Leu 


Phe Gly Val 








20 










25 










30 




Phe 


Leu 


Ser 


Met 


Tyr 


Leu 


He 


He 


Val 


Phe 


Gly Asn 


Leu 


Leu He 


He 






35 










40 










45 






Leu 


Val 


He 


He 


Leu 


Cys 


Ser 


His 


Leu 


His 


Thr 


Ser 


Met 


Tyr Phe 


Phe 




50 










55 










60 








Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Val 


Asp 


He 


Cys 


Phe 


Ala 


Ser 


Thr Arg 


Val 


65 










70 










75 








80 


Pro 


Lys 


Met 


Leu 


Val 


Asn 


He 


Gin 


Ala 


Gin 


Ser 


Lys 


Val 


He Thr 


Ser 








85 










90 












Ala 


Gly 


Cys 


He 


Thr 


Gin 


Met 


Tyr 


Phe 


Phe 


He 


His 


Phe 


Val Gly 


Leu 






100 










105 










110 




Asp 


Ser 


Phe 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 


Val Ala 


He 




115 










120 










125 
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Cys 


His 
130 


Pro 


Leu 


Tyr 


Tyr 


Thr 
135 


Val 


He 


Met 


Asn 


Pro 
140 


Gin 


Leu 


Cys 


Gly 


Leu 


Leu 


Val 


Leu 


Val 


Ser 


Trp 


He 


Thr 


Ser 


Val 


Leu 


His 


Ser 


Leu 


Leu 


145 










150 










155 










160 


His 


Ser 


Leu 


Met 


Val 
165 


Leu 


Gin 


Leu 


Ser 


Leu 
170 


Cys 


Arg 


Glu 


Leu 


Glu 
175 


He 


Pro 


His 


Phe 


Phe 
180 


Cys 


Glu 


Leu 


Asn 


Gin 
185 


Val 


He 


His 


Leu 


Ala 
190 


Cys 


Ser 


Asp 


Thr 


Phe 
195 


Leu 


Asn 


Asp 


Met 


Val 
200 


Met 


Tyr 


Leu 


Ala 


Ala 
205 


Val 


Leu 


Leu 


Gly Gly 


Gly 


Ser 


Leu 


Ala 


Gly 


He 


Leu 


Tyr 


Ser 


Tyr 


Ser 


Lys 


He 


Val 




210 










215 










220 










Ser 


Ser 


He 


Cys 


Ala 


He 


Ser 


Ser 


Ala 


Gin Gly 


Lys 


Tyr 


Lys 


Ala 


Phe 


225 










230 










235 










240 


Ser 


Thr 


Cys 


Pro 


Ser 
245 


His 


Leu 


Ser 


Val 


Val 
250 


Ser 


Leu 


Phe 


Tyr 


Cys 
255 


Thr 


Ser 


Leu 


Gly 


Val 
260 


Tyr 


Leu 


Ser 


Ser 


Ala 
265 


Ala 


Ser 


His 


Asn 


Ser 
270 


His 


Ser 


Gly Ala 


He 


Ala 


Ser 


Val 


Arg 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn 






275 










280 










285 








tPro 


Phe 
290 


He 


Tyr 


Ser 


Leu 


Arg 
295 


Asn 


Lys 


Asp 


He 


Lys 
300 


Arg 


Ala 


Leu 


Lys 


Asn 


Ser 


Leu 


Gly Gly Lys 


Leu 


Glu 


Lys 


Gly Gin Leu 


Ser 


Xaa 


Gly 


Leu 


305 










310 










315 










320 


Lys 


Leu 


Tyr 


Pro 


Xaa 


Leu 


Gin Gly 


Ser 


Lys 















325 330 



<210> 2027 
<211> 319 
<212> PRT 

<213> Homo sapien (3108020-1-37593-38822) 



<400> 2027 
























Met 


Glu 


Arg 


Gly Asn Gin 


Thr 


Glu 


Val 


Gly Asn 


Phe 


Leu 


Leu Leu Gly 


1 








5 










10 








15 


Phe 


Ala 


Glu 


Asp 


Ser 


Asp 


Met 


Gin 


Leu 


Leu 


Leu 


His 


Gly Leu Phe Leu 








20 










25 










30 


Ser 


Met 


Tyr 


Leu 


Val 


Thr 


He 


He 


Gly Asn 


Leu 


Leu 


He 


He Leu Thr 






35 










40 










45 




He 


Ser 
50 


Ser 


Asp 


Ser 


His 


Leu 
55 


His 


Thr 


Pro 


Met 


Tyr 
60 


Phe 


Phe Leu Ser 


Asn 


Leu 


Ser 


Phe 


Ala 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val Pro Lys 


65 










70 










75 






80 


Met 


Leu 


Val 


Asn 


He 
85 


Gin 


Thr 


Gin 


Ser 


Lys 
90 


Met 


He 


Thr 


Phe Ala Gly 
95 


Cys 


Leu 


Thr 


Gin 


He 


Phe 


Phe 


Phe 


He 


Ala 


Phe Gly Cys 


Leu Asp Asn 








100 










105 










110 


Leu 


Leu 


Leu 
115 


Thr 


Met 


Thr 


Ala 


Tyr 
120 


Asp 


Arg 


Phe 


Val 


Ala 
125 


He Cys Tyr 


Pro 


Leu 


His 


Tyr 


Thr 


Val 


He 


Met 


Asn 


Pro Arg 


Leu 


Cys 


Gly Leu Leu 




130 










135 










140 






Val 


Leu 


Gly 


Ser 


Trp 


Cys 


He 


Ser 


Val 


Met 


Gly 


Ser 


Leu 


Leu Glu Thr 


145 










150 










155 






160 


Leu 


Thr 


He 


Leu 


Arg 
165 


Leu 


Ser 


Phe 


Cys 


Thr 
170 


Asn 


Met 


Glu 


He Pro His 
175 


Phe 


Phe 


Cys 


Asp 
180 


Pro 


Ser 


Glu 


Val 


Leu 
185 


Lys 


Leu 


Ala 


Cys 


Ser Asp Thr 
190 


Phe 


He 


Asn 
195 


Asn 


He 


Val 


Met 


Tyr 
200 


Phe 


Val 


Thr 


He 


Val 
205 


Leu Gly Val 


Phe 


Pro 
210 


Leu 


Cys 


Gly 


He 


Leu 
215 


Phe 


Ser 


Tyr 


Ser 


Gin 
220 


He 


Phe Ser Ser 
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Val Leu Arg Val Ser Ala Arg Gly 
225 230 
Gly Ser His Leu Ser Val Val Ser 
245 

Val Tyr Leu Ser Ser Ala Val Thr 
260 

Ala Ser Val Met Tyr Thr Met Val 
275 280 
Tyr Ser Leu Arg Asn Lys Asp Met 

290 295 
Leu Arg Ala Thr Ser Leu Lys Glu 
305 310 



Gin His Lys Ala Phe Ser Thr Cys 
235 240 
Leu Phe Tyr Gly Thr Gly Leu Gly 

250 255 
Pro Pro Ser Arg Thr Ser Leu Ala 
265 270 
Thr Pro Met Leu Asn Pro Phe lie 
285 

Lys Gly Ser Leu Gly Arg Leu Leu 
300 

Gly Thr lie Ala Lys Leu Ser 
315 



<210> 2028 
<211> 315 
<212> PRT 

<213> Homo sapien (3184261-1-5713-7336) 



<400> 2028 



Mot- 




Pro 


ulU 


Lys 




X XIX. 


UlU 


Tip 

i its 


Car 
OCX 


VJlU 




pkp 
* lit; 


Leu 


vrlll 




JL 








c 
D 




















13 




Leu 


Ocl 


Ol IX 




Pto 


VjI IX 


His 
nio 


Rl n 


Thr 


Leu 


Leu 


rut; 


X I XI 


i it: l~ 


rue 


JjGU 








9 ft 










9R 
















Ser 


1 IXl 


Tyr 


Leu 


val 


X 111 


Tip 
lie 


lie 


m vr 
vjxy 


nbll 


r\ 1 d 




Tip 
lie 


Tip 
lit; 




nla 
















40 










45 








Tip 
lie 


Tip 
11c 


i in 


ASp 


Cqv 
OC1 


Hi s 

n 1 £> 


Leu 


His 
ins 


Thr 


Pro 


Met 


lyi 


Phe 


php 


T.oii 
ucu 


























60 










A ^ n 


Leu 




Leu 


Val 


Asp 


Thr 


Leu 


Leu 


Ser 


Ser 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Met 


Leu 


Ala 


Asn 


He 


Gin 


Ala 


Gin 


Ser 


Ara 


Ala 


He 


Pro 


Phe 


Val 


Glv 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Met 


Tyr 


Ala 


Phe 


His 


Leu 


Phe 


Gly 


Thr 


Met 


Asp 


Ser 








100 










105 










110 






Phe 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


He 


Asp 


Arg 


Phe 


Val 


Ala 


He 


Val 


His 






115 










120 










125 








Pro 


Gin 


Arg 


Tyr 


Leu 


Val 


Leu 


Met 


Cys 


Ser 


Pro 


Val 


Cys 


Gly 


Leu 


Leu 




130 










135 










140 










Leu 


Gly 


Ala 


Ser 


Trp 


Met 


He 


Thr 


Asn 


Leu 


Gin 


Ser 


Leu 


He 


His 


Thr 


145 










150 










155 










160 


Cys 


Leu 


Met 


Ala 


Gin 


Leu 


Thr 


Phe 


Cys 


Ala 


Gly 


Ser 


Glu 


He 


Ser 


His 










165 










170 










175 




Phe 


Phe 


Cys 


Asp 


Leu 


Met 


Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Gly 


Ser 


Asp 


Thr 








180 










185 










190 






His 


Thr 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Ala 


Phe 


Gly 


He 


Val 


Val 


Gly 


Thr 






195 










200 










205 








Ser 


Pro 


Phe 


Ser 


Cys 


He 


Leu 


Leu 


Ser 


Tyr 


He 


Arg 


He 


Phe 


Trp 


Thr 




210 










215 










220 










Val 


Phe 


Lys 


He 


Pro 


Ser 


Thr 


Arg 


Gly 


Lys 


Trp 


Lys 


Ala 


Phe 


Ser 


Thr 


225 










230 










235 










240 


Cys 


Gly 


Leu 


His 


Leu 


Thr 


Val 


Val 


Ser 


Leu 


Ser 


Tyr 


Gly 


Thr 


He 


Phe 










245 










250 










255 




Ala 


Val 


Tyr 


Leu 


Gin 


Pro 


Thr 


Ser 


Pro 


Ser 


Ser 


Ser 


Gin 


Lys 


Asp 


Lys 








260 










265 










270 






Ala 


Ala 


Ala 


Leu 


Met 


Cys 


Gly 


Val 


Phe 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








lie 


Tyr 


Ser 


He 


Arg Asn 


Lys 


Asp 


Met 


Lys 


Ala 


Ala 


Leu 


Gly 


Lys 


Leu 




290 










295 










300 










lie 


Gly 


Lys 


Val 


Ala 


Val 


Pro 


Cys 


Pro 


Arg 


Pro 













305 310 315 



<210> 2029 
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<211> 318 
<212> PRT 

<213> Homo sapien (3213020-1-101040-103030) 
<400> 2029 

Met Trp Gin Lys Asn Gin Thr Ser Leu Ala Asp Phe lie Leu Glu Gly 

15 10 15 

Leu Phe Asp Asp Ser Leu Thr His Leu Phe Leu Phe Ser Leu Thr Met 

20 25 30 

Val Val Phe Leu He Ala Val Ser Gly Asn Thr Leu Thr He Leu Leu 

35 40 45 

He Cys He Asp Pro Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 

50 55 60 

Gin Leu Ser Leu Met Asp Leu Met His Val Ser Thr Thr He Leu Lys 
65 70 75 80 

Met Ala Thr Asn Tyr Leu Ser Gly Lys Lys Ser lie Ser Phe Val Gly 

85 90 95 

Cys Ala Thr Gin His Phe Leu Tyr Leu Cys Leu Gly Gly Ala Glu Cys 

100 105 110 

Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys His 

115 120 125 

Pro Leu Arg Tyr Ala Val Leu Met Asn Lys Lys Val Gly Leu Met Met 

130 135 140 

Ala Val Met Ser Trp Leu Gly Ala Ser Val Asn Ser Leu He His Met 
14 5 150 155 , 160 

Ala He Leu Met His Phe Pro Phe Cys Gly Pro Arg Lys Val Tyr His 

165 170 175 

Phe Tyr Cys Glu Phe Pro Ala Val Val Lys Leu Val Cys Gly Asp He 

180 185 190 

Thr Val Tyr Glu Thr Thr Val Tyr He Ser Ser He Leu Leu Leu Leu 

195 200 205 

Pro He Phe Leu He Ser Thr Ser Tyr Val Phe He Leu Gin Ser Val 

210 215 220 

He Gin Met Arg Ser Ser Gly Ser Lys Arg Asn Ala Phe Ala Thr Cys 
2 25 230 235 240 

Gly Ser His Leu Thr Val Val Ser Leu Trp Phe Gly Ala Cys He Phe 

245 250 255 

Ser Tyr Met Arg Pro Arg Ser Gin Cys Thr Leu Leu Gin Asn Lys Val 

260 265 270 

Gly Ser Val Phe Tyr Ser He He Thr Pro Thr Leu Asn Ser Leu lie 

275 280 285 

Tyr Thr Leu Arg Asn Lys Asp Vai Ala Lys Ala Leu Arg Arg Val Leu 

290 295 300 

Arg Arg Asp Val He Thr Gin Cys He Gin Arg Leu Gin Leu 
305 310 315 

<210> 2030 
<211> 114 
<212>< PRT 

<213> Homo sapien (32504-1-1-343) 
<400> 2030 

Val Cys His Pro Leu His Tyr Met He lie Met Asn Pro His Leu Cys 

1 5 10 15 

Gly Leu Leu Val Phe Val Thr Trp Leu He Gly Val Met Thr Ser Leu 

20 25 30 

Leu His lie Ser Leu Met Met His Leu lie Phe Cys Lys Asp Phe Glu 

35 40 45 

lie Pro His Phe Phe Cys Glu Leu Thr Tyr lie Leu Gin Leu Ala Cys 

50 55 60 

Ser Asp Thr Phe Leu Asn Ser Thr Leu lie Tyr Phe Met Thr Gly Val 
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65 70 75 80 

Leu Gly Val Phe Pro Leu Leu Gly He He Phe Ser Tyr Ser Arg He 

85 90 95 

Ala Ser Ser He Arg Lys Met Ser Ser Ser Gly Gly Lys Gin Lys Ala 
100 105 HO 

Leu Ser 



<210> 2031 
<211> 114 
<212> PRT 

<213> Homo sapien (32508-1-1-343) 



<400> 2031 



He 


Val 


Ser 


Fro 


jjeu 


Leu 


iyr 


Thr 


Vai 


Ala Met 


Ser 


Asp 


Ai y 


Lya> Cys> 


1 








5 










10 








15 


Val 


Glu 


Leu 


Val 


Thr 


Gly 


Ser 


Trp 


He 


Gly Gly 


He 


Val 


Asn 


Thr Leu 








20 










25 








30 




He 


His 


Thr 


He 


Ser 


Leu 


Arg 


Arg 


Leu 


Ser Phe 


Cys 


Arg 


Leu 


Asn Ala 






35 










40 








45 






Val 


Ser 


His 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Ser Leu 


Leu 


Lys 


Leu 


Ser Cys 




50 










55 








60 








Ser 


Asp 


Thr 


Ser 


Met 


Asn 


Glu 


Leu 


Leu 


Leu Leu 


Thr 


Phe 


Ser 


Gly Val 


65 








70 








75 








80 


He 


Ala 


Met 


Ala 


Thr 


Phe 


Leu 


Thr 


Val 


He He 


Ser 


Tyr 


He 


Phe He 










85 










90 








95 


Ala 


Phe 


Ala 


Ser 


Leu 


Arg 


He 


His 


Ser 


Ala Ser Gly Arg Gin Gin Ala 








100 










105 








110 





Phe Ser 



<210> 2032 
<211> 112 
<212> PRT 

<213> Homo sapien (32509-1-1-338) 



<400> 2032 



He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Thr 


Thr 


He 


Met 


Lys 


Glu 


Gly Leu 


Cys 


1 








5 










10 








15 




Asn 


Leu 


Leu 


Val 


Thr 


Val 


Ser 


Trp 


He 


Leu 


Ser 


Cys 


Thr 


Asn Ala 


Leu 








20 










25 










30 




Ser 


His 


Thr 


Leu 


Leu 


Leu 


Ala 


Gin 


Leu 


Ser 


Phe 


Cys 


Ala 


Asp Asn 


Thr 






35 










40 










45 






He 


Pro 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Val 


Ala 


Leu 


Leu 


Lys 


Leu Ser 


Cys 




50 










55 










60 








Ser 


Asp 


He 


Ser 


Leu 


Asn 


Glu 


Leu 


Val 


He 


Phe 


Thr 


Val 


Gly Gin Ala 


65 










70 










75 








80 


Val 


He 


Thr 


Leu 


Pro 


Leu 


He 


Cys 


He 


Leu 


He 


Ser 


Tyr 


Gly His 


He 










85 










90 








95 




Gly 


Val 


Thr 


He 


Leu 


Lys 


Ala 


Pro 


Ser 


Thr Lys Gly He 


Phe Lys 


Ala 








100 










105 










110 





<210> 2033 
<211> 114 
<212> PRT 

<213> Homo sapien (32513-1-1-343) 



<400> 2033 

He Cys Tyr Pro Leu Arg Tyr Thr 

1 5 
Val Ala Leu Ala Val Gly Thr Trp 



Ala He Met Asn Pro Arg He Cys 

10 15 
Leu Leu Gly Cys He His Ser Ser 
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20 










25 










30 






lie 


Leu 


Thr 


Ser 


Leu 


Thr 


Phe 


Thr 


Leu 


Pro 


Tyr 


Cys 


Gly 


Pro 


Asn 


Glu 






35 










40 










45 








Val 


Asp 


His 


Phe 


Phe 


Cys 


Asp 


He 


Pro 


Ala 


Leu 


Leu 


Pro 


Leu 


Ala 


Cys 




50 










55 










60 








Ala 


Asp 


Thr 


Ser 


Leu 


Ala 


Gin 


Arg 


Val 


Ser 


Phe 


Thr 


Ser 


Val 


Gly 


Leu 


65 










70 










75 








80 


lie 


Ser 


Leu 


Val 


Cys 


Phe 


Leu 


Leu 


He 


Leu 


Leu 


Ser 


Tyr 


Thr 


Arg 


He 










85 










90 










95 




Thr 


He 


Ser 


He 


Leu 


Ser 


He 


Arg 


Thr 


Thr Glu Gly Arg Arg Arg Ala 








100 










105 










110 






Phe 


Ser 































<210> 2034 
<211> 114 
<212> PRT 

<213> Homo sapien (32518-1-1-343) 



<400> 2034 




























ille 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Pro 


Ala 


He 


Met 


Thr 


Asn 


Gly 


Leu 


Cys 


1 








5 










10 










15 


He 


Arg 


Leu 


Leu 


He 


Leu 


Ser 


Tyr 


Val 


Gly Gly 


Leu 


Leu 


His 


Ala 


Leu 








20 










25 










30 






He 


His 


Glu 


Gly 


Phe 


Leu 


Phe 


Arg 


Leu 


Thr 


Phe 


Cys 


Asn 


Ser 


Asn 


He 






35 










40 










45 








Val 


His 


His 


He 


Tyr 


Cys 


Asp 


He 


He 


Pro 


Leu 


Ser 


Lys 


He 


Ser 


Cys 




50 










55 










60 








Thr 


Asp 


Ser 


Ser 


He 


Asn 


Phe 


Leu 


Met 


Val 


Phe 


He 


Phe 


Ser Gly 


Ser 


65 










70 










75 










80 


He 


Gin 


Val 


Phe 


Ser 


He 


Val 


Thr 


He 


Leu 


Val 


Ser 


Tyr 


Thr 


Phe 


Val 










85 










90 










95 




Leu 


Phe 


Ala 


He 


Leu 


Lys 


Arg 


Lys 


Ser 


Asp 


Lys 


Gly Val 


Arg 


Lys 


Ala 








100 










105 










110 






Phe 


Ser 































<210> 2035 
<211> 148 
<212> PRT 

<213> Homo sapien (3289998-1-93404-94343) 



<400> 2035 






















Met 


Val 


Leu 


Trp 


Leu 


Ser 


Phe 


Cys 


Thr 


Asp 


Leu 


Glu 


He Pro His Phe 


1 








5 










10 






15 


Phe 


Cys 


Glu 


Leu 


Asn 


Gin 


Val 


He 


His 


Leu 


Ala 


Cys 


Ser Asp Thr Phe 








20 










25 








30 


Leu 


Asn 


Asp 


Met 


Gly Met 


Tyr 


Phe 


Ala Ala Gly Leu Leu Ala Gly Gly 






35 










40 










45 


Pro 


Leu 


Val 


Gly 


He 


Leu 


Cys 


Ser 


Tyr 


Ser 


Lys 


He 


Val Ser Ser He 




50 










55 










60 




Arg 


Ala 


He 


Ser 


Ser 


Ala Gin Gly 


Lys 


Tyr 


Lys 


Ala 


Phe Ser Thr Cys 


65 










70 










75 




80 


Ala 


Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Phe 


Cys 


Cys 


Thr Gly Leu Gly 










85 










90 






95 


Val 


Tyr 


Leu 


Thr 


Ser 


Ala 


Ala 


Thr 


His 


Asn 


Ser 


His 


Thr Ser Ala Thr 








100 










105 








110 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Val 


Ala 


Thr 


Pro 


Met 


Leu 


Asn Pro Phe He 






115 










120 










125 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


He 


Lys 


Arg 


Ala 


Leu 


Lys Met Ser Phe 




130 










135 










140 
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Arg Gly Lys Gin 
145 

<210> 2036 
<211> 312 
<212> PRT 

<213> Homo sapien (3402736-1-7079-10933) 
<400> 2036 

Met Ser Ala Asn Thr Ser Met Val Thr Glu Phe Leu Leu Leu Gly Phe 

x s 10 15 

Ser His Leu Ala Asp Leu Gin Gly Leu Leu Phe Ser Val Phe Leu Thr 

20 25 30 

lie Tyr Leu Leu Thr Val Ala Gly Asn Phe Leu He Val Val Leu Val 

a a a 

Ser Thr Asp Ala Ala Leu Gin Ser Pro Met Tyr Phe Phe Leu Arg Thr 

50 55 60 

Leu Ser Ala Leu Glu He Gly Tyr Thr Ser Val Thr Val Pro Leu Leu 
65 70 75 80 

Leu His His Leu Leu Thr Gly Arg Arg His He Ser Arg Ser Gly Cys 

85 90 95 

Ala Leu Gin Met Phe Phe Phe Leu Phe Phe Gly Ala Thr Glu Cys Cys 

100 105 110 

Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala He Cys Glu Pro 

115 120 125 

Leu Arg Tyr Pro Leu Leu Leu Ser His Arg Val Cys Leu Gin Leu Ala 

130 135 140 

Gly Ser Ala Trp Ala Cys Gly Val Leu Val Gly Leu Gly His Thr Pro 
145 150 155 160 

Phe lie Phe Ser Leu Pro Phe Cys Gly Pro Asn Thr He Pro Gin Phe 

165 170 175 

Phe Cys Glu He Gin Pro Val Leu Gin Leu Val Cys Gly Asp Thr Ser 

180 185 190 

Leu Asn Glu Leu' Gin He He Leu Ala Thr Ala Leu Leu He Leu Cys 

195 200 205 

Pro Phe Gly Leu He Leu Gly Ser Tyr Gly Arg He Leu Val Thr He 

210 215 220 

Phe Arg He Pro Ser Val Ala Gly Arg Arg Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu He Val Val Ser Leu Phe Tyr Gly Thr Ala Leu Phe 

245 250 255 

He Tyr He Arg Pro Lys Ala Ser Tyr Asp Pro Ala Thr Asp Pro Leu 

260 265 270 

Val Ser Leu Phe Tyr Ala Val Val Thr Pro He Leu Asn Pro He lie 

275 280 285 

Tyr Ser Leu Arg Asn Thr Glu Val Lys Ala Ala Leu Lys Arg Thr He 

290 295 300 

Gin Lys Thr Val Pro Met Glu He 
305 , 310 

<210> 2037 
<211> 305 
<212> PRT 

<213> Homo sapien (3522966-1-8581-12533) 
<400> 2037 

Met Val Thr Glu Phe He Phe Leu Gly Leu Ser Asp Ser Gin Gly Leu 

15 10 15 

Gin Thr Phe Leu Phe Met Leu Phe Phe Val Phe Tyr Gly Gly He Val 

20 25 30 

Phe Gly Asn Leu Leu He Val He Thr Val Val Ser Asp Ser His Leu 
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35 40 45 

His Ser Pro Met Tyr Phe Leu Leu Ala Asn Leu Ser Leu lie Asp Leu 

50 55 60 

Ser Leu Ser Ser Val Thr Ala Pro Lys Met He Thr Asp Phe Phe Ser 
65 70 75 80 

Gin Arg Lys Val He Ser Phe Lys Gly Cys Leu Val Gin He Phe Leu 

85 90 95 

Leu His Phe Phe Gly Gly Ser Glu Met Val He Leu He Ala Met Gly 

100 105 110 

Phe Asp Arg Tyr He Ala He Cys Lys Pro Leu His Tyr Thr Thr He 

115 120 125 

Met Cys Gly Asn Ala Cys Val Gly He Met Ala Val Ala Trp Gly He 

130 135 140 

Gly Phe Leu His Ser Val Ser Gin Leu Ala Phe Ala Val His Leu Pro 
145 150 155 160 

Phe Cys Gly Pro Asn Glu Val Asp Ser Phe Tyr Cys Asp Leu Pro Arg 

165 170 175 

Val He Lys Leu Ala Cys Thr Asp Thr Tyr Arg Leu Asp He Met Val 

180 185 190 

He Ala Asn Ser Gly Val Leu Thr Val Cys Ser Phe Val Leu Leu He 
i 195 200 205 

He Ser Tyr Thr He He Leu Met Thr He Gin His Arg Pro Leu Asp 

210 215 220 

Lys Ser Ser Lys Ala Leu Ser Thr Leu Thr Ala His He Thr Val Val 
225 230 235 240 

Leu Leu Phe Phe Gly Pro Cys Val Phe He Tyr Ala Trp Pro Phe Pro 

245 250 255 

He Lys Ser Leu Asp Lys Phe Leu Ala Val Phe Tyr Ser Val He Thr 

260 265 270 

Pro Leu Leu Asn Pro He He Tyr Thr Leu Arg Asn Lys Asp Met Lys 

275 280 285 

Thr Ala He Arg Gin Leu Arg Lys Trp Asp Ala His Ser Ser Val Lys 
290 295 300 

Phe 
305 



<210> 2038 
<211> 142 
<212> PRT 

<213> Homo sapien (3738097-1-24383-25939) 



<220> 

<221> VARIANT 

<222> (1)...(142) 

<223> Xaa = Any Amino Acid 



<400> 2038 



Tyr 


He 


Glu 


Met 


Asp 


Asn 


Tyr 


Phe 


Leu 


Thr 


Xaa 


Leu 


Xaa 


Arg 


Tyr 


Leu 


1 








5 










10 










15 




Leu 


Phe 


Phe 


His 
20 


Phe 


He 


He 


Ser 


Thr 
25 


Gin 


Tyr 


Phe 


Gly 


He 
30 


Lys 


Lys 


Phe 


He 


Leu 
35 


Thr 


Ser 


Leu 


Leu 


Ala 
40 


Tyr 


Cys 


Phe 


Trp 


Met 
45 


Phe 


Ser 


He 


Thr 


Lys 
50 


Phe 


Leu 


Thr 


Tyr 


Gly 
55 


Leu 


Lys 


Trp 


Leu 


Leu 
60 


He 


Pro 


Asp 


Cys 


Xaa 


Ser 


Trp 


Tyr 


Gin 


His 


Ala 


Xaa 


Phe 


Asn 


Pro 


Xaa 


Gin 


He 


Leu 


Phe 


65 










70 










75 










80 


Leu 


Gin 


Asn 


Ser 


Xaa 
85 


Ser 


Trp 


Leu 


Glu 


Val 
90 


Tyr 


Phe 


Tyr 


Leu 


Phe 
95 


Leu 


Leu 


Phe 


Ala 


Val 
100 


Pro 


Phe 


Asp 


Lys 


He 
105 


He 


Phe 


Leu 


Ser 


Xaa 
110 


Lys 


Met 
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Tyr Leu Asn Lys Xaa He He Ser Val Leu Val Gly Thr Arg Trp Thr 

115 120 125 

Phe Gin Arg Cys Val His Thr Leu Cys He Leu Ser Leu Phe 
130 135 140 

<210> 2039 
<211> 297 
<212> PRT 

<213> Homo sapien (3738097-1-94180-96164) 
<220> 

<221> VARIANT 

<222> (1) . . . (297) 

<223> Xaa = Any Amino Acid 



<400> 2039 



rciec 


Lys 


Xaa 


Met 


Ala 


Val 


Glu 




Jen 
nol 1 


Ser 


Ser 


Val 


i hi. 


ox u 


Phe 


He 


1 








5 










10 










15 




Leu 


Val 


Arg 


Leu 
20 


Thr 


Asn 


Ser 


Arg 


Cys 
25 


It X. KJ 


Ser 


Val 




Php 
rue 

30 


T .est l 


lie L» 


Trp 


oer 


Leu 
35 


Trp 


Gly 


Glu 


Phe 


Aft 


nib 


Asn 


Phe 


Met 


Ser 
45 


Leu 


Asn 


Qer 


MIS 


Leu 
50 


His 


Thr 


Pro 


Thr 


His 
55 






Lieu 


Phe 


Thr 
60 




Cor 

OCX 


Phe 


He 


Asp 


Val 


Cys 


Tyr 


Ser 


Phe 


Val 


Cys 


1 XIX 


X J IX 


Lys 


He 


ir x kj 




vj x_y 


riic 












70 










75 










80 


lie 


Ser 


Glu 


Arg 


Asn 


He 


He 


Cor 


Xrllfs 


vctx 


Gly Trp 


Prn 
XT X \J 


x ixx 


Xaa 












85 










90 










95 




Tyr 




Phe 


Cys 
100 


He 


Phe 


Val 


Lys 


Glu 
105 


Pro 


Lys 


Asn 


Glv 


Val 
110 


He 


Val 




Tip 

X X fcr 


Met 
115 


Phe 


Ser 


Ala 


Lys 


Met 
120 


Leu 


Val 


Cys 


Arg 


Glu 
125 


He 


Met 


Asp 


Xaa 


Ser 
130 


Leu 


Met 


Xaa 


Asn 


Xaa 
135 


Lys 


Met 


His 


Met 


Ala 
140 


Leu 


Glu 


Arg 


Ser 


Asp 


Phe 


Arg 


Met 


Gly 


Xaa 


Thr 


Gly 


Ser 


Ala 


Thr 


Lys 


Lys 


His 


Leu 


He 


145 










150 










155 










160 


He 


Phe 


Leu 


Tyr 


Tyr 


Ser Asp 


Tyr 


Phe 


Gin 


Arg 


Xaa 


Xaa 


Gly 


Cys 


Arg 










165 










170 










175 




Ala 


Leu 


Gly Gin Gly 


Ser 


Leu 


Ala 


Lys 


Gin 


Asp 


Thr 


Xaa 


Leu 


Xaa 


Asn 








180 










185 










190 






Cys 


Thr 


Cys 
195 


Thr 


Leu 


Lys 


Ser 


Leu 
200 


Leu 


His 


He 


He 


He 
205 


Cys 


Phe 


Tyr 


He 


Trp 
210 


Lys 


Gin 


Lys 


Lys 


He 
215 


Ser 


Tyr 


Leu 


Tyr 


His 
220 


Lys 


Ser 


Xaa 


Lys 


Met 


Asp 


Leu 


Tyr 


Lys 


He 


Cys 


His 


Val 


Leu 


Trp Val 


Thr 


His 


Lys 


Lys 


225 










230 










235 










240 


Asn 


Phe 


Leu 


Arg 


Pro 
245 


Ser 


Ser 


Thr 


Ser 


Gin 
250 


Met 


Val 


Gin 


Gly 


Lys 
255 


Met 


Leu 


Leu 


Lys 


Gly Tyr 


He 


Xaa 


Phe 


Trp 


Arg 


Met 


Ser 


Leu 


Pro 


Met 


Cys 








260 










265 










270 






Ala 


He 


Phe 
275 


He 


Phe 


Val 


Arg 


Arg 
280 


Tyr 


Tyr 


Tyr 


Leu 


Leu 
285 


Lys 


Lys 


Leu 


Lys 


Thr 
290 


Leu 


Leu 


Tyr 


Lys 


Asn 
295 


Ser 


Tyr 

















<210> 2040 
<211> 325 
<2i2> PRT 

<213> Homo sapien (3746441-1-1-1386) 
<220> 
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<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa » Any Amino Acid 

<400> 2040 

Met Ala Asn Glu Asn Tyr Thr Lys Val Thr Xaa Phe lie Phe Thx Gly 

15 10 15 

Leu Asn Tyr Asn Pro Gin Leu Arg Val Phe Leu Phe Leu Leu Phe Leu 

20 25 30 

Thr Thr Phe Tyr Val lie Asn Val Thr Gly Asn Leu Gly Met lie Val 

35 40 45 

Leu lie Arg lie Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser His Leu Ser Phe Val Asp Thr Cys Phe Ser Ser Val Val Ser Pro 
65 70 75 80 

Lys Met Leu Thr Asp Phe Phe Val Lys Arg Lys Ala lie Ser Phe Leu 

85 90 95 

Gly Cys Ala Leu Gin Gin Trp Phe Phe Gly Phe Phe Val Ala Ala Asp 

100 105 110 

Cys Phe Leu Leu Glu Ser Met Ala Tyr Asp Cys Tyr Val Ala lie Cys 

115 120 125 

Asn Pro Leu Leu Tyr Ser Val Ala Met Ser Gin Arg Leu Cys lie Gin 

130 135 140 

Leu Val Val Gly Pro Tyr Val lie Gly Leu Met Asn Thr Met Thr His 
145 150 155 160 

Thr Thr Asn Ala Phe Cys Leu Pro Phe Cys Gly Pro Asn Val He Asn 

165 170 175 

Pro Phe Phe Cys Asp Met Ser Pro Leu Leu Ser Leu Val Cys Ala Asp 

180 185 190 

Thr Arg Leu Asn Lys Leu Ala Val Phe He Val Ala Gly Ala Val Gly 

195 200 205 

Val Phe Ser Gly Leu Thr He Leu He Ser Tyr He Tyr He Leu Met 

210 215 220 

Ala He Leu Arg lie Arg Ser Ala Asp Gly Arg Cys Lys Thr Phe Ser 
225 230 235 240 

Thr Cys Ser Ser His Leu Thr Ala Val Phe He Leu Tyr Gly Thr Leu 

245 250 255 

Phe Phe He Tyr Val His Pro Ser Ala Thr Phe Ser Leu Asp Leu Asn 

260 265 270 

Lys Val Val Ser Val Phe Tyr Thr Ala Val He Pro Met Leu Asn Pro 

275 280 285 

Leu He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala He His Arg 

290 295 300 

Thr Val Thr Gin Arg Lys Phe Cys Lys Ala Xaa He Leu He Gin Lys 
305 310 315 320 

Glu Leu Gly Arg Lys 
325 

<210>. 2041 
<211> 328 
<212> PRT 

<213> Homo sapien (3766130-1-61888-64085) 
<220> 

<221> VARIANT 

<222> (1)...<328) 

<223> Xaa = Any Amino Acid 

<400> 2041 

Met Gly Gin Glu Asn Lys Asn Gin Thr Trp Val Ser Glu Phe He Leu 
15 10 15 
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Leu Gly 


He 


Ser 


Ser 


Asp 


Trp 


Gly 


He 


Gin 


Val 


Ser 


Leu 


Phe 


Ala 


Leu 








20 










25 










30 






He 


Leu 


Ala 


Met 


Tyr 


Leu 


Val 


Thr 


He 


Leu 


Gly Asn 


Thr 


Leu 


He 


Leu 






35 










40 










45 








Leu 


Leu 


He 


Arg 


Leu 


Asp 


Asn 


Arg 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Ser 




50 










55 










60 










Leu 


Ser 


Val 


Leu 


Ser 


Phe 


Val 


Asp 


Phe 


Cys 


Tyr 


Thr 


Lys 


Ser 


He 


Val 


65 










70 










75 










80 


Pro 


Gin 


Met 


Leu 


Ser 


His 


Leu 


Leu 


Ser 


Ala 


Arg 


Lys 


Ser 


He 


Pro 


Phe 










85 










90 










95 




Tyr 


Ser 


Cys 


Val 


Leu 


Gin 


Leu 


Tyr 


Val 


Ser 


Leu 


Ala 


Leu 


Cys 


Gly 


Ser 




100 










105 










110 






Glu 


Phe 


Phe 


Leu 


Leu 


Gly 


Ala 


Met 


Ala 


Tyr 


Asp Arg 


Tyr Val 


Ala 


Val 






115 










120 










125 








Cys 


His 


Pro 


Leu 


His 


Tyr 


Thr 


vai 


He 


Met 


His 


(,lv 

V3 -L y 


Gly 


Leu 


Cys 


Leu 




130 










135 










140 










Gly Leu 


Ala 


Ala 


Ser 


Arg 


Leu 


Val 


Ala Gly 


Phe 


Ser 


Asn 


Ser 


Leu 


Met 


145 










150 










155 










160 


Glu 


Thr 


He 


He 


Thr 


Phe 


Gin 


Leu 


Pro 


Val 


Ser 


Arg 


Phe 


He 


Asn 


His 










165 










170 










175 




Phe 


Val 


Cys 


Glu 


Thr 


Leu 


Ala 


Val 


Leu 


Gin 


Leu 


Ala 


Cys 


Val 


Asp 


Val 








180 










185 










190 






Pro 


Phe 


Asn 


Lvs 


Val 


Met 


Val 


Ala 


He 


Ser 


Gly 


Phe 


Leu 


Val 


He 


Leu 






195 










200 










205 








Leu 


Pro 


Cvs 


Ser 


Leu 


Val 


Leu 


Phe 


Ser 


Tyr 


Ala 


Cys 


He 


Val 


Ala 


Thr 




210 










215 










220 










He 


Leu 


Cvs 


He 


Arcr 


Ser 


Thr 


Gin 


Val 


Arg 


Cys 


Lys 


Ala 


Phe 


Gly 


Thr 


225 








230 










235 










240 


Cys 


Ala 


Ser 


His 


Leu 


He 


Val 


Val 


Cys 


Met 


Cys 


Phe 


Gly Ala 


Thr 


He 








245 










250 










255 




Cys 


Thr 


Tyr 


Leu 


Gly 


Pro 


Gin 


Leu 


Ala 


Ser 


Ser 


Ala 


Glu 


Glu 


Glu 


Lys 








260 










265 










270 






Met 


He 


Ala 


Leu 


Phe 


Tyr 


Gly 


Val 


Val 


Ser 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 






275 










280 










285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Thr 


Ala 


Ala 


Val 


Arg 


Lys 


Val 




290 










295 










300 










Leu 


Glu 


Arg 


Cys 


Arg 


Xaa 


Arg 


Val 


Lys 


Thr 


Leu 


Arg 


Thr 


Ser 


Cys 


Tyr 


305 










310 










315 










320 


Leu 


Ser 


Ser 


Lys 


Pro 


Lys 


Arg 


Arg 



















325 



<210> 2042 
<211> 311 
<212> PRT 

<213> Homo sapien (3766130-1-85703-88675) 



<400> 2042 



Met 


Glu 


Leu 


Glu 


Asn 


Gin 


Thr 


Arg 


Val 


Thr 


Lys 


Phe 


He 


Leu 


Val 


Gly 


1 








5 










10 










15 




Phe 


Pro 


Gly 


Ser 


Leu 


Ser 


Met 


Arg 


Ala 


Ala 


Met 


Phe 


Leu 


He 


Phe 


Leu 






20 










25 










30 






Val 


Ala 


Tyr 

35 


He 


Leu 


Thr 


Val 


Ala 
40 


Glu 


Asn 


Val 


He 


He 
45 


He 


Leu 


Leu 


Val 


Leu 
50 


Gin 


Asn 


Arg 


Pro 


Leu 
55 


His 


Lys 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Leu 


Glu 


Thr 


Trp 


Tyr 


He 


Ser 


Val 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


Leu 


Leu 


Phe 


Ser 


Phe 
85 


Trp 


Ser 


Val 


Asn 


Asn 
90 


Ser 


lie 


Ser 


Phe 


Thr 
95 


Leu 


Cys 


Met 


He 


Gin 


Leu 


Tyr 


Phe 


Phe 


He 


Ala 


Leu 


Met 


Cys 


Thr 


Glu 


Cys 






100 










105 










110 
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Val Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Arg 

115 120 125 

Pro Leu His Tyr Pro Thr lie Met Ser His Gly Leu Cys Phe Arg Leu 

130 135 140 

Ala Leu Gly Ser Trp Ala lie Gly Phe Gly He Ser Leu Ala Lys He 
145 150 155 160 

Tyr Phe He Ser Cys Leu Ser Phe Cys Gly Pro Asn Val He Asn His 

165 170 175 

Phe Phe Cys Asp He Ser Pro Val Leu Asn Leu Ser Cys Thr Asp Met 

180 185 190 

Ser He Thr Glu Leu Val Asp Phe lie Leu Ala Leu Val He Phe Leu 

195 200 205 

Phe Pro Leu Phe He Thr Val Leu Ser Tyr Gly Cys He Leu Ala Thr 

210 215 220 

He Leu Cys Met Pro Thr Gly Lys Gin Lys Ala Phe Ser Thr Cys Ala 
225 230 235 240 

Ser His Leu Val Val Val Thr He Phe Tyr Ser Ala He He Phe Met 

245 250 255 

Tyr Ala Arg Pro Arg Val He His Ala Phe Asn Met Asn Lys He He 

260 265 270 

lSer He Phe Tyr Ala He Val Thr Pro Ser Leu Asn Pro Phe He Tyr 

275 280 285 

Cys Leu Arg Asn Arg Glu Val Lys Glu Ala Leu Lys Lys Leu Ala Tyr 

290 . 295 300 

Cys Gin Ala Ser Arg Ser Asp 
305 310 

<210> 2043 
<211> 216 
<212> PRT 

<213> Homo sapien (3831602-1-1-649) 
<400> 2043 

Phe Val Asp Val Cys Asn Ser Thr Thr lie Thr Pro Lys Met Leu Ala 

15 10 15 

Asp Leu Leu Ser Glu Lys Lys Thr lie Ser Phe Ala Gly Cys Phe Leu 

20 25 30 

Gin Met Tyr Phe Phe lie Ser Leu Ala Thr Thr Glu Cys lie Leu Phe 

35 40 45 

Gly Leu Met Ala Tyr Asp Arg Tyr Ala Ala He Cys Arg Pro Leu Leu 

50 55 60 

Tyr Ser Leu He Met Ser Arg Thr Val Tyr Leu Lys Met Ala Ala Gly 
65 70 75 80 

Ala Phe Ala Ala Gly Leu Leu Asn Phe Met Val Asn Thr Ser His Val 

85 90 95 

Ser Ser Leu Ser Phe Cys Asp Ser Asn Val lie His His Phe Phe Cys 

100 105 HO 

Asp Ser Pro Pro Leu Phe Lys Leu Ser Cys Ser Asp Thr lie Leu Lys 

115 120 125 

Glu Ser He Ser Ser lie Leu Ala Gly Val Asn lie Val Gly Thr Leu 

130 135 140 

Leu Val lie Leu Ser Ser Tyr Ser Tyr Val Leu Phe Ser lie Phe Ser 
145 150 155 160 

Met His Ser Gly Glu Gly Arg His Arg Ala Phe Ser Thr Cys Ala Ser 

165 170 175 

His Leu Thr Ala He He Leu Phe Tyr Ala Thr Cys He Tyr Thr Tyr 

180 185 ^ 190 

Leu Arg Pro Ser Ser Ser Tyr Ser Leu Asn Gin Asp Lys Val Ala Ser 

195 200 205 

Val Phe Tyr Thr Val Val lie Pro 
210 215 
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<210> 2044 
<211> 217 
<212> PRT 

<213> Homo sapien (3831605-1-1-652) 
<220> 

<221> VARIANT 

<222> (1)...(217) 

<223> Xaa = Any Amino Acid 



<400> 2044 



Leu 


Pro 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Ala 


Thr 


Val 


Pro 


Lys 


Met 


He 


Gin 

V7X U 


1 








5 










10 










15 




GlU 


Met 


Gin 


Ser 


His 


Cor 
OCX 




vox 


He 


lyx 


His 


Gly Asp Cys 


Leu 


Tiny 
1 fix 








20 










25 










30 






Gin 




Ser 


Phe 


Phe 


val 


T .01 1 




Ala 


P\/C 

*-jr ** 


Xjjf & 


Asp Asp Met 


x xe 


Leu 






35 




















45 








Th-r 

± XXX 


vdi 

50 


Met 


Ala 


Tyr 


Asp 


Trp 
55 


XT XX ts 


Val 


Ala 


He 


Cys 
60 


His 


Pro 


Leu 


Asn 


Tyr 


Pro 


Gly 


He 


Met 


Asn 


Pro 


HlS 


Leu 


Cys 


Val 


Leu 


Leu 


Val 


Leu 


Val 


65 










70 










75 










80 


Pro 


Phe 


Phe 


Leu 


Ser 
85 


Leu 


Leu 


Asp 


Ser 


Gin 
90 


Leu 


His 


Asn 


Leu 


He 
95 


Val 


Leu 


Gin 


Phe 


He 
100 


Cys 


Phe 


Lys 


Asn 


Val 
105 


Glu 


He 


Ser 


Asn 


Phe 
110 


Phe 


Cys 


Asp 


Pro 


Phe Gin Arg 


Leu 


Asn 


Leu 


Ala 


Cys 


Ser 


Asp 


Ser Asp 


He 


Asn 






115 










120 










125 








Asn 


He 
130 


Tyr 


He 


Tyr 


Leu 


Asp 
135 


Ser 


Thr 


He 


Phe 


Gly 
140 


Phe 


Leu 


Arg 


He 


Ser 


Gly 


He 


Leu 


Leu 


Cys 


Tyr 


Tyr 


Thr 


Val 


Val 


Phe 


Pro 


He 


Leu 


Arg 


145 










150 










155 










160 


He 


Pro 


Ser 


Ser 


Asp 
165 


Gly 


Asn 


Tyr 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Xaa 


Gly 
175 


Ser 


Arg 


Leu 


Ala 


Val 
180 


Val 


Cys 


Leu 


Phe 


Tyr 
185 


Gly 


Thr 


Gly 


He 


Gly 
190 


Val 


Tyr 


Leu 


Thr 


Ser 


Ala 


Val 


Ser 


Ser 


Ser 


Pro 


Arg Asn 


Asp 


Val 


Val 


Ala 


Ser 






195 










200 










205 








Val 


Met 
210 


Tyr 


Ala 


Val 


Val 


Val 
215 


Thr 


Pro 

















<210> 2045 
<211> 214 
<212> PRT 

<213> Homo sapien (3831606-1-1-644) 
_<4.00> 2045 



Phe 


Thr 


Asp 


Leu 


Phe 


Phe 


Val 


Thr 


Asn 


Thr 


He 


Pro 


Lys 


Met 


Leu 


Val 


1 








5 










10 










15 




Asn 


Leu 


Gin 


Ser 


Gin 


Asn 


Lys 


Ala 


He 


Ser Tyr 


Thr 


Gly Cys 


Leu 


Thr 








20 










25 










30 






Gin 


Leu 


Tyr 
35 


Phe 


Leu 


Val 


Ser 


Leu 
40 


Val 


Ala 


Leu 


Asp 


Asn 
45 


Leu 


Asn 


Leu 


Ala 


Val 
50 


Met 


Ala 


Tyr 


Asp 


Arg 
55 


Tyr 


Val 


Ala 


He 


Cys 
60 


Arg 


Pro 


Leu 


His 


Tyr 


Val 


Thr 


Ala 


Met 


He 


Pro 


Gly 


Leu 


Cys 


He 


Leu 


Leu 


Leu 


Ser 


Leu 


65 










70 










75 










80 


Cys 


Trp 


Val 


Phe 


Ser 
85 


Ala 


Leu 


Tyr 


Gly 


Leu 
90 


He 


His 


He 


Leu 


Leu 
95 


Met 


Thr 


Arg 


Val 


Thr 
100 


Phe 


Cys 


Gly 


Ser 


Gin 
105 


Lys 


He 


His 


Tyr 


Leu 
110 


Phe 


Cys 
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Glu 


Met 


Tyr 
115 


Phe 


Leu 


Leu 


Arg 


Leu 
120 


Ala 


Cys 


Ser 


Asn 


He 
125 


His 


Val 


Asn 


His 


Thr 


Val 


Leu 


Val 


Ala 


Thr 


Gly Cys 


Phe 


He 


Phe 


Leu 


He 


Pro 


Leu 




130 










135 










140 










Gly Phe 


Met 


He 


Thr 


Ser 


Asn 


Ala 


Arg 


He 


Val 


Arg 


Ala 


He 


Leu 


Gin 


145 










150 










155 










160 


He 


Pro 


Ser 


Ala 


Thr 
165 


Gly 


Lys 


Tyr 


Lys 


Ala 
170 


Phe 


Ser 


Thr 


Cys 


Ala 
175 


Ser 


His 


Leu 


Ala 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Leu 


Gly Met 


Val 


Tyr 








180 










185 










190 




Leu 


Gin 


Pro 
195 


Leu 


Gin 


Thr 


Tyr 


Ser 
200 


Met 


Lys 


Asp 


Ser 


Val 
205 


Ala 


Thr 


Val 


Met 


His 
210 


Ala 


Val 


Val 


Thr 























<210> 2046 
<211> 278 
<212> PRT 

<213> Homo sapien (3831610-1-1-984) 
<400> 2046 

Met Ala He Arg Asn His Ser Thr Leu His Lys Pro Met Tyr Phe Phe 

15 10 15 

Leu Ala Asn Met Ser Phe Leu Glu He Trp Tyr Val Thr Val Thr He 

20 25 30 

Pro Lys Met Leu Ala Gly Phe Val Gly Ser Lys Gin Asp His Gly Gin 

35 40 45 

Leu He Ser Phe Glu Gly Cys Met Thr Gin Leu Tyr Phe Phe Leu Gly 

50 55 60 

Leu Gly Cys Thr Glu Cys Val Leu Leu Ala Val Met Ala Asn Asp Arg 
65 70 75 80 

Tyr Met Ala He Cys Tyr Leu Leu His Asn Pro Val He Val Ser Gly 

85 90 95 

Arg Leu Cys Val Gin Met Ala Ala Gly Ser Trp Ala Gly Gly Phe Gly 

100 105 110 

He Ser Met Val Lys Val Phe Leu He Ser Gly Leu Ser Asn Gly Gly 

115 120 125 

Pro Asn He He Asn His Phe Phe Cys Asp Val Ser Pro Leu Leu Asn 

130 135 140 

Leu Ser Cys Thr Asp Met Ser Thr Ala Glu Leu Thr Asp Phe He Leu 
145 150 155 160 

Ala He Phe He Leu Leu Gly Pro Leu Ser Val Thr Gly Ala Ser Tyr 

165 170 175 

Val Ala He Thr Gly Ala Val Met His He Pro Ser Ala Ala Gly Arg 

180 185 190 

Tyr Lys Ala Phe Ser Thr Cys Ala Ser His Phe Asn Val Val He He 

195 200 205 

Phe Tyr Ala Ala Ser He Phe He Tyr Ala Arg Pro Lys Ala Leu Ser 

210 215 220 

Ala Phe Asp Thr Asn Lys Leu Val Ser Val Leu Tyr Ala Val He Val 
225 230 235 240 

Pro Leu Leu Asn Pro He He Tyr Cys Leu Arg Asn Gin Glu Val Lys 

245 250 255 

Arg Ala Leu Cys Cys He Leu His Leu Tyr Gin His Gin Asp Pro Asp 

260 265 270 

Pro Lys Lys Gly Ser Arg 
275 

<210> 2047 
<211> 227 
<212> PRT 



1195 



BNSDOC4D: <WO_0127158A2_L> 



WO 01/27158 



PC17US00/27582 



<213> Homo sapien (3831615-1-1-684) 



<400> 2047 

Ser Phe Leu Glu He Gly Phe Asn Leu Val He Val Pro Lys Met Leu 

15 10 15 

Gly Thr Leu Leu Ala Gin Asp Thr Thr He Ser Phe Leu Gly Cys Ala 

20 25 30 

Thr Gin Met Tyr Phe Phe Phe Phe Phe Gly Val Ala Glu Cys Phe Leu 

35 40 45 

Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser Pro Leu 

50 55 60 

His Tyr Pro Val He Met Asn Gin Arg Thr Arg Ala Lys Leu Ala Ala 
65 70 75 80 

Ala Ser Trp Phe Pro Gly Phe Pro Val Ala Thr Val Gin Thr Thr Trp 

r* t~ o n OR 

Leu Phe Ser Phe Pro Phe Cys Gly Thr Asn Lys Val Asn His Phe Phe 

100 105 HO 

Cys Asp Ser Pro Pro Val Leu Lys Leu Val Cys Ala Asp Thr Ala Leu 

115 120 125 

Phe Glu lie Tyr Ala He Val Gly Thr He Leu Val Val Met He Pro 

130 135 140 

Cys Leu Leu He Leu Cys Ser Tyr Thr Arg He Ala Ala Ala He Leu 
! 145 150 155 160 

Lys He Pro Ser Ala Lys Gly Lys His Lys Ala Phe Ser Thr Cys Ser 

165 170 175 

Ser His Leu Leu Val Val Ser Leu Phe Tyr He Ser Leu Ser Leu Thr 

180 185 190 

Tyr Phe Arg Pro Lys Ser Asn Asn Ser Pro Glu Gly Lys Lys Leu Leu 

195 200 205 

Ser Leu Ser Tyr Thr Val Met Thr Pro Met Leu Asn Pro Phe His Leu 

210 215 220 

Leu Ser Trp 
225 



<210> 2048 
<211> 217 
<212> PRT 

<213> Homo sapien (3831618-1-1-653) 



<400> 2048 



Ser 


Leu 


Ala 


Asp 


Leu 


Cys 


Phe 


Ser 


Thr Asn 


He 


Val 


Pro 


Gin 


Ala 


Leu 


1 








5 








10 










15 




Val 


His 


Leu 


Leu 
20 


Ser 


Arg 


Lys 


Lys 


Val He 
25 


Ala 


Phe 


Thr 


Leu 
30 


Cys 


Ala 


Ala 


Arg 


Leu 


Leu 


Phe 


Phe 


Leu 


He 


Phe Gly Cys 


Thr 


Gin 


Cys 


Ala 


Leu 






35 










40 








45 








Leu 


Ala 
50 


Val 


Met 


Ser 


Tyr 


Asp 
55 


Arg 


Tyr Val 


Ala 


He 
60 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Asp 


He 


Met 


Thr 


Trp 


Lys Val 


Cys 


Val 


Gin 


Leu 


Ala 


Thr 


65 










70 








75 










80 


Gly 


Ser 


Trp 


Thr 


Ser 


Gly 


He 


Leu 


Val Ser 


Val 


Val 


Asp 


Thr 


Thr 


Phe 








85 








90 










95 




Thr 


Leu 


Arg 


Leu 
100 


Pro 


Tyr 


Arg 


Gly 


Ser Asn 
105 


Ser 


He 


Ala 


His 
110 


Phe 


Phe 


Cys 


Glu 


Ala 


Pro 


Ala 


Leu 


Leu 


He 


Leu Ala 


Ser 


Thr 


Asp 


Thr 


His 


Ala 




115 










120 








125 








Ser 


Glu 
130 


Met 


Ala 


He 


Phe 


Leu 

135 


Thr 


Gly Val 


Val 


He 
140 


Leu 


Leu 


He 


Pro 


Val 


Phe 


Leu 


He 


Leu 


Val 


Ser 


Tyr 


Gly Arg 


He 


He 


Val 


Thr 


Val 


Val 


145 










150 








155 










160 


Lys 


Met 


Lys 


Ser 


Thr 


Val 


Gly 


Ser 


Leu Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 
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165 170 175 

Ser His Leu Met Val Val lie Leu Phe Tyr Gly Ser Ala lie lie Thr 

180 185 190 

Tyr Met Thr Pro Lys Ser Ser Lys Gin Gin Glu Lys Ser Val Ser Val 

195 200 205 

Phe Tyr Ala lie Val Thr Pro Met Leu 
210 215 

<210> 2049 
<211> 279 
<212> PRT 

<213> Homo sapien (3834584-1-78858-80128) 
<400> 2049 

Met Tyr Leu Ala Thr Val Leu Gly Asn Leu Leu lie lie Leu Ala lie 

15 10 15 

Ser lie Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn 

20 25 30 

Met Ser Phe Val Asp Asn Cys Phe Ser Thr Thr Val Pro Lys Met Leu 

35 40 45 

Ala Asn His lie Leu Arg Thr Gin Thr lie Ser Phe Ser Gly Cys Leu 

50 55 60 

Met Gin Met Tyr Phe lie Ser Glu Leu Ala Asp Met Asp Asn Phe Leu 
65 70 75 80 

Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala Val Cys Arg Pro Leu 

85 90 95 

His Tyr Thr Ala Lys Met Thr His Gin Leu Cys Ala Leu Leu Val Thr 

100 105 110 

Gly Ser Trp Val Val Ala Asn Ser Ser Ala Leu Leu His Thr Leu Leu 

115 120 125 

Met Ala Arg Leu Ser Phe Cys Ala Asp Asn Thr lie Pro His lie Phe 

130 135 140 

Cys Asp Val Thr Pro Leu Leu Lys Leu Ser Cys Ser Asp Thr His Leu 
145 150 155 160 

Ser Glu Val Met lie Leu Thr Glu Ala Ala Leu Val Thr lie Thr Pro 

165 170 175 

Phe Leu Cys Leu Leu Ala Ser Tyr Met His lie Thr Cys Val Val Leu 

180 185 190 

Arg Val Pro Ser Thr Lys Gly Arg Trp Lys Ala Phe Ser Thr Cys Gly 

195 200 205 

Ser His Leu Ala Val Val Leu Leu Phe Tyr Gly Thr lie Met Ser Pro 

210 215 220 

Tyr Phe Arg Thr Ser Ser Ser His Ser Ala Gin Arg Asp lie Ala Ala 
225 230 235 240 

Ala Val Arg Phe Thr Val Val Thr Pro Val Met Asn Pro Leu lie Tyr 

245 250 255 

Ser Leu Arg Asn Lys Asp lie Lys Gly Ala Leu Val Lys Val Val Ala 

260 265 270 

Val Lys Phe Phe Ser Val Gin 
275 

<210> 2050 
<211> 310 
<212> PRT 

<213> Homo sapien (3924656-1-75882-77814) 
<400> 2050 

Met Glu Pro Gin Asn Thr Thr Gin Val Ser Met Phe Val Leu Leu Gly 

15 10 15 

Phe Ser Gin Thr Gin Glu Leu Gin Lys Phe Leu Phe Leu Leu Phe Leu 
20 25 30 
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Leu 


Val 


Tyr Val 


Thr 


Thr 


lie 


Val 


Gly 


Asn 


Leu 


Leu 


lie 


Met 


Val 


Thr 






35 










40 










45 








Val 


Thr 


Phe 


Asp 


Cvs 

*" Jr 


Aro 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Arg 




50 










55 










60 










Asn 


Leu 


Ala 


Leu 


lie 


Asd 


Leu 


Cvs 


Tvr 

* Jr 


Ser 


Thr 


Val 


Thr 


Ser 


Pro 


Lvs 
"j *-* 


65 










70 










75 










80 


Met 


Leu 


Val 


Asp 


Phe 


Leu 


His 


Glu 


Thr 


Lys 


Thr 


lie 


Ser 


Tyr 


Gin 


Glv 










85 










90 










95 




Cvs 

Jr 9 


Met 


Ala 


Gin 


lie 


Phe 


Phe 


Phe 


His 


Leu 


Leu 


Gly 


Gly Gly 


Thr 


Val 








100 










105 










110 






Phe 


Phe 


Leu 


Ser 


Val 


Met 


Ala 


Tvr 


Asd 


Arg 


Tvr 

* Jr * 


lie 


Ala 


He 


Ser 


Gin 






115 










120 










125 








Pro 


Leu 


Aro 


Tvr 


Val 


Thr 


lie 


Met 


Asn 


Thr 


Gin 


Leu 




Val 

V Gil 


Gly 


Leu 




130 










135 










140 










Val 


Val 


Ala 


Ala 


Trn 


Val 


Glv 


Glv 


Phe 


Val 


His 


Ser 


lie 


Veil 


Gin 


Leu 


145 










150 










155 










160 


Ala 


Leu 


lie 


Leu 


Pro 


Leu 


Pro 


Phe 


Cys 


Glv 


Pro 


Asn 


He 


Leu 


Asp 


Asn 










165 










170 










175 




Phe 


xyi 


Cys 


Asp 


Val 


Pro 


Gin 


Val 


Leu 


Arg 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 








180 










185 










190 






Ser 


Leu 


T •on 


VJ 1 u 


Phe 


Leu 


Met 


lie 


Ser 


Asn 


Ser 


Glv 
vji y 


Leu 


Leu 


Val 


He 






1 9 5 

u j 










200 










205 








lie 




*r 11" 


Leu 


U*S u. 


ncu 


Leu 


lie 


Ser 


A y * 


Thr 


Val 


He 


Leu 


Val 


1-1 V- 














91 R 

j. j 










220 

£t A V 












Arg 


Ser 


His 


Coy 

Del 


Gly 




Al a 
nla 


AI 9 




Lys 


Ala 


Ala 


Ser 


Thr 














230 










235 










240 


1 XIX 


1 ill 


His 


lie 


Tip 
lie 


val 


val 


Ser 




Tl #» 
X it; 


Jr Xlc 


x ic 


Pro 


Cys 


Tip 
116 


Tyr 










245 










250 










255 




lie 


Tyr 


Thr 


Trp 


Pro 


Phe 


Thr 


Pro 


Phe 


Leu 


Met 


Asp 


Lys 


Ala 


Val 


Ser 








260 










265 










270 






lie 


Ser 


Tyr 


Thr 


Val 


Met 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Met 


He 


Tyr 


Thr 






275 










280 










285 








Leu 


Arg 


Asn 


Gin 


Asp 


Met 


Lys 


Ala 


Ala 


Met 


Arg 


Arg 


Leu Gly 


Lys 


Cys 




290 










295 










300 










Leu 


Val 


lie 


Cys 


Arg 


Glu 























305 310 



<210> 2051 
<211> 123 
<212> PRT 

<213> Homo sapien (3962498-1-83664-84695) 
<400> 2051 



Met 


Ser 


Gly 


Ser 


Pro 


Thr 


Gin 


Leu 


Thr 


Ala 


Gly 


Pro 


Arg 


Thr 


Ala 


Ser 


1 








5 










10 










15 




Gly 


Cys 


Val 


He 


Met 


He 


Cys 


Phe 


Ala 


Leu 


Thr 


Val 


Leu 


Ser 


Tyr 


He 








20 










25 










30 






Arg 


He 


Leu 


Ala 


Thr 


Val 


Val 


Gin 


He 


Arg 


Ser 


Ala 


Ala 


Ser 


Arg 


Arg 






35 










40 










45 








Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Gly 


Met 


Val 


Leu 


Leu 


Phe 




50 










55 










60 










Tyr 


Gly 


Thr 


Gly 


Ser 


Ser 


Thr 


Tyr 


Met 


Arg 


Pro 


Thr 


Thr 


Arg 


Tyr 


Ser 


65 










70 










75 










80 


Pro 


Leu 


Glu 


Gly 


Arg 


Leu 


Ala 


Ala 


Val 


Phe 


Tyr 


Ser 


He 


Leu 


He 


Pro 










85 










90 










95 




Thr 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu Arg 


Asn 


Gin 


Asp Met 


Lys 


Arg 








100 










105 










110 






Ala 


Leu 


Trp 


Lys 


Leu 


Tyr 


Leu 


Gin 


Val 


Pro 


Tyr 













115 120 



<210> 2052 

1198 

BNSDOCID: <WO 0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



<211> 343 
<212> PRT 

<213> Homo sapien (3970959-1-83329-85626) 
<220> 

<221> VARIANT 

<222> (1)...(343) 

<223> Xaa = Any Amino Acid 



<400> 2052 



Met 


Val 


Asn 


Gin 


Ser 


Ser 


Ala 


Pro 


Glv 


Phe 


Leu 


Leu 


Leu 


Gly 


Phe 


Ser 










5 










10 










15 




vj JL UL 


Hi c: 


IT X W 


AT a 


ucu 




Arg 


Thr 


Leu 


Phe 


Val 


Val 


Val 


Phe 


Thr 


Ser 


















25 










30 






Tyr 


Leu 


Leu 


i nr 


L6U 


f2l vr 

uiy 


Gly Leu 


Tip 

lie 


Tip 
1 1c 


Lieu 


Ijc VI 


Ser 


Val 






























45 








Fro 


Arg 


Leu 


HIS 


Ser 


fro 


Met 


Tyr 


r*ne 


rne 


Leu 




Asn 


T .Ait 


OCl 


rue 




bU 










55 










fin 










Leu 


Asp 


Leu 


Cys 


rfie 


i nr 


He 


Ser 


Cys 


val 


Pro 


uiy 


1*16 U 


L6U 


Val 


Asn 












"7 ft 




















ftO 
O V/ 


I Leu 


Trp 


GlU 


Pro 


Lys 


Lys 


Thr 


lie 


lie 


Leu 


Leu 


vjiiy 


Cys 


O CI 


Vet J. 


oin 










OJ 










90 














Pne 


Pne 


He 


Phe 


Lieu 


Ser 


Leu 


Gly 


Thr 


Thr 




Cys 


i -Le 


Leu 


Leu 


x nr 








100 










105 










11U 






val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


Met 


Ala 


He 


rne 


Lys 


Pro 


Leu 


Arg 


Hie 
HIS 






115 










i o r\ 
1ZU 










125 








Ala 


Tnr 


He 


Val 


HIS 


Leu 


cys 


Leu 


Cys 


Trp 


vj J. n 


Leu 


Ala 


Ser 


val 


nla 




lJ u 










IOC 

1 J D 










1 An 
i *ti/ 










Trp 


val 


He 


Gly 


Lieu 


vai 


CalU 


ber 


Val 


Val 


bin 


i nr 


Pro 


Ser 


i nr 


Leu 












i c;n 










J. -D 










i fin 

lOV 


Arg 


Leu 


Pro 


Phe 


Cys 


Pro 


His 


Gin 


Gin 


Val 


Asp 


ASp 


Phe 


Val 




V31U 










IDj 










170 










175 




VctJ. 


Pro 


Ala 


Leu 


lie 


Arg 


Leu 


Ser 


Cys 


Glu 


Asp 


Thr 


Ser 


Tyr 


Asn 


Glu 








180 










185 










190 






lie 


Gin 


Met 


Ala 


Val 


Ala 


Ser 


Val 


Phe 


He 


Leu 


Ala 


Val 


Pro 


Ser 


Leu 






195 










200 










205 








He 


Leu 


Val 


Ser 


Tyr 


Gly 


Ala 


He 


Ala 


Trp 


Ala 


Val 


Leu 


Arg 


He 


Thr 




210 










215 










220 










Ala 


Lys 


Gly Gin 


Arg 


Lys 


Ala 


Phe 


Gly Thr 


Cys 


Ser 


Ser 


His 


Leu 


Thr 


225 










230 










235 










240 


Val 


Val 


Thr 


Leu 


Phe 


Tyr 


Ser 


Ser 


Val 


He 


Ala 


Val 


Tyr 


Leu 


Gin 


Pro 










245 










250 










255 




Lys 


Asn 


Pro 


Tyr 


Ala 


Gin 


Glu 


Arg 


Gly 


Lys 


Phe 


Phe 


Gly Leu 


Phe 


Tyr 








260 










265 










270 






Ala 


Val 


Gly 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 






275 










280 










285 








Lys 


Glu 


Val 


Thr 


Arg 


Ala 


Phe 


Arg 


Arg 


Leu 


Leu 


Ala 


Lys 


Glu 


Met 


Gly 




290 










295 










300 










Leu 


He 


Gin 


Ser 


Xaa 


Gly 


Arg 


Ala 


Val 


Xaa 


Cys 


Ala 


Phe 


Xaa 


He 


Lys 


305 










310 










315 










320 


Lys 


Lys 


Leu 


Phe 


He 


Leu 


Leu 


Xaa 


Thr 


Ser 


Leu 


Ser 


Ser 


Gin 


Val 


Tyr 










325 










330 










335 




Tyr 


Leu 


Ser 


Tyr 


Thr 


His 


His 





















340 



<210> 2053 
<211> 312 
<212> PRT 

<213> Homo sapien (3982606-1-1-939) 
<400> 2053 
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Met 


Asp 


Gly Val 


Asn 


ASD 


Ser 


Ser 


Leu 


Gin Gly 


Phe 


Val 




Ser 


1 








5 










10 








X —» 




He 


Ser 


Asp 


His 


Pro 


Gin 


Leu 


Glu 


Met 


He 


Phe 


Phe 


He 


Ala He 


Leu 








20 










25 










30 




Phe 


Ser 


Tvr 


Leu 


Leu 


Thr 


Leu 


Leu 


Glv 


Asn 


Ser 


Thr 


Tip 
11C 


He Leu 


Leu 






35 










40 










45 






Ser 


Arg 


Leu 


Glu 


Ala 


Arg 


Leu 


His 


Thr 


Pro 


Met 


xyi 


Phe 


Phe Leu 


Ser 




50 










55 










60. 








Asn 


Leu 


Ser 


Ser 


Leu 


Asp 


Leu 


Ala 


Phe 


Ala 


Thr 




Ser 


Val Pro 


Gin 


65 










70 


















80 


Met 


Leu 


He 


Asn 


Leu 


Tm 


Glv 


Pro 


Glv 


Lys 


Thr 


He 


Ser 


Tyr Gly Gly 










85 










90 








95 




Cvs 


He 


Thr 


Gin 

will 


Leu 


x jr i 


Val 


Phe 


Leu 


Trp 


Leu 


Glv 


Ala 
nia 


Thr Glu 


Cys 








X \J\J 










105 










110 




He 


Leu 


Leu 


Val 


Val 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 


vax 


Ala 


Val Cys 


Arg 






X X J 










120 










125 






Pro 


Leu 


Arg 


Tyr 


Thr 


Ala 


He 


Met 


Asn 


Pro 


Gin 


Leu 


Cys 


Trp Leu 


Leu 




130 










135 










1 40 

14V 








Ala 


V d X 


lie 


/Via 


Trp 


Leu 


Gly Gly 


Leu 


Gly Asn 


Ser 


Val 


He Gin 


Ser 


145 










1 50 

1 JU 










155 








160 


Thr 




X IIS. 


Leu 


ulll 


Leu 


Pro 


Leu 




Gly His 


Arg 


Arg Val Glu Gly 










X O J 










170 








175 




i lie 


Leu 


Cys 


bill 


Val 


riO 


Ala 


Met 


lie 


Lys 


Leu 


Aia 


Cys 


Gly Asp 


Thr 








loll 










IOj 










190 






Leu 


Asn. 


bin 


/\la 


val 


Leu 


Asn 


Vjiy 


Val 


Cys 


inr 


Phe 


Phe Thr 


Ala 
















200 










205 






vax 


riO 


Leu 


ser 


lie 


ne 


Val 


He 


Ser 


Tyr 


Cys 


Leu 


He 


Ala Gin 


Ala 




Z X U 










215 


















Val 


Leu 


Lys 


lie 


HIS 


ber 


Ala 


Glu 


pi,, 


Arg Arg 


Lys 


Ala 


Phe Asn 


Thr 


225 










230 










235 








240 


Cys 


Leu 


Ser 


HIS 


Leu 


Leu 


Val 


Val 


rfle 


Leu 


Phe 


Tyr 


Gly 


Ser Ala 


Ser 










245 










250 








255 




Tyr 




Tyr 


Leu 


Leu 


Pro 


Ala 


Lys 


Asn 


Ser 


Lys 


Gin 


Asp 


Gin Gly 


Lys 








260 










265 










270 




Phe 


He 


Ser 


Leu 


Phe 


Tyr 


Ser 


Leu 


Val 


Thr 


Pro 


Met 


Val 


Asn Pro 


Leu 






275 










280 










285 






He 


Tyr 


Thr 


Leu 


Arg Asn 


Met 


Glu 


Val 


Lys 


Gly 


Ala 


Leu Arg Arg 


Leu 




290 










295 










300 








Leu 


Gly 


Lys 


Gly 


Arg 


Glu 


Val 


Gly 
















305 










310 





















<210> 2054 
<211> 104 
<212> PRT 

<213> Homo sapien (3983513-1-17888-18909) 



<220> 

<221> VARIANT 

<222>* (1) . . . (104) 

<223> Xaa = Any Amino Acid 



<400> 2054 




























Val 


Pro 


Val 


Arg 


Cys 


Pro Gly Arg Val 


Arg 


Thr 


Leu 


Val 


Pro 


Glu 


He 


1 








5 










10 










15 




He 


Ser 


Val 


Asp 


Phe 


Pro 


Xaa 


Xaa 


Thr 


Leu 


He 


Xaa 


Gin 


Glu 


Val 


Tyr 








20 










25 










30 




Gly 


Leu 


Leu 


Ser 


Thr 


Phe 


Pro 


Leu 


Phe 


Ala 


Gin 


Gly Val 


Cys 


Gly 


Pro 






35 










40 










45 








Lys 


He 


He 


Ser 


Lys 


Ala 


Phe 


Cys 


Phe 


Ser 


Leu 


Leu 


Lys 


Gly Gly 


Cys 




50 










55 










60 










Ser 


His 


Ser 


Leu 


Gin 


Leu 


Ala 


Lys 


Gly 


Gly 


Gly Val 


Leu 


Arg 


Lys 


Ala 
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65 70 75 80 

Gly Thr Leu Gly Met Leu Lys Val Ala Ser Val Cys Cys Ala Tyr His 

85 90 " 95 

Leu Leu Leu Val Leu Leu Ser Pro 
100 

<210> 2055 
<211> 210 
<212> PRT 

<213> Homo sapien (4156137-1-118865-120877) 



<220> 

<221> VARIANT 

<222> (1)...(210) 

<223> Xaa = Any Amino Acid 



<400> 2055 

Ser Val Lys Tyr Leu Asn Glu Ser Phe Pro Glu Asp Phe lie Leu. Met 

15 10 15 

Gly Phe Val Lys Tyr Pro Trp Leu Asp Phe Leu Leu Phe Cys Val Leu 

20 25 30 

Leu Thr Phe Tyr Met Phe Thr Leu Leu Gly Asn Ser Ala lie lie Leu 

35 40 45 

Val Ser Gin Leu Asp Ser Gin Leu His Ser Pro Met Tyr Phe Leu Leu 

50 55 60 

Thr Ser Leu Ser Val Leu Tyr Leu Cys Phe Thr Thr Thr Thr Val Pro 
65 70 75 80 

Gin Met Leu Phe Asn Leu Gly Gly Thr Asn Lys Asn lie Thr Xaa lie 

85 90 95 

Gly Cys Met Ala Gin Ala Tyr Val Phe His Trp Leu Ala Cys Thr Glu 

100 105 110 

Cys Val Leu Leu Gly lie Val Ala Leu Asp Cys Tyr Val Ala Val Cys 

115 120 125 

Lys Pro Pro Arg Tyr Thr lie lie lie Asp His Lys Val Tyr Leu His 

130 135 140 

Leu Ser Ser Thr Ala Trp Leu lie Gly Leu Ala Asn Ser Leu Leu Gin 
145 150 155 160 

Ser Thr lie Thx lie Gin Leu Pro Leu Xaa Arg Cys lie Ala Gin lie 

165 170 175 

Phe Leu Xaa Leu Glu Ser Val Thr Xaa Gin Ser Leu Thr Val Thr Tyr 

180 185 190 

Leu Xaa Asp Leu Leu Gin His Ser lie Xaa Gly Gin Leu His Ala Gly 
195 200 205 

Glu Leu 
210 



<210> 2056 
<211> 310 
<212>< PRT 

<213> Homo sapien (4156187-1-109107-111440) 
<400> 2056 

Met Gly Asp Asn lie Thr Ser lie Thr Glu Phe Leu Leu Leu Gly Phe 

15 10 15 

Pro Val Gly Pro Arg He Gin Met Leu Leu Phe Gly Leu Phe Ser Leu 

20 25 30 

Phe Tyr Val Phe Thr Leu Leu Gly Asn Gly Thr He Leu Gly Leu He 

35 40 45 

Ser Leu Asp Ser Arg Leu His Ala Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala Val Val Asp He Ala Tyr Ala Cys Asn Thr Val Pro Arg Met 



1201 



BNSDOCtD: <WO_01Z7158A2LL> 



WO 01/27158 



PCT7US00/27582 



65 70 75 80 



T .oil 


Val 


Asn 


Leu 


Leu 


His 


Pro 


Ala 


Lvs 


Pro 


He 


Ser 


Phe 


Ala 


Gly Arg 










85 










90 










95 




Met 


Met 


Gin 


Thr 
1 no 


Phe 


Leu 


Phe 


Ser 


Thr 
105 


Phe 


Ala 


Val 


Thr 


Glu 
110 


Cvs 


Leu 


Leu 


Leu 


Val 


Val 


Met 


Ser 


Tyr 


Asp 


Leu 


Tyr Val 


Ala 


He 


Cys 


His 


Pro 






11c 

iij 










120 










125 








Leu 


/\rg 




be U 


Ala 


He 


Met 
135 


Thr 


Trp 


Arg 


Val 
vox 


Cvs 
140 


He 


Thr 


Leu 


Ala 


Val 


Thr 


Ser 


Trp 


Thr 


Thr 


Gly Val 


Leu 


Leu 


Car 


Leu 


He 


His 


Leu 


Val 


1 f± Z> 










150 










155 










160 


Leu 


LGU 




Pro 


Leu 

1 6S 

1 O J 


Pro 


Phe 


Cys 


Arg 


Pro 
170 


m n 


Lys 


He 


Tyr 


His 
175 


Phe 


PV10 


cys 


ul CI 


lie 
IOU 




Ala 


Val 


Leu 


Lys 
185 


Leu 


a 1 a 

r\-LCi 


Cys 


Ala 


Asp 
190 


Thr 


His 


Tip 
11c 


Sen 
noli 


Glu 


Asn. 


Met 


Val 


Leu Ala Gly Ala 


lie 


Ser 


Gly Leu Val 


Glv 






1 J J 










200 










205 








Pro 


Leu 


Ser 


Thr 


He 


Val 


Val 
215 


Ser 


Tyr 


Met 


Cys 


He 
220 


Leu 


Cys 


Ala 


He 


Leu 


Gin 


He 


Gin 


Ser 


Arg 


Glu 


Val 


Gin 


Arg 


Lys 


Ala 


Phe 


Cys 


Thr 


Cys 


Z Z D 




















235 










240 


nit; 


ser 




Leu 


wy s 


vox 


He 


Gly Leu 


Phe 


Tyr 


Gly Thr Ala 


He 


Tl 0 
lie 










Z 4 D 










250 










255 




Met 


Tyr 


Val 


Gly 


Pro 


Arg 


Tyr 


Gly Asn 


Pro 


Lys 


Glu 


Gin 


Lys 


Lys 


Tyr 








260 










265 










270 






Leu 


Leu 


Leu 
275 


Phe 


His 


Ser 


Leu 


Phe 
280 


Asn 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Leu 


He 


Cys 


Ser 
290 


Leu 


Arg 


Asn 


Ser 


Glu 
295 


Val 


Lys 


Asn 


Thr 


Leu 
300 


Lys 


Arg 


Val 


Leu 


Gly 


Val 


Glu 


Arg 


Ala 


Leu 






















305 










310 























<210> 2057 
<211> 127 
<212> PRT 

<213> Homo sapien (4156187-1-27673-28734) 
<220> 

<221> VARIANT 

<222> (1) . . . (127) 

<223> Xaa = Any Amino Acid 

<400> 2057 



Met 


Gly 


Gly Lys 


Gin 


Pro Trp Val Thr 


Glu 


Phe 


He 


Leu 


Val 


Gly 


Phe 


1 








5 




10 










15 




Gin 


Leu 


Cys 


Ala 


Glu 


Met Glu He Phe 


Leu 


Ser 


Cys 


He 


Phe 


Ser Arg 








20 




25 










30 






Phe 


Tyr 


Ala 


Phe 


Ser 


Leu Leu Arg Asn Gly 


Met 


Asn 


Met 


Gly 


Leu 


Thr 






35 






40 








45 








Tyr 


Leu 
50 


Asp 


Asp 


Arg 


Asp Asp Arg Leu 
55 


His 


Thr 


Leu 
60 


He 


Tyr 


He 


Phe 


Leu 


Ser 


His 


Leu 


Ala 


He Asn Asp Met 


Tyr 


Tyr 


Ala 


Ser 


Asn 


Asn 


Val 


65 










70 




75 










80 


Pro 


Lys 


Arg 


Gin 


Val 
85 


Asn Gin Met Asn 


Gin 
90 


Lys 


Lys 


Lys 


Tyr 


Phe 
95 


Val 


Leu 


Trp 


He 


Lys 
100 


Gin 


He Phe Leu Tyr 
105 


Leu 


Ala 


Phe 


Ala 


His 
110 


Thr 


Glu 


Cys 


Leu 


He 
115 


Xaa 


Ala 


Met Met Ser Cys 
120 


Asn 


Arg 


Tyr 


Val 
125 


Ala 


He 





<210> 2058 
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<211> 312 
<212> PRT 

<213> Homo sapien (4156187-1-8673-10070) 
<220> 

<221> VARIANT 

<222> (1) . . . (312) 

<223> Xaa = Any Amino Acid 



<400> 2058 

Met Gly Asp Asn Gin Ser Arg Val Thr Glu Phe lie Leu Val Gly Phe 

15 10 15 

Gin Leu Ser Val Glu Met Glu Val Leu Leu Phe Trp lie Phe Ser Leu 

20 25 30 

Leu Tyr Leu Phe Ser Leu Leu Ala Asn Gly Met lie Leu Gly Leu He 

35 40 45 

Cys Leu Asp Pro Arg Leu Arg Thr Pro Met Tyr Phe Phe Leu Ser His 

50 55 60 

Leu Ala Val He Asp He Tyr Tyr Ala Ser Ser Asn Leu Leu Asn Met 
65 70 75 80 

iLeu Glu Asn Leu Val Lys His Lys Lys Asn Tyr Pro Phe He Ser Cys 

85 90 95 

He Met Gin Met Ala Leu Tyr Leu Thr Phe Ala Ala Ala Val Cys Met 

100 105 110 

He Leu Val Val Met Ser Tyr Asp Arg Phe Val Ala He Cys His Pro 

115 120 125 

Leu His Tyr Thr Val He Met Asn Trp Arg Val Cys Thr Val Leu Ala 

130 135 140 

He Thr Ser Trp Ala Cys Gly Phe Ser Leu Ala Leu He Asn Leu He 
145 150 155 160 

Leu Leu Leu Arg Leu Pro Phe Cys Gly Pro Gin Glu Val Asn His Phe 

165 170 175 

Phe Gly Glu He Leu Ser Val Leu Lys Leu Ala Cys Ala Asp Thr Trp 

180 185 190 

He Asn Glu He Phe Val Phe Ala Gly Gly Val Phe Val Leu Val Gly 

195 200 205 

Pro Leu Ser Leu Met Leu He Ser Tyr Met Arg He Leu Leu Ala He 

210 215 220 

Leu Lys He Gin Ser Lys Glu Gly Arg Lys Lys Ala Phe Ser Thr Cys 
225 230 235 240 

Ser Ser His Leu Cys Val Val Gly Leu Tyr Phe Gly Met Ala Met Val 

245 250 255 

Val Tyr Leu Val Pro Asp Asn Ser Gin Arg Gin Lys Gin Gin Lys He 

260 265 270 

Leu Thr Leu Phe Tyr Ser Leu Phe Asn Pro Leu Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Ala Gin Val Lys Gly Ala Leu Tyr Arg Ala Leu 

290 295 300 

Gin Lys Lys Arg Thr Met Xaa Met 
305 310 



<210> 2059 
<211> 315 
<212> PRT 

<213> Homo sapien (4160227-1-768-2100) 



<220> 

<221> VARIANT 

<222> (1)...(315) 

<223> Xaa = Any Amino Acid 
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<400> 2059 



Met 


Pro 


Leu 


Thr 


Asn 


Glu 


Ser 


His 


Pro 


Glu 


Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Phe 


Ala 


Asp Arg 


Pro 


Trp 


Leu 


Glu 


Leu 


Pro 


Leu 


Phe 


Thr 


Ser 


Leu 


Leu 








20 










25 










30 






lie 


Met 


Tyr 


Pro 


He 


Ala 


Val 


Met 


Gly 


Asn 


He 


Thr 


He 


He 


Leu 


Met 






35 










40 










45 








Ser 


Arg 


Leu 


Asp 


Ser 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Thr 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Leu 


Asp 


Met 


Cys 


Tyr 


Thr 


Thr 


Ser 


He 


Val 


Pro 


Gin 


65 










70 










75 










80 


Met 


Leu 


Phe 


Asn 


Leu 


Gly 


Ser 


Ser 


Lys 


Lys 


Thr 


He 


Ser 


Tyr 


Met 


Gly 










85 










90 










95 




Cys 


Ala 


Val 


Gin 


Leu 


Tyr 


Phe 


Phe 


His 


He 


Met 


Gly 


Gly 


Thr 


Glu 


Cys 








100 










105 










110 






Leu 


Leu 


Leu 


Ala 


He 


Met 


Ser 


Phe 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Arg 






115 










120 










125 








Pro 


Leu 


His 


Tyr 


Thr 


Leu 


He 


Met 


Asn 


Gin 


Arg 


Val 


Cys 


He 


His 


Xaa 




130 










135 










140 










Phe 


Pro 


Pro Cys 


Trp 


Leu 


He 


Gly 


He 


He 


Tyr 


Ala 


Val 


Ser 


Glu 


Ala 


145 










150 










155 










160 


Thr 


Ala 


Thr 


Leu 


Gin 


Leu 


Pro 


Leu 


Cys 


Gly 


Ser 


Asn 


Lys 


Leu 


Asp 


His 










165 










170 










175 




Leu 


Val 


Cys 


Glu 


He 


Pro 


Val 


Leu 


He 


Lys 


He 


Ala 


Cys 


Gly 


Glu 


Lys 








180 










185 










190 






Glv 


Ser 


Asn 


Glu 


Leu 


Thr 


Leu 


Ser 


Val 


Val 


Cys 


He 


Phe 


Met 


Leu 


Ala 






195 










200 










205 








Val 


Pro 


Leu 


Cys 


Leu 


He 


Leu 


Ala 


Ser 


Tyr 


Ala 


Ser 


He 


Gly 


Ser 


Ala 




210 










215 










220 










Val 


Phe 


Lys 


He 


Lys 


Ser 


Ser 


Lys 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Gly 


Thr 


225 










230 










235 










240 


Cys 


Ser 


Ser 


His 


Leu 


He 


Val 


Val 


Phe 


Leu 


Phe 


Tyr 


Gly 


Pro 


Ala 


He 








245 










250 










255 




Ser 


Met 


Tyr 


Leu 


Gin 


Pro 


Pro 


Ser 


Ser 


He 


Ser 


Arg 


Asp 


Gin 


Pro 


Lys 








260 










265 










270 






Phe 


Met 


Ala 


Leu 


Phe 


Tyr 


Gly 


Val 


Val 


Thr 


Pro 


Ser 


Leu 


Asn 


Pro 


Phe 






275 










280 










285 








He 


Tyr 


Thr 


Leu 


Arg Asn 


Lys 


Asn 


Val 


Lys 


Gly 


Ala 


Leu 


Arg 


Asn 


Leu 




290 










295 










300 










Val 


Arg 


Ser 


He 


Phe 


Ser 


Phe 


Lys 


Xaa 


Xaa 


Trp 













305 310 315 



<210> 2060 
<211> 311 
<212> PRT 

<213> Homo sapien (4190944-1-137143-138613) 



<400> 2060 



Met 


Glu 


He 


Lys 


Asn 


Tyr 


Ser 


Ser 


Ser 


Thr 


Ser 


Gly 


Phe 


He 


Leu 


Leu 


1 








5 










10 










15 




Gly 


Leu 


Ser 


Ser 
20 


Asn 


Pro 


Gin 


Leu 


Gin 
25 


Lys 


Pro 


Leu 


Phe 


Ala 
30 


He 


Phe 


Leu 


He 


Met 
35 


Tyr 


Leu 


Leu 


Ala 


Ala 
40 


Val 


Gly 


Asn 


Val 


Leu 
45 


He 


He 


Pro 


Ala 


He 
50 


Tyr 


Ser 


Asp 


Pro 


Arg 
55 


Leu 


His 


Thr 


Pro 


Met 
60 


Tyr 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ser 


Phe 


Met 


Asp 


He 


Cys 


Phe 


Thr 


Thr 


Val 


He 


Val 


Pro 


65 










70 










75 










80 


Lys 


Met 


Leu 


Val 


Asn 


Phe 


Leu 


Ser 


Glu 


Thr 


Lys 


Val 


He 


Ser 


Tyr 


Val 








85 










90 










95 




Gly 


Cys 


Leu 


Ala 


Gin 


Met 


Tyr 


Phe 


Phe 


Met 


Ala 


Phe 


Gly 


Asn 


Thr 


Asp 
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100 105 110 

Ser Tyr Leu Leu Ala Ser Met Ala lie Asp Arg Leu Val Ala lie Cys 

115 120 125 

Asn Pro Leu His Tyr Asp Val Val Met Lys Pro Arg His Cys Leu Leu 

130 135 140 

Met Leu Leu Gly Ser Cys Ser lie Ser His Leu His Ser Leu Phe Arg 
145 150 155 160 

Val Leu Leu Met Ser Arg Leu Ser Phe Cys Ala Ser His lie lie Lys 

165 170 175 

His Phe Phe Cys Asp Thr Gin Pro Val Leu Lys Leu Ser Cys Ser Asp 

180 185 190 

Thr Ser Ser Ser Gin Met Val Val Met Thr Glu Thr Leu Ala Val lie 

195 200 205 

Val Thr Pro Phe Leu Cys lie lie Phe Ser Tyr Leu Arg lie Met Val 

210 215 220 

Thr Val Leu Arg lie Pro Ser Ala Ala Gly Lys Trp Lys Ala Phe Ser 
225 230 235 240 

Thr Cys Gly Ser His Leu Thr Ala Val Ala Leu Phe Tyr Gly Ser He 

245 250 255 

He Tyr Val Tyr Phe Arg Pro Leu Ser Met Tyr Ser Val Val Arg Asp 
* 260 265 270 

Arg Val Ala Thr Val Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro 

275 280 285 

Phe He Tyr Ser Leu Arg Asn Lys Asp Met Lys Arg Gly Leu Lys Lys 

290 295 300 

Leu Gin Asp Arg He Tyr Arg 
305 310 

<210> 2061 
<211> 145 
<212> PRT 

<213> Homo sapien (4190944-1-141327-142434) 
<220> 

<221> VARIANT 

<222> (1)...(145) 

<223> Xaa = Any Amino Acid 

<400> 2061 

Met Thr Thr Pro Phe Asn Ser Ser Leu He Met Phe Ser Leu Leu Asp 

15 10 15 

Ser Ser Met Pro Glu He Leu Cys Pro Leu Pro Tyr Phe Phe Leu Gly 

20 25 30 

Ser His Ala Thr His Ser Ser Xaa Leu Ser Ser Leu Thr Leu He Asn 

35 40 45 

Arg Xaa Asn Met Phe Ser Glu Leu Asn Ser Pro Tyr Phe Ser He Glu 

. 50 55 60 

Leu Asn Leu Lys Tyr Leu Tyr He Cys Asn Lys Leu Thr Leu Glu Lys 
65 * 70 75 80 

Pro Asn Thr Phe Phe Xaa Thr Phe Cys Val Leu Ser Thr Asn Glu Arg 

85 90 95 

Pro Met Val Leu Phe Leu Tyr Cys He Gin Pro Ala Phe Trp He Pro 

100 105 110 

He Trp Xaa Asn Lys Glu Leu Ala Arg Arg Phe Leu Val Tyr Ser Gin 

115 120 125 

Gly Leu Cys Ser Ser He Xaa Asp Asn Val Thr Arg Cys Pro Glu Ala 
130 135 140 

Cys 
145 

<210> 2062 
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<211> 318 
<212> PRT 

<213> Homo sapien (4190944-1-15386-17112) 



<400> 2062 



Met 


Met 


Ser 


Phe 


Ala 


Pro 


Asn 


Ala 


Ser 


His 


Ser 


Pro 


Val 


Phe 


Leu 


Leu 


1 








5 










IP 










15 




Leu 


Gly 


Phe 


Ser 


Arg 


Ala 


Asn 


He 


Ser 


Tyr 


Thr 


Leu 


Leu 


Phe 


Phe 


Leu 








20 










25 










30 






Phe 


Leu 


Ala 


He 


Tyr 


Leu 


Thr 


Thr 


He 


Leu 


Gly 


Asn 


Val 


Thr 


Leu 


Val 






35 










40 










45 








Leu 


Leu 


lie 


Ser 


Trp 


Asp 


Ser 


Arg 


Leu 


His 


Ser 


Pro 


Met 


Tyr 


Tyr 


Leu 




50 










55 










60 










Leu 


Arg 


Gly 


Leu 


Ser 


Val 


He 


Asp 


Met 


Gly 


Leu 


Ser 


Thr 


Val 


Thr 


Leu 


65 










70 










75 










80 


Pro 


Gin 


Leu 


Leu 


Ala 


His 


Leu 


Val 


Ser 


His 


Tyr 


Pro 


Thr 


He 


Pro 


Ala 










85 










90 










95 




Ala 


Arg 


Cvs 


Leu 


Ala 


Gin 


Phe 


Phe 


Phe 


Phe 


Tyr 


Ala 


Phe Gly Val 


Thr 








100 










105 










110 






Asp 


Thr 


Leu 


Val 


He 


Ala 


Val 


Met 


Ala 


Leu 


Asp 


Arg 


Tyr 


Val 


Ala 


He 






115 










120 










125 










Asp 


Pro 


Leu 


His 


a j a 


Ala 


Leu 


Val 


Met 


Asn 


His 


Gin Arg 


Cys 


Ala 




J. J w 










135 










140 










Cys 


Leu 


Leu 


Ala 


Leu 


Ser 




Val 


Val 


Ser 


He 


Leu 


His 


Thr 


Met 


Leu 


J. *± Zj 










150 










155 










160 




Val 


Gly 


Leu 


Val 


Leu 


Pro 


Leu 


Cvs 

v " Jr ° 


Tro 

ST 


Thr 


Glv 


Asp 


Ala 


Gly Gly 










165 










170 










175 




Asn 


Val 


Asn 


Leu 


Pro 


His 


Phe 


Phe 


Cvs 


Asp 


His 


Arg 


Pro 


Leu 


Leu 


Arg 








180 










185 










190 






Ala 


Ser 




Ser 


Asp 


He 


His 


Ser 


Asn 


Glu 


Leu 


Ala 


He 


Phe 


Phe 


Glu 






195 










200 










205 








Gly 


Gly 


Phe 


Leu 


Met 


Leu 


Gly 


Pro 


Cys 


Ala 


Leu 


He 


Val 


Leu 


Ser 


Tyr 




210 










215 










220 










Val 


Arg 


lie 


Gly Ala 


Ala 


He 


Leu 


Arg 


Leu 


Pro 


Ser 


Ala 


Ala 


Gly Arg 


225 










230 










235 










240 


Arg 


Arg 


Ala 


Val 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Thr 


Met 


Val 


Gly 


Phe 










245 










250 










255 




Leu 


Tyr 


Gly 


Thr 


He 


He 


Cys 


Val 


Tyr 


Phe 


Gin 


Pro 


Pro 


Phe 


Gin 


Asn 








260 










265 










270 






Ser 


Gin 


Tyr 


Gin 


Asp 


Met 


Val 


Ala 


Ser 


Val 


Met 


Tyr 


Thr 


Ala 


He 


Thr 






275 










280 










285 








Pro 


Leu 


Ala 


Asn 


Pro 


Phe 


Val 


Tyr 


Ser 


Leu 


His 


Asn 


Lys 


Asp 


Val 


Lys 




290 










295 










300 










Gly 


Ala 


Leu 


Cys 


Arg 


Leu 


Leu 


Glu 


Trp 


Val 


Lys 


Val 


Asp 


Pro 







305 310 315 



<210> 2063 
<211> 317 
<212>«PRT 

<213> Homo sapien (4190944-1-176262-177597) 



<400> 2063 

Met Asn Ser Glu Asn Leu Thr Arg 

1 5 
Val Leu Leu Gly He Thr Asn Arg 
20 

Leu Thr Cys Leu Pro Val Tyr Leu 

35 40 
Met Ala Leu Leu He Arg Met Asp 

50 55 
Phe Phe Leu Ala Asn Leu Ser Leu 



Ala 


Ala 
10 


Val 


Ala 


Pro 


Ala 


Glu 
15 


Phe 


Trp 


Asp 


Leu 


Arg Val 


Ala 


Leu 


Phe 


25 










30 






Val 


Ser 


Leu 


Leu 


Gly Asn Met 


Gly 










45 








Ala 


Arg 


Leu 


His 
60 


Thr 


Pro 


Met 


Tyr 


Leu 


Asp 


Ala 


Cys 


Tyr 


Ser 


Ser 


Ala 



1206 



BNSDOCID: <WO 01271 58A2_L> 



WO 01/27158 



PCTAJS00/27582 



6 5 70 75 80 

He Gly Pro Lys Met Leu Val Asp Leu Leu Leu Pro Arg Ala Thr He 

85 90 . ~ 95 

Pro Tyr Thr Ala Cys Ala Leu Gin Met Phe Val Phe Ala Gly Leu Ala 

100 105 no 

Asp Thr Glu Cys Cys Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val 

115 120 125 

Ala lie Arg Asn Pro Leu Leu Tyr Thr Thr Ala Met Ser Gin Arg Leu 

130 135 140 

Cys Leu Ala Leu Leu Gly Ala Ser Gly Leu Gly Gly Ala Val Ser Ala 
145 150 155 160 

Phe Val His Thr Thr Leu Thr Phe Arg Leu Ser Phe Cys Arg Ser Arg 

165 170 175 

Lys He Asn Ser Phe Phe Cys Asp He Pro Pro Leu Leu Ala He Ser 

180 185 190 

Cys Ser Asp Thr Ser Leu Asn Glu Leu Leu Leu Phe Ala He Cys Gly 

195 200 205 

Phe He Gin Thr Ala Thr Val Leu Ala He Thr Val Ser Tyr Gly Phe 

210 215 220 

He Ala Gly Ala Val He His Met Arg Ser Val Glu Gly Ser Arg Arg 
225 230 235 240 

Ala Ala Ser Thr Gly Gly Ser His Leu Thr Ala Val Ala Met Met Tyr 

245 250 255 

Gly Thr Leu He Phe Met Tyr Leu Arg Pro Ser Ser Ser Tyr Ala Leu 

260 265 270 

Asp Thr Asp Lys Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Ser 

275 280 285 

Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala 

290 295 300 

Leu Arg Gin Thr Trp Ser Arg Phe His Cys Pro Gly Gin 
305 310 315 

<210> 2064 
<211> 314 
<212> PRT 

<213> Homo sapien (4190944-1-2029-4183) 
<400> 2064 

Met Asp Asn Ser Asn Trp Thr Ser Val Ser His Phe Val Leu Leu Gly 

1 5 10 15 

He Ser Thr His Pro Glu Glu Gin He Pro Leu Phe Leu Val Phe Ser 

20 ' 25 30 

Leu Met Tyr Ala He Asn He Ser Gly Asn Leu Ala He He Thr Leu 

35 40 45 

He Leu Ser Ala Pro Arg Leu His He Pro Met Tyr He Phe Leu Ser 

50 55 60 

Asn Leu Ala Leu Thr Asp He Cys Phe Thr Ser Thr Thr Val Pro Lys 
65 70 75 80 

Met Leu Gin He He Phe Ser Pro Thr Lys Val He Ser Tyr Thr Gly 

85 90 95 

Cys Leu Ala Gin Thr Tyr Phe Phe He Cys Phe Ala Val Met Glu Asn 

100 105 no 

Phe He Leu Ala Val Met Ala Tyr Asp Arg Tyr He Ala He Cys His 

115 120 125 

Pro Phe His Tyr Thr Met He Leu Thr Arg Met Leu Cys Val Lys Met 

130 135 140 

Val Val Met Cys His Ala Leu Ser His Leu His Ala Met Leu His Thr 
14 5 150 155 160 

Phe Leu He Gly Gin Leu He Phe Cys Ala Asp Asn Arg He Pro His 

165 170 175 

Phe Phe Cys Asp Leu Tyr Ala Leu Met Lys He Ser Cys Thr Ser Thr 



1207 



BNSOOCtD: <WO_0127158A2J_> 



WO 01/27158 



PCT/US00/27582 









180 










185 






190 




Tyr 


Levi 


Asn 


Thr 


Leu 


Met 


He 


His 


Thr 


Glu 


Gly Ala Val 


Val He 


Ser 




195 










200 






205 








Aid 


Leu 


Ala 


Phe 


He 


Thr 


Ala 


Ser 


Tyr 


Ala Cys He 


He Leu 


Val 


£* X V 










215 








220 




Thr 


V ct X 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Lys 


Gly Arg Trp Lys Thr 


Phe Ser 


225 








230 










235 




240 


Cys 


Glv 


Ser 


His 


Leu 


Thr 


Val 


Val 


Ala 


He 


Phe Tyr Gly Thr Leu 


Ser 






245 










250 




255 




Trp 


Val 


Tyr 


Phe 


Arg 


Pro 


Leu 


Ser 


Ser 


Tyr 


Ser Val Thr 


Lys Gly Arg 




260 










265 






270 




He 


He 


Thr 


Val 


Val 


Tyr 


Thr 


Val 


Val 


Thr 


Pro Met Leu 


Asn Pro 


Phe 






275 










280 






285 






He 


Tyr 


Ser 


Leu 


Arg 


Asn Gly Asp 


Val 


Lys 


Gly Gly Phe 


Met Lys 


Trp 




290 










295 








300 






Met 


Ser 


Arg 


Met 


Gin 


Thr 


Phe 


Phe 


Phe 


Arg 









305 310 

<210> 2065 
<211> 216 
<212> PRT 

<213> Homo sapien (438406-1-1-648) 



<400> 2065 



Val 


Leu 


Asp 


Val 


Gly 


Cys 


He 


Thr 


Val 


Thr 


Val 


Pro 


Ala 


Met 


Leu Gly 


1 






5 










10 










15 




Arg 


Leu 


Leu 


Ser 


His 


Lys 


Ser 


Thr 


He 


Ser 


Tyr 


Asp 


Ala 


Cys 


Leu 


Ser 






20 










25 










30 






Gin 


Leu 


Phe 


Phe 


Phe 


His 


Leu 


Leu 


Ala Gly Met 


Asp 


Cys 


Phe 


Leu 


Leu 






35 










40 










45 








Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Leu 


Leu Gly 


He 


Cys 


Gin 


Ala 


Leu 


Thr 




50 










55 










60 








Ala 


Tyr 


Arg 


Thr 


Arg 


Met 


Ser 


Gin 


Thr 


Val 


Gin 


Arg 


Met 


Leu 


Val 


Ala 


65 








70 










75 










80 


Ser 


Trp 


Ala 


Cys 


Ala 


Phe 


Thr 


Asn 


Ala 


Leu 


Thr 


His 


Thr 


Val 


Gly 


Met 






85 










90 










95 




Ser 


Thr 


Leu 


Asn 
100 


Phe 


Cys 


Gly 


Pro 


Asn 
105 


Val 


He 


Asn 


His 


Phe 
110 


Tyr 


Cys 


Asp 


Leu 


Pro 


Gin 


Leu 


Phe 


Lys 


Leu 


Ser 


Cys 


Ser 


Ser 


Thr 


Gin 


Leu 


Asn 




115 










120 










125 








Glu 


Leu 


Leu 


Leu 


Phe 


Ala 


Val 


Gly 


Phe 


He 


Met 


Ala 


Gly Thr 


Pro 


Met 




130 










135 










140 










Ala 


Leu 


He 


Val 


He 


Ser 


Tyr 


He 


His 


Val 


Ala 


Ala 


Ala 


Val 


Leu 


Arg 


145 










150 










155 










160 


He 


Arg 


Ser 


Val 


Glu 


Gly 


Arg 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 








165 










170 










175 




His 


Leu 


Thr 


Val 


Val 


Ala 


He 


Phe 


Tyr 


Gly 


Ser 


Gly 


He 


Phe 


Asn Tyr 








180 










185 










190 






Met 


Arg 


Leu 


Gly 


Ser 


Thr 


Lys 


Leu 


Ser 


Asp 


Lys 


Asp 


Lys 


Ala 


Val 


Gly 




195 








200 










205 








He 


Phe 
210 


Asn 


Thr 


Val 


He 


Asn 
215 


Pro 



















<210> 2066 
<211> 318 
<212> PRT 

<213> Homo sapien (4581418-1-11548-14170) 
<400> 2066 

Met Asp Gin Ser Asn Tyr Ser Ser Leu His Gly Phe He Leu Leu Gly 
! 5 10 15 
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Phe Ser Asn His Pro Lys Met Glu Met He Leu Ser Gly Val Val Ala 

20 25 30 

He Phe Tyr Leu He Thr Leu Val Gly Asn Thr Ala He He Leu Ala 

35 40 45 

Ser Leu Leu Asp Ser Gin Leu His Thr Pro Met Tyr Phe Phe Leu Arg 

50 55 60 

Asn Leu Ser Phe Leu Asp Leu Cys Phe Thr Thr Ser He He Pro Gin 
65 70 75 80 

Met Leu Val Asn Leu Trp Gly Pro Asp Lys Thr He Ser Tyr Val Gly 

85 90 95 

Cys He He Gin Leu Tyr Val Tyr Met Trp Leu Gly Ser Val Glu Cys 

100 105 110 

Leu Leu Leu Ala Val Met Ser Tyr Asp Arg Phe Thr Ala He Cys Lys 

115 120 125 

Pro Leu His Tyr Phe Val Val Met Asn Pro His Leu Cys Leu Lys Met 

130 135 140 

He He Met He Trp Ser He Ser Leu Ala Asn Ser Val Val Leu Cys 
145 150 155 160 

Thr Leu Thr Leu Asn Leu Pro Thr Cys Gly Asn Asn He Leu Asp His 
165 170 175 

J Phe Leu Cys Glu Leu Pro Ala Leu Val Lys He Ala Cys Val Asp Thr 
180 185 190 

Thr Thr Val Glu Met Ser Val Phe Ala Leu Gly He He He Val Leu 

— 195 200 205 

Thr Pro Leu He Leu He Leu He Ser Tyr Gly Tyr He Ala Lys Ala 

210 215 220 

Val Leu Arg Thr Lys Ser Lys Ala Ser Gin Arg Lys Ala Met Asn Thr 
225 230 235 240 

Cys Gly Ser His Leu Thr Val Val Ser Met Phe Tyr Gly Thr He He 

245 250 255 

Tyr Met Tyr Leu Gin Pro Gly Asn Arg Ala Ser Lys Asp Gin Gly Lys 

260 265 270 

Phe Leu Thr Leu Phe Tyr Thr Val He Thr Pro Ser Leu Asn Pro Leu 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Asp Met Lys Asp Ala Leu Lys Lys Leu 

290 295 300 

Met Arg Phe His His Lys Ser Thr Lys He Lys Arg Asn Cys 
305 310 315 

<210> 2067 

<211> 257 

<212> PRT 

<213> Homo sapien (4581418-1-39007-42459) 



<220> 

<221> VARIANT 

<222> (1)...(257) 

<223> Xaa = Any Amino Acid 



<400> 2067 



Phe 


He 


Leu 


Trp 


Gly 


Phe 


Phe 


Asp 


His 


Pro Xaa 


Pro 


Glu 


Met 


Phe 


Leu 


1 








5 










10 








15 




Phe 


He 


Met 


Gly 


Leu 


Val 


Gly 


Leu 


Ser 


Leu His 


Thr 


Gly Gly Gin 


His 








20 










25 








30 






Leu 


Asn 


Tyr 


Cys 


Gly Thr 


Gin Gly 


He 


Phe Xaa Gly Ser 


Thr 


Lys 


Cys 






35 










40 








45 








He 


He 
50 


Leu 


Ala 


Val 


Thr 


Ser 
55 


Leu 


Asp 


Pro Tyr 


He 
60 


Ala 


He 


Cys 


Lys 


His 


Leu 


Arg 


Tyr 


Pro 


Ala 


He 


Met 


His 


Gin Gin 


Leu 


Cys 


Val 


Leu 


Leu 


65 










70 








75 










80 


Val 


Ala 


Met 


Ala 


Trp 


Leu 


Ser 


Ser 


Leu 


Ala Asn 


Ser 


Leu 


Gin 


Ser 


Ser 
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85 










90 










95 




Leu 


Ala 


Val 


Gin 


Leu 


Pro 


Leu Gly Gly 


Asn 


Lys 


Val 


Asp 


Asp 


Phe 


Leu 








100 










105 










110 






Cys 


Glu 


Val 
115 


Ser 


Ala 


Met 


He 


Lys 
120 


He 


Ser 


Arg 


Phe 


Asp 
125 


Thr 


Thr 


Phe 


Asn 


Val 
130 


Ser 


Met 


Leu 


Ser 


He 
135 


Val 


Arg 


He 


Phe 


Xaa 
140 


Ser 


Leu 


Val 


Leu 


Xaa 


Ser 


He 


He 


Phe 


Ala Tyr 


Cys 


Gly 


Phe 


He 


Val 


Ala 


Thr 


Val 


Leu 


145 










150 










155 










160 


Arg 


He 


Gin 


Ser 


Ser Gly Gly Lys 


Lys 


Glu 


Val 


Phe 


Asn 


Thr 


Cys 


Gly 










165 










170 










175 




Ser 


His 


He 


Val 
180 


Ser 


Leu 


Leu 


Tyr 


Gly 
185 


Pro 


Val 


He 


Ser 


Met 
190 


Tyr 


Val 


Gin 


Pro 


Ser 
195 


Ala 


Asn 


Ser 


Gin 


Asp 
200 


Lys 


Asn 


Lys 


Phe 


Met 
205 


Ser 


Leu 


Phe 


Tyr 


Ser 
210 


Leu 


Val 


Thr 


Pro 


Met 
215 


Leu 


Asn 


Pro 


Phe 


He 
220 


Tyr 


Thr 


Leu 


Ser 


Asn 


Arg 


Asp 


He 


Lys 


Gly Ala 


Met Arg 


Arg 


Leu 


Leu 


Val 


Phe 


Leu 


Tyr 


225 










230 










235 










240 


His 


Gin 


Glu 


Glu 


Asn 
245 


Lys 


Ser 


Asn 


Tyr 


Cys 
250 


Leu 


Tyr 


Ser 


Thr 


Phe 
255 


Phe 



He 



<210> 2068 
<211> 309 
<212> PRT 

<213> Homo sapien (5081803-1-1-930) 



<400> 2068 



Met 


Lys 


Lys 


Glu 


Asn 


Gin 


Ser 


Phe 


Asn 


Leu Asp 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 










10 










15 1 




Val 


Thr 


Ser 


Gin 
20 


Gin 


Glu 


Gin 


Asn 


Asn 
25 


Val 


Phe 


Phe 


Val 


He 
30 


Phe 


Leu 


Cys 


He 


Tyr 
35 


Pro 


He 


Thr 


Leu 


Thr 
40 


Gly 


Asn 


Leu 


Leu 


He 
45 


He 


Leu 


Ala 


He 


Cys 
50 


Ala 


Asp 


He 


Arg 


Leu 
55 


His 


Asn 


Pro 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ala 


Asn 


Leu 


Ser 


Leu 


Val 


Asp 


He 


He 


Phe 


Ser 


Ser 


Val 


Thr 


He 


Pro 


Lys 


65 










70 










75 










80 


Val 


Leu 


Ala 


Asn 


His 
85 


Leu 


Leu 


Gly 


Ser 


Lys 
90 


Phe 


He 


Ser 


Phe 


Gly 
95 


Gly 


Cys 


Leu 


Met 


Gin 


Met 


Tyr 


Phe 


Met 


He 


Ala 


Leu Ala Lys 


Ala 


Asp 


Ser 








100 










105 










110 






Tyr 


Thr 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg Ala Val 


Ala 


He 


Ser 


Cys 






115 










120 










125 








Pro 


Leu 
130 


His 


Tyr 


Thr 


Thr 


He 
135 


Met 


Ser 


Pro 


Arg 


Ser 
140 


Cys 


He 


Leu 


Leu 


He 


Ala 


Gly 


Ser 


Trp 


Val 


He 


Gly 


Asn 


Thr 


Ser 


Ala 


Leu 


Pro 


His 


Thr 


145 










150 










155 










160 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Ser 


Phe 


Cys 


Gly Asn Gin Glu 


Val 


Ala 


Asn 










165 










170 










175 




Phe 


Tyr 


Cys 


Asp 
180 


He 


Met 


Pro 


Leu 


Leu 
185 


Lys 


Leu 


Ser 


Cys 


Ser 
190 


Asp 


Val 


His 


Phe 


Asn 


Val 


Lys 


Met 


Met 


Tyr 


Leu 


Gly Val 


Gly Val 


Phe 


Ser 


Leu 






195 










200 










205 








Pro 


Leu 
210 


Leu 


Cys 


He 


He 


Val 
215 


Ser 


Tyr 


Val 


Gin 


Val 
220 


Phe 


Ser 


Thr 


Val 


Phe 


Gin 


Val 


Pro 


Ser 


Thr 


Lys 


Ser 


Leu 


Phe 


Lys 


Ala 


Phe 


Cys 


Thr 


Cys 


225 










230 










235 










240 


Gly 


Ser 


His 


Leu 


Thr 


Val 


Val 


Phe 


Leu 


Tyr 


Tyr 


Gly Thr 


Thr 


Met 


Gly 
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245 250 255 

Met Tyr Phe Arg Pro Leu Thr Ser Tyr Ser Pro Lys Asp Ala Val lie 

260 265 270 

Thr Val Met Tyr Val Ala Val Thr Pro Ala Leu Asn Pro Phe lie Tyr 

275 280 285 

Ser Leu Arg Asn Trp Asp Met Lys Ala Ala Leu Gin Lys Leu Phe Ser 

290 295 300 

Lys Arg lie Ser Ser 
305 

<210> 2069 
<211> 272 
<212> PRT 

<213> Homo sapien (5262456-1-1-1993) 
<400> 2069 

Met Trp lie Asn Asn Gin Ser Ser Leu Asp Asp Phe lie Leu Leu Gly 

1 5 10 15 . 

Phe Ser Asp Arg Pro Trp Leu Glu Thr Pro Leu Val lie Phe Leu Val 

20 25 30 

Ala Tyr lie Phe Ser Leu Phe Gly Asn lie Ser lie lie Leu Val Ser 

35 -40 45 

His Leu Asp Pro Gin Leu Asp Ser Pro Met Tyr Phe Phe Val Ser Asn 

50 55 60 

Leu Ser Phe Leu Asp Leu Cys Tyr Thr Thr Ser Thr Val Pro Gin Met 
65 70 75 80 

Leu Val Asn Leu Arg Gly Pro Glu Lys Thr lie Ser Tyr Gly Gly Cys 

85 90 95 

Val Ala Gin Leu Tyr He Phe Leu Ala Leu Gly Ser Thr Glu Cys He 

100 105 110 

Leu Leu Ala He Met Ala Phe Asp Arg Tyr Ala Ala He Cys Lys Pro 

115 120 125 

Leu His Tyr Pro Val He Met Asn His Arg Arg Cys He His Met Ala 

130 135 140 

Ala Gly Thr Trp He Ser Gly Phe Ala Asn Ser Leu Val Gin Ser Thr 
145 150 155 160 

Leu Thr Val Val Ala Pro Arg Cys Gly Gin Arg Val Leu Asp His Phe 

165 170 175 

Phe Cys Glu Val Pro Ala Leu Leu Lys Leu Ala Cys He Asp He Arg 

180 185 190 

Val Asn Glu Met Glu Leu Asn Val Leu Gly Ala Leu Leu Leu Leu Met 

195 200 205 

Pro Leu Thr Leu He Leu Gly Thr Tyr Val Phe He Ala Gin Ala Val 

210 215 220 

Met Arg He Cys Ser Ala Glu Ser Arg Trp Lys Ala Phe Asn Thr Cys 
225 230 235 240 

Ala Ser His Leu Leu Val Val Ser Leu Phe Tyr Phe Thr Ala He Ser 

245 250 255 

Met Tyr Val Gin Pro Pro Ser Ser Tyr Ser His Asp Arg Gly Lys He 
260 265 270 

<210> 2070 
<211> 356 
<212> PRT 

<213> Homo sapien (5262456-1-22068-24947) 
<220> 

<221> VARIANT 

<222> (1)...(3S6) 

<223> Xaa = Any Amino Acid 
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<400> 2070 



Met 


He 


Asn 


Asp 


Ser 


His 


Phe 


Ser 


Gly 


Phe 


He 


Leu 


Leu 


Gly 


Phe 


Thr 


1 






5 










10 










15 




Gly 


Gin 


Pro 


Gin 


Leu 


Gin 


Met 


Met 


He 


Ser Gly Val 


Val 


Phe 


Phe 


Phe 






20 










25 










30 






Tyr 


Thr 


He 


Ala 


Phe 


Met 


Gly 


Asn 


Met 


Ala 


He 


He 


Leu 


Leu 


Ser 


Phe 




35 










40 










45 








Leu 


Asp 


Asp 


His 


Leu 


Gin 


Val 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Arg Asn 


Leu 




50 










55 










60 










Ala 


He 


Leu 


Asp 


Leu 


Cys 


Tyr 


Thr 


Thr 


Asn 


He 


Val 


Pro 


Gin 


Met 


Leu 


65 










70 










75 










80 


Val 


Ser 


He 


Trp 


Gly 


Lys 


Asp 


Lys 


Arg 


He 


Thr 


Phe 


Gly Gly Cys 


Ala 










85 










90 










95 




Phe 


Gin 


Leu 


Phe 
100 


He 


Asp 


Val 


Ala 


Leu 
105 


Tyr 


Ser 


Val 


Glu 


Cys 
110 


He 


Leu 


Leu 


Ser 


Met 
115 


Met 


Ser 


Tyr 


Asp 


Arg 
120 


Leu 


Asn 


Ala 


He 


Cys 
125 


Lys 


Pro 


Leu 


His 


His 


Met 


Thr 


He 


Met 


Asn 


Leu 


Gin 


Leu 


Cvs 

> " Jr 


Gin 


Gly Leu Val 


Val 




130 










135 










140 










lie 


Ser 


Trp 


Val 


Val 


Gly 


Val 


He 


Asn 


Cvs 

y o 


He 


He 


Pro 


Ser 


Pro 


Tyr 


145 










150 










155 










160 


Ala 


Thr 


Ser 


Leu 


Pro 
165 


Arg 


Cys 


Arg 


Asn 


His 
170 


His 


Leu 


Asp 


His 


Phe 
175 


Phe 


Val 


Cvs 


Val 


Lys 
180 


Cvs 

^~ Jr 


Leu 


Gin 


Xaa 


Ser 
185 


Arg 


Phe 


Lys 


He 


Ala 
190 


Cys 


Val 


Asp 


Thr 


Thr 
195 


Ala 


Met 


Glu 


Val 


Thr 
200 


Thr 


Phe 


Ala 


Met 


Cys 
205 


Leu 


He 


He 


Val 


Leu 
210 


Val 


Pro 


Leu 


Leu 


Leu 
215 


He 


Leu 


Val 


Ser 


Tyr 
220 


Gly 


Phe 


He 


Ala 


Val 


Ala 


Val 


Leu 


Lvs 

" Jr 


He 


Lys 


Ser 


Ala 


Ala 


Gly Arg 


Gin 


Lys 


Ala 


Phe 


225 










230 








235 










240 


Glv 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


Val 


Val 


Val 


Ser 


He 


Phe 


Cys 


Gly 


Thr 






245 










250 










255 




Val 


Thr 


Tyr 


Met 
260 


Tyr 


He 


Gin 


Pro 


Gly 
265 


Asn 


Ser 


Pro 


Asn 


Gin 
270 


Asn 


Glu 


Gly 


Lvs 

"Jr •** 


Leu 


Leu 


Ser 


He 


Phe 


Tyr 


Ser 


He 


Val 


Thr 


Pro 


Ser 


Leu 


Asn 




275 










280 










285 








Pro 


Leu 


He 


Tyr 


Thr 


Val 


Arg 


Asn 


Lys 


Glu 


Phe 


Lys 


Gly Ala 


Met 


Lys 




290 










295 










300 










Arg 


Leu 


Thr 


Gly 


Lys 


Glu 


Lys 


Asp 


Cys 


Met 


Glu 


Lys 


Arg 


Gly 


His 


Xaa 


305 










310 










315 










320 


Phe 


Phe 


Leu 


Pro 


Ala 
325 


He 


Ser 


Asn 


Met 


Ala 
330 


He 


Asp 


Leu 


Pro 


Asn 
335 


Leu 


Lys 


Cys 


Arg 


Gin 


Phe 


He 


Leu 


Xaa 


He 


Asn Cys 


Leu 


His 


Leu Arg 


Xaa 






340 










345 










350 






Arg 


Xaa 


Tyr 


Pro 



























355 



<210> 2071 
<211> 338 
<212> PRT 

<213> Homo sapien (5679453-1-2929-5456) 
<220> 

<221> VARIANT 

<222> (1) . . . (338) 

<223> Xaa = Any Amino Acid 

<400> 2071 

Met He Leu Pro Ala Ser Phe Ser Xaa Gly Thr Met Glu Thr Ser Ser 
15 10 15 
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Val Ser Ser Gly Thr Asp Phe lie Leu Leu Gly Phe Ser Asp Arg Pro 

20 25 30 

Gin Leu Glu His lie lie Ser Val Val Val Phe lie lie Tyr He Val 

35 40 45 

Thr Leu Val Gly Asn Thr Thr He He Leu Val Ser Tyr Leu Asp Thr 

50 55 '60 

Gin Leu His Thr Phe Met Tyr Phe Phe Leu Ser Asn Leu Ser Phe Leu 
65 70 75 80 

Asp Leu Cys Tyr Thr Thr Ser He He Pro Gin Met Leu Ala Asn Gin 

85 90 95 

Trp Gly Pro Lys Lys Ser He Thr Tyr Gly Gly Cys Val Leu Gin Phe 

100 105 110 

Phe Phe Val Leu Asp Leu Gly Ala Thr Glu Cys Leu Leu Leu Ala Val 

115 120 125 

Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Gin Pro Leu His Tyr Thr 

130 135 140 

Leu Lys Cys Thr Leu Ser Phe Ala Thr Ala Trp Leu Ser Gly Leu Ala 
145 150 155 . 160 

Ser Ala Leu He Val Cys Ser Leu Thr Leu Lys Leu Pro Arg Cys Gly 

165 170 175 

His Arg Glu Val Asp Asn Phe Phe Cys Glu Met Pro Ala Leu He Lys 

180 185 190 

Met Ala Cys Val Tyr Ser Lys Val He Glu He Val Val Phe Ala Phe 

195 200 205 

Gly Val Val Phe Leu Phe Val Pro Leu Ser Leu He Leu He Ser Tyr 

210 215 220 

Gly Val He Thr Gin Ala Val Met Arg He Lys Ser Ala Thr Arg Leu 
225 230 235 240 

Gin Lys He Leu Asn Thr Cys Gly Ser His Leu Thr Val Val He Leu 

245 250 255 

Phe Tyr Gly Thr He He Tyr He Tyr Met Lys Pro Gin Asn Thr He 

260 265 270 

Ser Gin Asp Glu Gly Lys Phe Ser Leu Phe Tyr Thr He He Thr Pro 

275 280 285 

Ser Leu Asn Leu Pro He Tyr Thr Leu Arg Asn Lys Asp Val Lys Ser 

290 295 300 

Ala Leu Lys Arg He Leu Trp Met Lys Lys Ser Ser Ala Glu Xaa Met 
305 310 315 320 

Asn Xaa Met Glu Lys Ser Arg Met Xaa Ser Thr Lys Glu He Leu Ala 
325 330 335 

Phe He 



<210> 2072 
<211> 308 
<212> PRT 

<213> Homo sapien (5791525-1-119325-122054) 
<400>« 2072 

Met Ala Met Asp Asn Val Thr Ala Val Phe Gin Phe Leu Leu He Gly 

1 5 10 15 

He Ser Asn Tyr Pro Gin Trp Arg Asp Thr Phe Phe Thr Leu Val Leu 

20 25 30 

He He Tyr Leu Ser Thr Leu Leu Gly Asn Gly Phe Met He Phe Leu 

35 40 45 

He His Phe Asp Pro Asn Leu His Thr Pro He Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Leu Asp Leu Cys Tyr Gly Thr Ala Ser Met Pro Gin 
65 70 75 80 

Ala Leu Val His Cys Phe Ser Thr His Pro Tyr Leu Ser Tyr Pro Arg 
85 90 95 
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Cys 


Leu 


Ala 


Gin 
100 


Thr 


Ser 


Val 


Ser 


Leu 
105 


Ala 


Leu 


Ala 


Thr 


Ala 
110 


Glu 


Cys 


Leu 


Leu 


Leu 
115 


Ala 


Ala 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Val 


Val 


Ala 
125 


He 


Ser 


Asn 


Pro 


Leu 
130 


Arg 


Tyr 


Ser 


Val 


Val 
135 


Met 


Asn 


Gly 


Pro 


Val 
140 


Cys 


Val 


Cys 


Leu 


Val 


Ala 


Thr 


Ser 


Trp 


Gly 


Thr 


Ser 


Leu 


Val 


Leu 


Thr 


Ala 


Met 


Leu 


He 


145 










150 










155 










160 


Leu 


Ser 


Leu 


Aro 


Leu 
165 


His 


Phe 


Cys 


Gly 


Ala 
170 


Asn 


Val 


He 


Asn 


His 
175 


Phe 


Ala 


Cvs 


Glu 


He 


Leu 


Ser 


Leu 


He 


Lys 


Leu 


Thr Cys 


Ser 


Asp 


Thr 


Ser 






180 










185 










190 






Leu 


Asn 


Glu 
195 


Phe 


Met 


He 


Leu 


He 
200 


Thr 


Ser 


He 


Phe 


Thr 
205 


Leu 


Leu 


Leu 


Pro 


Phe 
210 


Glv 


Phe 


Val 


Leu 


Leu 
215 


Ser 


Tyr 


He 


Arg 


He 
220 


Ala 


Met 


Ala 


He 


He 


Arg 


He 


Aro 


Ser 


Leu 


Gin 


Gly 


Arg 


Leu 


Lys 


Ala 


Phe 


Thr 


Thr 


Cys 


225 










230 










235 










240 


Glv 


Ser 


His 


Leu 


Thr 


Val 


Val 


Thr 


He 


Phe 


Tyr Gly 


Ser 


Ala 


He 


Ser 










245 










250 










255 




Met 


Tyr 


Met 


Lys 
260 


Thr 


Gin 


Ser 


Lys 


Ser 
265 


Tyr 


Pro 


Asp 


Gin 


Asp 
270 


Lys 


Phe 


He 


Ser 


Val 
275 


Phe 


Tyr 


Gly 


Ala 


Leu 
280 


Thr 


Pro 


Met 


Leu 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Ser 
290 


Leu 


Arg 


Lys 


Lys 


Asp 
295 


Val 


Lys 


Arg 


Ala 


He 
300 


Arg 


Lys 


Val 


Met 


Leu 


Lys 


Arg 


Thr 



























305 



<210> 2073 
<211> 314 
<212> PRT 

<213> Homo sapien (5791525-1-456-2065) 
<220> 

<221> VARIANT 

<222> (1) . . . (314) 

<223> Xaa = Any Amino Acid 



<400> 2073 



Met 


His 


Gin Gly 


Asn 


Xaa 


Thr 


Thr 


Val 


Ser 


Lys 


Phe 


Phe 


Leu 


Leu 


Gly 


1 








5 










10 










15 




He 


Thr 


Thr 


Lys 
20 


Pro 


Lys 


Glu 


Gin 


Gin 
25 


Phe 


He 


Phe 


Met 


Leu 
30 


Phe 


Leu 


Cys 


Thr 


Tyr 
35 


Leu 


Val 


Thr 


Met 


Val 
40 


Arg 


Asn 


Leu 


Leu 


He 
45 


He 


Leu 


Ala 


Val 


Val 
50 


Ser 


Asp 


Ala 


His 


Leu 
55 


His 


Gly 


Pro 


He 


Tyr 
60 


Phe 


Phe 


Leu 


Ala 


Asn 


Leu 


Ser 


Phe 


Thr 


Asn 


Val 


Cys 


He 


Thr 


Thr 


Thr 


Thr 


Val 


Pro 


Lys 


65 










70 










75 










80 


He 


Leu 


Ala Asp 


He 


Gin 


Ser 


Gin 


Asn 


Ser 


Thr 


He 


Ser 


Phe 


Glu 


Gly 










85 










90 










95 




Cys 


Pro 


Ala 


Gin 
100 


Met 


Xaa 


Phe 


Xaa 


He 
105 


Phe 


Leu 


Val 


Asp 


Leu 
110 


Asp 


Asn 


Phe 


Leu 


Leu 
115 


Val 


Asp 


Met 


Ala 


Tyr 
120 


Asn 


Xaa 


Tyr 


He 


Ala 
125 


He 


Cys 


His 


Pro 


Leu 
130 


His 


Tyr 


Thr 


Val 


Val 
135 


Val 


Leu 


Ser 


Pro 


Lys 
140 


Asn 


Cys 


Ala 


Leu 


Leu 


Val 


Val 


Thr 


Pro 


Trp 


Val 


He 


Ser 


Asn 


Leu 


Val 


Ser 


He 


Leu 


His 


145 










150 










155 










160 


Leu 


Ser 


Leu 


Leu 


Ser 


His 


Leu 


Thr 


Phe 


Cys 


He 


Ser 


His 


He 


Phe 


Tyr 
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165 



Asp 


Leu 


Glu 


Pro 


lie 


Leu 


Glv 


Leu 








180 










Asn 


Leu 


lie 


lie 


Thr 


Ala 


lie 


Glv 






195 










200 


Thr 


Cys 


His 


lie 


Leu 


Val 


Ser 






210 










215 




Gly Val 


Pro 


Ser 


Ala 


Lys 


Glv 


Lys 


225 










230 






Ser 


His 


Leu 


Ser 


Val 


Val 


Pro 


Gin 










9 AS 








Val 


Tyr 


Phe 


Leu 


Ser 


Phe 


Phe 


Ala 








260 










Ala 


Ala 


lie 


Met 


Tyr 


Thr 


Thr 


Val 






275 










280 


Cys 


Ser 


Leu 


Arg 


Asn 


Glu 


Asp 


Met 




290 










295 




Ser 


Arg 


Gin Gly 


Phe 


Ser 


Gly 


Val 


305 










310 









170 








175 




Ala 




Ser Asp Thr 


Gl n 
win 


lie 


Asn 


185 








190 






Glu 


Val 


Val lie 


Phe 


lie 


xrl \J 


* ins 








205 










Leu 


lie Gly 


Ser 


Thr 




LtCU 






220 










Xaa 


Lys 


Thr Phe 


Ser 


Thr 




Glv 






J _> 








240 


VOl 


Phe 


Tyr Gly 


Phe 


Tl 
lie 




uiy 
















Tyr 


Ser 


Ala Glu 


Arg 


Asp 


Glu 


Val 


265 








270 






Thr 


His 


Leu lie 


Lys 


Ser 


Phe 


He 








285 








Lys 


Gly 


Ala Leu 


Arg 


Arg 


Pro 


Leu 






300 










Val 


Ser 













i <210> 
<211> 
<212> 
<213> 



2074 

138 

PRT 

Homo sapien (5823349-1-32238-32756) 



<220> 

<221> VARIANT 

<222> (1)...(138) 

<223> Xaa = Any Amino Acid 



<400> 2074 



Leu 


Met 


Leu 


Leu 


Asp 


Leu 


Leu 


Ser 


Asp 


Ala 


Glu 


Val 


His 


Ala 


Val 


Ser 


1 








5 










10 










15 




Ser 


Ser 


His 


Cys 
20 


Ser 


Leu 


His 


Leu 


Thr 
25 


Lys 


Glu 


lie 


Phe 


Ser 
30 


lie 


Val 


Ser 


Asn 


Gin 


Ala 


Leu 


Ser 


Pro 


Glu 


Ser 


Thr 


Leu 


Gly Leu 


His 


Met 


His 






35 










40 










45 








Leu 


Cys 
50 


Ala 


Phe 


Leu 


Thr 


Leu 
55 


Phe 


Pro 


Leu 


Pro 


Arg 
60 


Thr 


Pro 


Leu 


Pro 


Ser 


Phe 


Leu 


He 


His 


Arg 


Asn 


Leu 


He 


His 


Leu 


Ser 


Ser 


His 


Ala 


Gin 


65 










70 










75 










80 


Gin 


Leu 


Ser 


Phe 


Pro 
85 


Xaa 


Leu 


Leu 


Xaa 


Lys 
90 


Tyr 


Ser 


Leu 


Phe 


Asn 
95 


Leu 


Tyr 


Val 


He 


Leu 
100 


Ser 


Arg 


He 


Leu 


Phe 
105 


Pro 


Leu 


His 


Pro 


Leu 
110 


Val 


Tyr 


Glu 


Gin 


Phe 


Lys 


Ser Gly Cys 


Tyr 


Gly Xaa 


Phe 


He 


He 


Lys 


He 


Leu 






115 










120 










125 








Asn 


Phe 


Cys 


Leu 


Leu 


Xaa 


Val 


Met 


Asn 


Leu 















130 135 



<210> 2075 
<211> 162 
<212> PRT 

<213> Homo sapien (5931513-1-1-2929) 



<400> 2075 

Met Asn Val Ser Glu Pro Asn Ser Ser Phe Ala Phe Val Asn Glu Phe 

15 10 15 

He Leu Gin Gly Phe Ser Cys Glu Trp Thr He Gin He Phe Leu Phe 

20 25 30 

Ser Leu Phe Thr Thr Thr Tyr Ala Leu Thr He Thr Gly Asn Gly Ala 
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35 40 45 



He 


Ala 


Phe 


Val Leu 


Trp 


Cys 


Asp 


Arg 


Arg 


Leu 


His 


Thr Pro Met Tyr 




50 








55 










60 




Met 


Phe 


Leu 


Gly Asn 


Phe 


Ser 


Phe 


Leu 


Glu 


He 


Trp 


Tyr Val Ser Ser 


65 








70 










75 




80 


Thr 


Val 


Pro 


Lys Met 


Leu 


Val 


Asn 


Phe 


Leu 


Ser 


Glu 


Lys Lys Asn He 








85 










90 






95 


Ser 


Phe 


Ala Gly Cys 


Phe 


Leu 


Gin 


Phe 


Tyr 


Phe 


Phe 


Phe Ser Leu Gly 








100 








105 








110 


Thr 


Ser 


Glu 


Cys Leu 


Leu 


Leu 


Thr 


Val 


Met 


Ala 


Phe Asp Gin Tyr Leu 






115 








120 










125 


Ala 


He 


Cys 


Arg Pro 


Leu 


Leu 


Tyr 


Pro 


Asn 


He 


Met 


Thr Gly His Leu 




130 








135 










140 




Tyr 


Ala 


Lys 


Leu Val 


He 


Leu 


Cys 


Trp 


Val 


Cys 


Gly 


Phe Leu Trp Phe 


145 








150 










155 




160 



Leu He 



<210> 2076 
<211> 318 
<212> PRT 

<213> Homo sapien (6087993-15-1-2211) 



<400> 2076 



Met 


He 


Gin 


Pro 


Met 


Ala 


Ser 


Pro 


Ser 


7v on 




Ser 


Thr 


Val 


Pro Val 


1 








5 










10 










15 


Ser 


Glu 


Phe 


Leu 


Leu 


Thr 


Cvs 


Phe 


Pro 


Asn 


Phe 


Gin 


Ser Trp Gin His 








20 










25 










30 




Trr> 


Leu 


Ser 


Leu 


Pro 


Leu 


Ser 


Leu 


Leu 


Phe 


Leu 


Leu 


Ala 


Met Gly Ala 






35 










40 










45 






Asn 


Thr 


Thr 


Leu 


Leu 


He 


Thr 


He 


Gin 


Leu 


Glu 


Ala 


Ser 


Leu 


His Gin 




50 










55 










60 








Pro 


Leu 


Tyr 


Tyr 


Leu 


Leu 


Ser 


Leu 


Leu 


Ser 


Leu 


Leu 


Asp 


He 


Val Leu 


65 










70 










75 








80 


Cys 


Leu 


Thr 


Val 


He 


Pro 


Lys 


Val 


Leu 


Ala 


He 


Phe 


Trp 


Tyr 


Asp Leu 










85 










90 










95 


Arg 


Ser 


He 


Ser 


Phe 


Pro 


Ala 


Cys 


Phe 


Leu 


Gin 


Met 


Phe 


He 


Met Asn 








100 










105 










110 




Ser 


Phe 


Leu 


Pro 


Met 


Glu 


Ser 


Cys 


Thr 


Phe 


Met 


Val 


Met 


Ala 


Tyr Asp 






115 










120 










125 






Arg 


Tyr 


Val 


Ala 


He 


Cys 


His 


Pro 


Leu 


Arg 


Tyr 


Pro 


Ser 


He 


He Thr 




130 










135 










140 








Asn 


Gin 


Phe 


Val 


Ala 


Lys 


Ala 


Ser' Val 


Phe 


He 


Val 


Val 


Arg Asn Ala 


145 










150 










155 








160 


Leu 


Leu 


Thr 


Ala 


Pro 


He 


Pro 


lie 


Leu 


Thr 


Ser 


Leu 


Leu 


His 


Tyr Cys 










165 










170 










175 


Gly 


Glu 


Asn 


Val 


He 


Glu 


Asn 


Cys 


He 


Cys 


Ala 


Asn 


Leu 


Ser 


Val Ser 








180 










185 










190 




Arg 


Leu 


Ser 


Cys 


Asp 


Asn 


Phe 


Thr 


Leu 


Asn 


Arg 


He 


Tyr 


Gin 


Phe Val 






195 










200 










205 






Ala 


Gly 


Trp 


Thr 


Leu 


Leu 


Gly 


Ser 


Asp 


Leu 


Phe 


Leu 


He 


Phe 


Leu Ser 




210 










215 










220 








Tyr 


Thr 


Phe 


He 


Leu 


Arg 


Ala 


Val 


Leu 


Arg 


Phe 


Lys Ala Glu Gly Ala 


225 










230 










235 








240 


Ala 


Val 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Phe 


He 


Leu 


He Leu 










245 










250 










255 


Phe 


Phe 


Ser 


Thr 


He 


Leu 


Leu 


Val 


Val 


Val 


Leu 


Thr 


Asn 


Val 


Ala Arg 








260 










265 










270 




Lys 


Lys 


Val 


Pro 


Met 


Asp 


He 


Leu 


He 


Leu 


Leu 


Asn 


Val 


Leu 


His His 






275 










280 










285 






Leu 


He 


Pro 


Pro 


Ala 


Leu 


Asn 


Pro 


He 


Val 


Tyr 


Gly Val 


Arg 


Thr Lys 
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290 295 300 

Glu He Lys Gin Gly He Gin Lys Leu Leu Gin Arg Gly Arg 
305 310 315 

<210> 2077 
<211> 314 
<212> PRT 

<213> Homo sapien (6087993-21-1-3660) 
<400> 2077 

Met Leu Leu Ser Asn Ser Ser Trp Arg Leu Ser Gin Pro Ser Phe Leu 

15 10 15 

Leu Val Gly He Pro Gly Leu Glu Glu Ser Gin His Trp He Ala Leu 

20 25 30 

Pro Leu Gly He Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr He 

35 40 45 

Leu Phe He He Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu 

50 55 60 

Phe Leu Ser Met Leu Ala Ala He Asp Leu Val Leu Ala Ser Ser Thr 
65 70 75 80 

Ala Pro Lys Ala Leu Ala Val Leu Leu Val His Ala His Glu He Gly 

85 90 95 

Tyr He Val Cys Leu He Gin Met Phe Phe He His Ala Phe Ser Ser 

100 105 HO 

Met Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala 

115 120 125 

He Cys His Pro Leu His His Ser Thr He Leu His Pro Gly Val He 

130 135 140 

Gly Arg He Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu He 
145 150 155 i 160 

Pro Phe Pro He Leu Leu Gly Thr Leu He Phe Cys Gin Ala Thr He 

165 170 175 

He Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys 

180 185 190 

Ser Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Met Ala Leu Leu 

195 200 205 

Val He Gly Leu Asp Val Leu Ala He Gly Val Ser Tyr Ala His He 

210 215 220 

Leu Gin Ala Val Leu Lys Val Pro Gly Ser Glu Ala Arg Leu Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Gly Ser His He Cys Val He Leu Val Phe Tyr Val 

245 250 255 

Pro Gly He Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro 

260 265 270 

His His Val His Val Leu Leu Ala Thr Arg Tyr Leu Leu Met Pro Pro 

275 280 285 

Ala Leu Asn Pro Leu Val Tyr Gly Val Lys Thr Gin Gin He Arg Gin 

290 295 300 

Arg Val Leu Arg Val Phe Thr Gin Lys Asp 
305 310 

<210> 2078 
<211> 327 
<212> PRT 

<213> Homo sapien (6087993-34-2575-6318) 
<220> 

<221> VARIANT 

<222> (1) . . . (327) 

<223> Xaa = Any Amino Acid 
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<400> 2078 



Phe 


Phe 


Ser 


Asn 


Asn 


Ser 


Val 


Leu 


Phe 


Pro 


His 


Thr 


Phe 


Phe 


Leu 


Ala 


1 








5 










10 










15 




Gly 


lie 


Pro 


Gly 


Leu 


Thr 


Ala 


Thr 


His 


He 


Trp 


He 


Leu 


Leu 


Pro 


Phe 






20 










25 










30 








Phe 


Met 


Phe 


Phe 


Leu 


Ser 


Leu 


Thr 


Gly 


Asn 


Gly Val 


Leu 


Leu 


Phe 




35 










40 










45 








Leu 


lie 




Thr 


Glu 


Cys 


Ser 


Leu 


Arg 


Gin 


Pro 


Met 


Phe 


Leu 


Phe 


Leu 




50 










55 










60 










Ala 


Met 


Leu 


Ser 


Phe 


Val 


Asp 


Leu 


Val 


Leu 


Ser 


Leu 


Ser 


Thr 


Leu 


Pro 


65 










70 










75 










80 




Met 


Leu 


Ala 


He 


Phe 


Tro 


Phe 


Gly 


Ala 


Thr 


Ala 


He 


Ser 


Ser 


His 








85 










90 










95 






^— V o 


Leu 


Ser 


Gin 


Met 


Phe 


Phe 


He 


His 


Ala 


Phe 


Ser 


Ala 


Met 


Glu 






100 










105 










110 






OCX 


Gly 


Val 


Leu 


Val 


Ala 


Met 


Ala 


Leu 


Asp 


Arg 


Car 


Val 


Ala 


He 


Cys 






115 










120 










IOC 
X _> 








Asn 


Pro 


Leu 


Arg 


lyx 


Ala 


Thr 


He 


Leu 


Pro 


Pro 


Va. JL 




Val 


Ala 


Lys 




1JU 










13 5 




















J>Xc 


OX 


Gly Leu 


Val 


Val 


Leu 


Xaa 


Glv 


Val 


Gly 


Leu 


x nr 


He 


Ser 


Phe 


X*l D 








150 










155 










160 


Pro 




Leu 


Ala 


ill o 


Arg 


IjCU 


His 


xyx. 


His 


Glv 


ser 


HIS 


Met 


He 


Ala 




















170 










175 




Tyr 


rr»Vi v 


Phe 


Cys 




His 


Met 


Ala 


Val 


Val 


Lys 


T /Ml 

Leu 


Ala 


Cys 


Glu 


Ala 








180 










-L O -J 










190 






Tnr 


i nr 


Val 


Asp 


Asn 


Leu 


Tyr 




IT XlC? 


Val 


Val 


Ala 
Ala 


lie 


Phe 


Leu 


Glv 






195 










9nn 










o r» q 
z U b 








taiy 


Gly 


Asp 


Val 


Va Jl 


Cys 


lie 


A 1 a 
nla 


1 y x 




xyx 


ij±y 


Leu 


He 


Val 


Ara 




z i u 










91 t> 










220 












val 


Met 


His 


rue 


Pro 


Ser 


Pro 


Glu 


Glu 


Ara 


Ala 


Lys 


Ala 


Gly 


Ser 












O v 










235 










240 


inr 


Cys 


Thr 


Ala 


nIS 


V Ct -L 


Cys 


v ct x 


Tip 


Leu 


Phe 


Phe 


Tyr 


Gly Leu 


Glv 










a j 










250 










255 




Phe 


Leu 


Ser 


Val 


Val 


Met 


Gin 


Arg 


Phe 


Gly 


Ala 


Pro 


Thr 


Ala 


Ser 


Thr 








260 










265 










270 






Ala 


Lys 


Val 


lie 


Leu 


Ala 


Asn 


Leu 


Tyr 


Leu 


Leu 


Phe 


Pro 


Pro 


Ala 


Leu 




275 










280 










285 








Asp 


Pro 


He 


Val 


Tyr 


Gly 


Met 


Glu 


Thr 


Lys 


Gin 


He 


Xaa 


Glu 


Arg 


Leu 




290 










295 










300 










Leu 


Met 


He 


Leu 


Ser 


Pro 


Lys 


Gin 


He 


Glu 


Leu 


Thr 


Xaa 


Val 


Xaa 


Leu 


305 










310 










315 










320 


Ser 


Pro 


Ala 


Gly 


Leu 


Gin 


Gly 





















325 



<210> 2079 
<211> 135 
<212> PRT 

<213> Homo sapien (6087993-36-10518-12399) 
<220> 

<221> VARIANT 

<222> (1)...(135) 

<223> Xaa = Any Amino Acid 

<400> 2079 

Lys Asp Leu Xaa Arg Arg Ser Asn He Asn Phe Arg He Glu Arg Leu 

15 10 15 

Tyr Phe Phe He Xaa Gly Trp Glu Met Lys Met Gly Leu Xaa Asn Xaa 

20 25 30 

Leu Leu Met Phe Cys Glu Ser Phe Xaa Xaa Xaa Lys Thr Val Leu Arg 
35 40 45 
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lie 


Lys 


Gly Glu 


Gly Asp Met 


Ala 


Lys 


Ala 


Leu 


Gly 




Cys 


Gly Ser 




50 








55 










60 










His 


Phe 


lie 


Leu 


He Leu 


Phe 


Phe 


Thr 


Thr 


Val 


Leu 


Leu 


Val 


Leu 


Val 


65 


















75 










80 


lie 


Thr 


Asn 


Leu 


Ala Arg 
85 


Lys 


Arg 


lie 


Pro 
90 


Pro 


Asp 


val 


Fro 


He 
95 


Leu 


Leu 


Asn 


He 


Leu 
100 


His His 


Leu 


He 


Pro 
105 


Pro 


Ala 


Leu 


Asn 


Pro 
110 


He 


Val 


Tyr 


Gly 


Val 


Arg 


Thr Lys 


Glu 


He 


Lys 


Gin Gly 


He 


Gin 


Asn 


Leu 


Leu 






115 








120 










125 








Arg 


Arg 
130 


Leu 


Xaa 


Lys He 


Lys 
135 





















<210> 2080 
<211> 141 
<212> PRT 

<213> Homo sapien (6094601-37-1-3120) 
<220> 

<221> VARIANT 
i<222> (1) . . . (141) 
<223> Xaa = Any Amino Acid 

<400> 2080 



Met 


Leu 


Thr 


Cys 


Phe 


Trp 


Lys 


His 


Leu 


Xaa 


Tyr 


Leu 


Pro 


Leu 


Xaa 


Phe 


1 








5 










10 










15 




Val 


Asp 


Phe 


Val 
20 


Leu 


Ser 


Lys 


Lys 


Lys 
25 


Pro 


Ser 


Asn 


Xaa 


Ser 
30 


Val 


Ser 


He 


Asn 


Val 
35 


Phe 


Leu 


Leu 


Leu 


Thr 
40 


Tyr 


Xaa 


Xaa 


Ser 


Phe 
45 


Ala 


Leu 


Val 


Tyr 


Leu 


Cys 


Phe 


Asp 


Lys 


Leu 


Phe 


Trp 


He 


Cys 


Asn 


Pro 


Leu 


Ser Gly 




50 










55 










60 










Leu 


Met 


Thr 


Leu 


Arg 


Arg 


Thr 


Arg 


Cys 


Ala 


Gly 


He 


Leu 


Gly Ala 


Cys 


65 










70 










75 










80 


Trp 


Thr 


Tyr 


Ala 


Phe 
85 


Thr 


Ser 


Thr 


He 


Arg 
90 


Xaa 


Val 


Phe 


Phe 


Phe 
95 


Phe 


Asn 


Leu 


Lys 


Asp 
100 


Lys 


Leu 


Phe 


Phe 


Gin 
105 


Met 


Ser 


Asn 


Phe 


Leu 
110 


Ser 


Leu 


Xaa 


Glu 


Leu 


Met 


Xaa 


Gly 


Pro 


Phe 


Phe 


Leu 


Glu 


Asn 


Ser 


His 


Met 


Tyr 






115 










120 










125 






Ser 


Tyr 


Thr 


His 


Lys 


Leu 


Cys 


Leu 


Leu 


Phe 


Xaa 


Gly Val 










130 










135 










140 











<210> 2081 
<211> 315 
<212> PRT 

<213> Homo sapien (6249440-1-23422-29767) 
<220>< 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 

<400> 2081 

Met Gly Gly Leu Lys Arg Asp Asn Ala Ser Glu Met Thr Glu Leu He 

15 10 15 

Leu Val Gly Phe Ala Gin His Pro Glu He Gin Thr Ala Phe Phe Leu 

20 25 30 

Glu Leu Leu Phe Phe Tyr Xaa Ser Gin Leu Phe Glu Asn He Leu He 

35 40 45 

Val Ala Val Val Arg Xaa Asp Ser Arg Leu His Thr Pro Met Gly Phe 
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50 55 60 



i lie 


r lit; 


Leu 


Ser 


Thr 


Leu 


Ser 


Ser 


Leu 


Glu 


Met 


Cys 


Tyr 


Ser 


He 


Ser 












70 










75 










80 


i rp 




Leu 


Xaa 


Val 


Leu Ala Gin Cys 


He 


Lys 


Asp 


Phe 


Pro 


Thr 


He 








85 










90 










95 




S6r 


Tyr 


Asn 


Ser 


Cys 


Ser 


Val 


Gin 


Met 


He 


Thr 


His 


Leu 


Phe 


Leu 


Gly 






100 








105 










110 






i nr 


Alp 


Gin Cys 




Leu 


Leu 


Ala 


Gly Met 


Ala 


Tyr 


Asn 


Arg 


Phe 


Val 






115 










120 










125 








nl ,, 




Ser 


Tyr 


Leu 


Leu 


His 




Thr 


He 


He 


Met 


Ser 


Asn 


Arg 


Val 




X J v 








135 










140 










Cys 


He 


Gin 


Leu 


Ala 


Leu Gly 


lie 


Trp 


Thr 


His 


Ala 


Phe 


Leu 


Val 


Ala 


J. *± o 










150 










155 










160 


Vdl 


i nr 


Leu 


He 


Tip 

lie 


Ala 


He 


Pro 


Ala 


Ser 


Tyr Tyr Gly 


His 


Asn 


Val 










lOJ 










170 










175 




Tl - 

lie 


Asn 


His 


Phe 


Thr 


Cys 


Glu 


lie 


Gin 


Ala 


Leu 


Leu 


Lys 


Leu 


Val 


Cvs 








180 








185 










190 






Ser 


Asp 


Thr 


Leu 


Val 


Ser 


Leu 


lie 


Gin Gly 


Leu 


Val 


He 


Ser 


Val 


Phe 






195 










odd 










205 








inr 


Leu 


Pro 


Leu 


Pro 


Phe 


Thr 
215 


Fne 


He 


Leu 


He 


Ser 
220 


Xaa 


Phe 


Cys 


He 


Fne 


vai 


Arg 


Ala 


Val 


Glu 


Ala 


Arg 


Arg 


Glu 


Ala 


Phe 


Ser 


Thr 


Cvs 


Glv 


/.£ b 










230 










235 










240 


Ser 


His 


Leu 


Thr 


Gly Val 


Thr 


He 


Phe 


Tyr 


Gly Ala Ala 


He 


Cvs 

V ~-Y ° 


Met 










245 










250 










255 




Tyr 


Leu 


Lys 


Pro 


Gin 


Ser 


Lys 


Gly 


Thr 


Gin 


Glu 


Glu 


Asp 


Lys 


Val 


Val 






260 










265 










270 






Ser 


Lys 


Leu 


Tyr 


Gly Ala Val 


Thr 


Pro 


Met 


Leu 


Asn 


Pro 


Pro 


He 


Tyr 




275 










280 










285 








He 


Gin 


Arg 


Asn 


Lys 


Asp 


He 


Lys 


Gly Ala 


Leu 


Arg 


Lys 


Leu 


Ala 


Lys 




290 










295 










300 










Gly 


Asn 


Glu 


Lys 


Ser 


Xaa 


Gin 


Phe 


Ser 


Leu 


Asn 












305 










310 










315 













<210> 2082 
<211> 295 
<212> PRT 

<213> Homo sapien (6739493-1-1-1041) 
<400> 2082 



Met 


Tyr 


Ser 


Phe 


Met 


Ala 


Gly 


Ser 


He 


Phe 


He 


Thr 


He 


Phe Gly Asn 


1 








5 










10 








15 


Leu 


Ala 


Met 


He 


He 


Ser 


He 


Ser 


Tyr 


Phe 


Lys 


Gin 


Leu 


His Thr Pro 








20 










25 










30 


Thr 


Asn 


Phe 


Leu 


He 


Leu 


Ser 


Met 


Ala 


He 


Thr 


Asp 


Phe 


Leu Leu Gly 






35 










40 










45 




Phe 


Thr 


He 


Met 


Pro 


Tyr 


Ser 


Met 


He 


Arg 


Ser 


Val 


Glu 


Asn Cys Trp 




50 










55 










60 






Tyr 


Phe 


Gly 


Leu 


Thr 


Phe 


Cys 


Lys 


He 


Tyr 


Tyr 


Ser 


Phe 


Asp Leu Met 


65 










70 










75 






80 


Leu 


Ser 


He 


Thr 


Ser 


He 


Phe 


His 


Leu 


Cys 


Ser 


Val 


Ala 


He Asp Arg 










85 










90 








95 


Phe 


Tyr 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


Leu 


Tyr 


Ser 


Thr 


Lys 


He Thr He 








100 










105 










110 


Pro 


Val 


He 


Lys 


Arg 


Leu 


Leu 


Leu 


Leu 


Cys 


Trp 


Ser 


Val 


Pro Gly Ala 






115 










120 










125 




Phe 


Ala 


Phe 


Gly 


Ala 


Val 


Phe 


Ser 


Glu 


Ala 


Tyr 


Ala 


Asp 


Gly He Glu 




130 










135 










140 






Gly 


Tyr 


Asp 


He 


Leu 


Val 


Ala 


Cys 


Ser 


Ser 


Ser 


Cys 


Pro 


Val Met Phe 


145 










150 










155 






160 


Asn 


Lys 


Leu 


Trp 


Gly 


Thr 


Thr 


Leu 


Phe 


Met 


Ala Gly 


Phe 


Phe Thr Pro 
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165 










170 










175 




Gly 


Ser 


Met 


Met 
180 


Val 


Gly 


lie 


Tyr 


Gly 
185 


Lys 


He 


Phe 


Ala 


Val 
190 


Ser 


Arg 


Lys 


His 


Ala 
195 


His 


Ala 


He 


Asn 


Asn 
200 


Leu 


Arg 


Glu 


Asn 


Gin 
205 


Asn 


Asn 


Gin 


Val 


Lys 


Lys 


Asp 


Lys 


Lys 


Ala 


Ala 


Lys 


Thr 


Leu 


Gly 


He 


Val 


He Gly 




210 










215 










220 










Val 


Phe 


Leu 


Leu 


Cys 


Trp 


Phe 


Pro 


Cys 


Phe 


Phe 


Thr 


He 


Leu 


Leu 


Asp 


225 










230 










235 










240 


Pro 


Phe 


Leu 


Asn 


Phe 
245 


Ser 


Thr 


Pro 


Val 


Val 
250 


Leu 


Phe 


Asp 


Ala 


Leu 
255 


Thr 


Trp 


Phe 


Gly 


Tyr 
260 


Phe 


Asn 


Ser 


Thr 


Cys 
265 


Asn 


Pro 


Leu 


He 


Tyr 
270 


Gly 


Phe 


Phe 


Tyr 


Pro 
275 


Trp 


Phe 


Arg 


Arg 


Ala 
280 


Leu 


Lys 


Tyr 


He 


Leu 
285 


Leu 


Gly 


Lys 


He 


Phe 


Ser 


Ser Cys 


Phe 


His 





















290 295 



<210> 2083 
<211> 302 
i<212> PRT 

<213> Homo sapien (6911343-1-10351-11487) 
<220> 

<221> VARIANT 

<222> (1)...(302) 

<223> Xaa = Any Amino Acid 



<400> 2083 



Leu 


Ser 


Ser 


Met 


Cys 


Leu 


Thr 


He 


Val 


Met 


His 


Cys 


Glu 


Phe 


Phe 


Leu 


1 








5 










10 










15 




Met 


Asp 


Leu 


Thr 
20 


Asp 


Asp 


Pro 


Gin 


Leu 
25 


His 


Pro 


Thr 


Phe 


Ser 
30 


Ala 


Leu 


Phe 


Leu 


Pro 


lie 


Tyr 


Val 


Val 


Met 


Val 


Met 


Ala 


Asn 


Leu 


Gly Leu 


Leu 






35 










40 










45 








Ala 


Phe 
50 


He 


Val 


Val 


Ser 


Pro 
55 


Gin 


Phe 


Leu 


Thr 


Pro 
60 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser Asn Trp 


Ser 


Ser 


Val 


Asp 


Phe 


Cys 


Tyr 


Ser 


Ser 


Val 


Thr 


Val 


65 










70 










75 










80 


Pro 


Lys 


He 


Ser 


Met 
85 


Gly 


Phe 


Phe 


Ser 


Asp 
90 


Cys 


Gin 


Val 


Phe 


Ser 
95 


Phe 


Ser 


Gly 


Cys 


Met 
100 


Ala 


Gin 


Leu 


Ser 


Cys 
105 


Phe 


Xaa 


He 


Phe 


Ala 
110 


Asp 


Thr 


Glu 


Phe 


Phe 
115 


Leu 


Leu 


Ala 


Ser 


Met 
120 


Val 


Tyr 


Tyr 


Arg 


Xaa 
125 


Glu 


Ala 


Val 


Cys 


Asn 
130 


Pro 


Leu 


Leu 


Tyr 


His 
135 


He 


Thr 


Met 


Ser 


Pro 
140 


Lys 


Leu 


Cys 


Leu 


Gin 


Leu 


Val 


Ala 


Thr 


Ser 


Met 


Asn 


Met 


Val 


Leu 


Pro 


Ser 


Ser 


Thr 


He 


145 










150 










155 










160 


Phe 


His 


Leu 


He 


Phe 
165 


Cys 


Lys 


Ser 


Arg 


Ala 
170 


He 


He 


His 


Xaa 


Phe 
175 


Cys 


Tyr 


Phe 


Ser 


Pro 


Pro 


Pro 


Arg 


Leu 


Xaa 


Lys 


Leu 


Ser 


Cys 


Ser Asp Met 








180 










185 










190 






Gin 


Gly 


Leu 
195 


Gin 


Leu 


Leu 


Thr 


Phe 
200 


Ala 


Ser 


Ser 


Ser 


Phe 
205 


Asn 


Val 


Ser 


Val 


Ser 
210 


Arg 


Thr 


He 


Phe 


Leu 
215 


Val 


Ser 


Tyr 


Leu 


He 
220 


Met 


Arg 


Met 


Pro 


Ser 


Val 


Xaa 


Gly Lys 


His 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


Val 


Ser 


Leu 


225 










230 










235 










240 


Cys 


Tyr Gly Thr 


Thr 


Val 


Phe 


Leu 


His 


Leu 


His 


Leu 


Ser 


Leu 


Lys 


Cys 



245 250 255 
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Ser Pro Asp Arg Asp Met Leu Val Ser Val Leu His Ser Ala He Leu 

260 265 270 

Met Leu Asn Pro Met Val Gin Ser Leu Arg Asn Lys Asp Val Lys Lys 

275 280 285 

Thr Phe Gly Thr Ser Ser Xaa Arg Phe Thr He Pro Leu Leu 
290 295 300 

<210> 2084 
<211> 274 
<212> PRT 

<213> Homo sapien (6911343-1-22015-25112) 
<220> 

<221> VARIANT 

<222> (1)...(274) 

<223> Xaa = Any Amino Acid 



<400> 2084 



Glu 


Arg 


Asn 


Pro 


Ser 


Val 


Ala 


Glu 


Lys 


Cys 


Leu 


bin 


Gly Met 


i nr 


Asp 


1 








5 










10 










15 




Ser 


Ser 


His 


His 
20 


Tyr 


Leu 


Xaa 


Leu 


Arg 

Z 3 


Leu 


Pro 


Leu 


Phe 


Arg 
30 


Leu 


Leu 


He 


Leu 


Leu 
35 


Tyr 


Thr 


lie 


lie 


Thr 
40 


lie 


pi,, 


Asn 


Leu 


Gly 
45 


Thr 


17«* T 

vai 


lie 


Leu 


He 


Gly 


lie 


Ser 


Leu 


Gly 


Leu 


Tyr 


i7-» 1 

vax 


Cys 


Pro 


Pro Arg 


r>Vi ~ 

Pne 


Leu 




50 










55 










60 










Leu 


Phe 


Thr 


Pne 


Ser 


Met 


Leu 


Arg 


17 = "1 

val 


Leu 


17a 1 


Lys 


Cys 


Phe 


xaa 


Ser 


65 










70 










75 










80 


Thr 


Val 


Leu 


Pro 


Phe 
85 


Ser 


Phe 


Trp 


Ser 


Leu 
90 


Glu 


Ala 


Gin 


He 


Asn 
95 


Phe 


Phe 


Ser 


He 


Leu 
100 


Cys 


He 


Thr 


Glu 


Phe 
105 


Phe 


Pro 


Leu 


Ala 


Thr 
110 


Met 


Ala 


Tyr 


Asp 


Asp 
115 


Asn 


Val 


Ala 


Thr 


Cys 
120 


Glu 


Pro 


Leu 


Phe 


His 
125 


Pro 


Phe 


Thr 


Ser 


Leu 
130 


Arg 


Leu 


Asn 


Ser 


Ala 
135 


Phe 


Val 


Xaa 


Glu 


Lys 
140 


Leu 


Tyr 


Leu 


Arg 


Ala 


Phe 


Thr 


Ser 


Ala 


Leu 


Pro 


Ser 


Thr 


Leu 


Pro 


Phe 


His 


Leu 


Pro 


Phe 


145 










150 










155 










160 


Phe 


Asn 


Ser 


His 


Leu 
165 


Cys 


Ser 


Leu 


Gin 


Xaa 
170 


His 


Tyr 


Phe 


Leu 


Gly 
175 


Gin 


Val 


Val 


Leu 


Xaa 
180 


Asn 


Met 


Thr 


Pro 


Asn 
185 


Phe 


Lys 


Leu 


Pro 


Asp 
190 


Phe 


Ser 


Asn 


Ser 


Asn 
195 


Val 


Asn 


Leu 


Val 


Ser 
200 


Leu 


Cys 


Cys 


Pro 


Thr 
205 


He 


Cys 


Cys 


Tyr 


Pro 
210 


He 


He 


Leu 


Arg 


Ser 
215 


Leu 


Ser 


Ser 


His 


Asn 
220 


Xaa 


Ser 


Glu 


Asn 


Lys 


Leu 


Leu 


He 


He 


lie 


Phe 


Phe 


Gin 


Asn 


Ser 


Thr 


Xaa 


Leu 


Leu 


Phe 


225 










230 










235 










240 


He 


Phe 


Cys 


Ser 


Asp 
245 


Glu 


Asn 


Val 


Tyr 


Xaa 
250 


Thr 


He 


Xaa 


Gly 


He 
255 


Thr 


Asp 


Xaa 


Phe 


He 
260 


Lys 


Ser 


Lys 


His 


Cys 
265 


Val 


His 


He 


Pro 


Leu 
270 


Met 


Gin 



He Leu 



<210> 2085 
<211> 323 
<212> PRT 

<213> Homo sapien (6911343-1-65670-69060) 
<220> 
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<221> VARIANT 

<222> (1)...(323) 

<223> Xaa = Any Amino Acid 

<400> 2085 

Val Glu Asn Ser Pro Met Val Thr Asp Phe lie Phe Leu Gly Met Thr 

1 5 10 15 

Asp Asn Ser Gin Leu Glu Val Leu Leu Phe Gly Val Phe Leu lie Ala 

20 25 30 

Tyr lie lie Thr Val Leu Glu Asn Leu Gly Leu Val Val Leu lie Arg 

35 40 45 

Val Ser Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Gin 

50 55 60 

Ser Phe Leu Asp Val Cys Phe Ser Ser lie Thr lie Pro Gin Asn Leu 
65 70 75 80 

Ala His Leu Phe Ser Lys Leu Gin Tyr Val Ser Phe Leu Phe Pro Tyr 

85 90 95 

Thr Xaa Met Ser Leu Phe Val lie Phe Ala Ser Ala Glu Cys Asn Phe 

100 105 110 

Leu Asn Leu Met Ala Tyr Asp Arg Phe Thr Ala lie Cys His Pro Leu 

115 120 125 

Phe Tyr His lie Thr Met Ser Arg Gly His Tyr Leu Phe Leu Val Ala 

130 135 140 

Gly Cys Tyr Leu Gly Gly Leu Val Lys Met Val Thr Val Thr Thr Ser 
145 150 155 . 160 

lie Thr Gin Leu Ser Leu Cys Gin Pro Cys Val Leu Pro Ala Phe Phe 

165 170 175 

Cys Asp lie Pro Ser Leu Leu Val Leu Val Cys Ser Asp Pro Trp lie 

180 185 190 

Thr Ser Ser lie Leu Val Val Gly Cys Gly Gly Phe Thr Leu Val Thr 

195 200 205 

Ser Val Val Val lie Leu Val Ser Tyr Met Ser Ser Leu Met Thr lie 

210 215 220 

Leu Gly lie Pro Leu Ala Ser Gly Lys Gin Arg Ala Phe Ser Thr Cys 
225 230 235 240 

Ala Ser His Leu Thr Ala Val Ser Leu Tyr Tyr Glu Thr Thr Met Tyr 

245 250 255 

Thr Tyr Leu Pro Ala Ser Arg His Gly Ser Gly Ala Gly Asn Gin lie 

260 265 270 

Val Ser Val Phe Tyr Thr Met Val lie Pro Met Leu Asn Pro Leu lie 

275 280 285 

Tyr Ser Leu Arg Asn Glu Glu Vai Lys Val Ala Leu Xaa Lys Thr Leu 

290 295 300 

Arg His Ser Pro Xaa Ser Ser Leu Ser Val Ser Lys Met Gin Asn lie 
305 310 315 320 

Leu Xaa Arg 



<210>. 2086 
<211> 318 
<212> PRT 

<213> Homo sapien (7024122-10-14004-16338) 
<220> 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 

<400> 2086 

Met Lys Ser Glu Leu Asn Arg Asn Tyr Ser Glu Val Thr Glu Phe lie 
15 10 15 
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Leu 


Leu 


Gly 


Phe 


Arg 


Thr 


Ser 


Pro 


Glu 


Ala 


Gin 


He 


Leu 


Leu 


Phe 


Phe 








20 










25 










30 






Leu 


Phe 


Leu 


Leu 


He 


Tyr 


Met 


Val 


He 


Val 


Leu 


Arg 


Asn 


Leu 


Ser 


Met 






35 










40 










45 








Leu 


Val 


Val 


He 


Glu 


He 


Asp 


Ser 


Arg 


Leu 


His 


Thr 


Pro 


Val 


Tyr 


Phe 




50 










55 










60 










Phe 


Leu 


Arg 


Asn 


Leu 


Ser 


Tyr 


Leu 


Asp 


Leu 


Arg 


Tyr 


Ser 


Thr 


Val 


He 


65 










70 










75 










80 


Ala 


Pro 


Lys 


Leu 


Thr 


Thr 


Leu 


Phe 


Ser 


Lys 


Glu 


Lys 


Lys 


He 


Ser 


Tyr 








85 










90 










95 




Asn 


Gly 


Xaa 


Ala 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


Ala 


Leu 


Phe 


Val 


Gly 


Thr 






100 










105 










110 






Glu 


Gly 


Phe 


Phe 


Leu 


Asp 


Met 


Met 


Ala 


Tyr 


Asp Arg 


Phe 


Ser 


Ala 


He 






115 










120 










125 








Cys 


Ser 


Pro 


Phe 


Phe 


Tyr 


Thr 


Val 


Cys 


Met 


Ser 


Gin 


Gin 


Ala 


Cys 


val 




130 










135 










140 










Cys 


Leu 


Val 


Val Gly 


Ser 


Ser 


He 


Cys 


Gly 


Cys 


lie 


Asn 


Ser 


Met 


He 


145 










150 










155 










160 


Gin 


Thr 


Gly 


Phe 


Thr 


Phe 


Ser 


Leu 


His 


Phe 


Cys 


Gly 


Glu 


Asn 


Arg 


Leu 










165 










170 










175 




Glu 


His 


Phe 


Phe 


Cys 


Asp 


Val 


Ser 


Val 


Met 


He 


Lys 


He 


Ser 


Cys 


He 








180 










185 










190 






Asp 


He 


Leu 


Val 


Asn 


Glu 


Val 


Val 


Leu 


Phe 


He 


Leu 


Ser 


Ala 


Leu 


He 






195 










200 










205 








Thr 


Thr 


Thr 


Thr 


Thr 


Val 


He 


Leu 


Ala 


Ser 


Tyr 


Val 


His 


He 


Leu 


Ser 




210 










215 










220 










Thr 


Val 


Leu 


Lys 


He 


Leu 


Ser 


Thr 


His 


Gly 


Arg 


Arg 


Lys 


Thr 


Phe 


Ser 


225 










230 










235 










240 


Thr 


Cys 


Ser 


Ser 


His 


He 


Thr 


Val 


Val 


Ser 


Leu 


Phe 


Tyr 


Gly 


Thr 


Val 








245 










250 










255 




Phe 


Phe 


Met 


Tyr 


Ala 


Gin 


Pro 


Gly 


Ala 


He 


Pro 


Lys 


Ser 


Lys 


Val 


He 








260 










265 










270 






Val 


Val 


Phe 


Xaa 


Thr 


Leu 


Val 


He 


Pro 


Met 


Leu 


Asn 


Thr 


Leu 


He 


Tyr 






275 










280 










285 








Ser 


Leu 


Arg 


Asn 


Lys 


Val 


Gin 


Asn 


Ala 


Leu 


Lys 


Arg 


Tyr 


He 


Asp 


Lys 




290 










295 










300 










Lys 


Asn 


He 


Phe 


His 


Trp 


Pro 


Leu 


Ala 


He 


Tyr Lys 


Thr 


He 







305 310 315 



<210> 2087 
<211> 318 
<212> PRT 

<213> Homo sapien (7024122-5-2648-5354) 



<400> 2087 



Met 


Phe 


Ser 


Ser 


Glu 


Pro 


Thr 


He 


Asp 


Gly 


Asn 


Gin 


Ser 


Leu 


Cys 


Ala 


1 








5 










10 










15 




Lys 


Phe 


Thr 


Phe 


Val 


Ala 


Phe 


Ser 


Ser 


He 


Glu 


Glu 


Leu 


Gin 


Leu 


Val 






20 










25 










30 






Leu 


Phe 


He 
35 


Val 


Phe 


Leu 


He 


He 
40 


Tyr 


Leu 


Cys 


Thr 


He 
45 


Gly 


Gly 


Asn 


He 


He 
50 


He 


He 


Ser 


Leu 


He 
55 


Trp 


He 


Thr 


Pro 


Ala 
60 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Val 


Asn 


Leu 


Ser 


Phe 


Leu 


Glu 


Met 


Cys 


Tyr 


Thr 


65 










70 










75 










80 


Thr 


Ser 


Val 


Val 


Pro 
85 


Leu 


Leu 


Val 


His 


Leu 
90 


Leu 


Val 


Glu 


Thr 


Lys 
95 


Thr 


He 


Ser 


Val 


Gly Gly Cys 


Ala 


Thr 


Gin 


Met 


Tyr 


He 


Phe 


Ala 


He 


Leu 








100 










105 










110 






Gly 


Leu 


Thr 


Glu Cys 


Cys 


Leu 


Leu 


Ala 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Phe 




115 










120 










125 
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Val 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


His 




130 










135 




Val 


Cys 


Leu 


Lys 


Leu 


Ala 


Ala 


Ala 


145 










150 






Glu 


Ser 


Ala 


Gin 


He 


Thr 


Leu 


He 










165 








Gly 


Lys 


He 


Pro 


Thr 


Leu 


Phe 


Cvs 








180 










Ala 


Cys 


He 


Asp 


Thr 


Ser 


Gin 


He 






195 










200 


Val 


Leu 


Phe 


He 


Val 


Ser 


Pro 


Cvs 




210 










215 




His 


He 


Pro 


Val 


Thr 


He 


Leu 


Arcr 


225 










230 






Lys 


Ala 


Phe 


Ser 


Thr 


Cvs 


Ser 


Ser 










245 








Tyr Gly Thr Ala 


Leu 


Phe 


Thr 


Tvir 
j 








260 










Pro 


Glu 


Thr 


Asp 


Lys 


Ala 


Thr 


Ala 






275 










280 


i Ala 


Leu 


Asn 


Pro 


Val 


He 


Tyr 


Thr 




290 










295 




Ala 


Phe 


Gin 


Arg 


He 


Thr 


Gin 


Arg 


305 










310 







Tvr 


Thr 


Leu 


Phe 
140 


Met 


Gly 


Pro 


Arg 


Ser 


Trp 


Phe Thr Gly Val 


Val 


Val 






155 










160 


Phe 


Thr 


Leu 


Pro 


Phe 


Cys 


Gly Thr 




170 










175 




Ast> 


He 


Met 


Pro 


Val 


Leu 


Lys 


Leu 


185 










190 






Glu 


He 


Val 


Met 


Phe 
205 


Ser 


Leu 


Ser 


Phe 


Leu 


He 


Leu 
220 


Cys 


Ser 


His 


Met 


He 


Pro 


Ser Ala Ala Gly Arg His 






235 










240 


His 


He 
250 


Leu 


Val 


Val 


Ser 


Leu 
255 


Phe 


Leu 


Gin 


Pro 


Lys 


Thr 


Ala 


His 


Thr 


265 










270 






Leu 


Met 


Tyr 


Thr 


Met 
285 


Val 


Thr 


Pro 


Leu 


Arg 


Asn 


Lys 
300 


Glu 


Val 


Lys 


Glu 


Asn 


Ser 


Leu 


Arg 


Gin 


Thr 







315 



<210> 2088 
<211> 317 
<212> PRT 

<213> Homo sapien (7024122-6-11866-14009) 
<220> 

<221> VARIANT 

<222> (1) . . . (317) 

<223> Xaa = Any Amino Acid 



<400> 2088 

Met Gly Asp Lys Gly Thr Gly Asn His Ser Asp Val Thr Asp Phe He 

1 5 10 15 

Leu Glu Gly Phe Arg Val Arg Pro Glu Phe Tyr He Leu Leu Phe Phe 

20 25 30 

Leu Phe Leu Leu He Tyr Ser Met Val Leu Leu Gly Asn He Ser Val 

35 40 45 

Met Thr He He Val Thr Asp Ser Gin Leu Asn Thr Pro Met Tyr Phe 

50 55 60 

Phe Leu Gly Asn Leu Ser Phe He Asp Val Ser Tyr Ser Thr Val He 
65 70 75 80 

Ala Pro Lys Ala Met Ala His Phe Leu Ser Glu Lys Lys Thr Val Ser 

85 90 95 

Phe Ala Gly Cys Val Ala Gin Leu Phe Leu Phe Ala Leu Phe He Val 

100 ' 105 110 

Thr Glu Gly Phe Val Leu Ala Ala Met Ala Tyr Asp Arg Phe Ser Ala 

115 120 125 

He Cys Asn Pro Leu Leu His Ser Val His Met Ser Arg Arg Leu Cys 

130 135 140 

Thr Gin Leu Val Ala Gly Ser Tyr Phe Cys Gly Trp Ala Ser Ser He 
145 150 155 160 

Leu Gin Val Ser Val Thr Phe Ser Val Ser Phe Cys Ala Ser Arg Val 

165 170 175 

He Ala His Phe Tyr Cys Asp Ser Tyr Gin He Glu Lys He Ser Cys 

180 185 190 

Ser Asn Leu Phe Val Asn Lys Met Val Ser Leu Ser Leu Ser Val He 
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195 200 205 

lie lie Leu Pro Thr He Val Val He He Val Ser Tyr Leu Tyr He 

210 215 220 

Val Ser Ser Val Leu Lys He Pro Ser Ser Glu Gly Arg Lys Lys Asp 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Arg Gly Val Val Ser Leu Leu Xaa Gly 

245 250 255 

Thr Val Ser Phe Val Tyr Leu Thr Pro Pro Ser Asn Pro Glu Leu Arg 

260 265 270 

Lys Val Ala Ser Val Phe Tyr He Cys Val Thr Pro Met Leu Asn Pro 

275 280 285 

Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Arg Lys 

290 295 300 

He Leu Cys Asn Lys Lys Ala Leu Ser Xaa Phe Tyr Phe 
305 310 315 

<210> 2089 
<211> 315 
<212> PRT 

<213> Homo sapien (7107785-12-32121-33524) 
<400> 2089 

Met Ser Pro Asp Gly Asn His Ser Ser Asp Pro Thr Glu Phe Val Leu 

1 5 10 15 

Ala Gly Leu Pro Asn Leu Asn Ser Ala Arg Val Glu Leu Phe Ser Val 

20 25 30 

Phe Leu Leu Val Tyr Leu Leu Asn Leu Thr Gly Asn Val lieu He Val 
35 40 45 

. Gly Val Val Arg Ala Asp Thr Arg Leu Gin Thr Pro Met Tyr Phe Phe 
50 55 60 

Leu Gly Asn Leu Ser Cys Leu Glu He Leu Leu Thr Ser Val lie He 
65 70 75 80 

Pro Lys Met Leu Ser Asn Phe Leu Ser Arg Gin His Thr He Ser Phe 

85 90 95 

Ala Ala Cys He Thr Gin Phe Tyr Phe Tyr Phe Phe Leu Gly Ala Ser 

100 105 110 

Glu Phe Leu Leu Leu Ala Val Met Ser Ala Asp Arg Tyr Leu Ala He 

115 120 125 

Cys His Pro Leu Arg Tyr Pro Leu Leu Met Ser Gly Ala Val Cys Phe 

130 135 140 

Arg Val Ala Leu Ala Cys Trp Val Gly Gly Leu Val Pro Val Leu Gly 
145 150 155 160 

Pro Thr Val Ala Val Ala Leu Leu Pro Phe Cys Lys Gin Gly Ala Val 

165 170 175 

Val Gin His Phe Phe Cys Asp Ser Gly Pro Leu Leu Arg Leu Ala Cys 

180 185 190 

Thr Asn Thr Lys Lys Leu Glu Glu Thr Asp Phe Val Leu Ala Ser Leu 

195 200 205 

Val He Val Ser Ser Leu Leu He Thr Ala Val Ser Tyr Gly Leu He 

210 215 220 

Val Leu Ala Val Leu Ser He Pro Ser Ala Ser Gly Arg Gin Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Thr Ser His Leu He Val Val Thr Leu Phe Tyr Gly 

245 250 255 

Ser Ala He Phe Leu Tyr Val Arg Pro Ser Glh Ser Gly Ser Val Asp 

260 265 270 

Thr Asn Trp Ala Val Thr Val He Thr Thr Phe Val Thr Pro Leu Leu 

275 280 285 

Asn Pro Phe He Tyr Ala Leu Arg Asn Glu Gin Val Lys Glu Ala Leu 

290 295 300 

Lys Asp Met Phe Arg Lys Val Val Ala Gly Val 
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305 310 315 

<210> 2090 
<211> 141 
<212> PRT 

<213> Homo sapien (7107785-6-1204-2472) 
<220> 

<221> VARIANT 

<222> (1) . . . (141) 

<223> Xaa = Any Amino Acid 

<400> 2090 



Arg 


Asn 


He 


Arg He 


Ser 


Leu 


Pro 


He Tyr Phe 


Leu 


Ser 


Val 


Xaa 


Glu 


1 






5 








10 








15 




Glu 


Arg 


Phe 


Gly Arg 


Glu 


Glu 


Phe 


Leu Arg Val 


Trp 


Thr 


Tyr 


Xaa 


Leu 








20 








25 






30 






He 


Ser 


Met 


Arg Asn 


Cys 


Phe 


Leu 


Arg Gly Cys 


Leu 


Met 


Tyr 


Xaa 


Met 






35 








40 






45 








He 


Phe 


Ser 


Trp Ser 


Cys 


Thr 


Glu 


Tyr Val Val 


His 


Met 


Phe 


Phe 


Ser 




50 








55 






60 










Leu 


Leu 


Asn 


Ser Gly 


He 


Ser 


Thr 


Glu Cys Gin 


He 


Ser 


Tyr 


Gin 


Gin 


65 








70 






75 










80 


Asn 


Lys 


Asp 


He Ala 


He 


Phe 


Phe 


Leu His Asn 


Leu 


Xaa 


Xaa 


Lys 


Glu 








85 








90 








95 




Asn 


Phe 


Glu 


He Phe 


Leu 


Tyr 


Glu 


Asp Tyr Cys 


Ser 


His 


He 


Arg 


Asp 








100 








105 






110 






Leu 


Thr 


Lys 


He Ser 


Leu 


Gly Glu 


Ala Gly Xaa 


Asn 


Tyr 


Xaa 


Gly 


Lys 






115 








120 






125 








Ser 


Thr 


Thr 


He Glu 


Phe 


Leu 


Phe 


Leu Ala Leu 


Leu 


Phe 




i 






13 0 








135 






140 











<210> 2091 
<211> 202 
<212> PRT 

<213> Homo sapien (7134787-10-3417-6169) 
<220> 

<221> VARIANT 

<222> (1) . . . (202) 

<223> Xaa = Any Amino Acid 



<400> 2091 




























He 


Phe 


Ala 


He 


Leu 


Thr 


Thr 


He 


Asp 


Cys 


Cys 


Val 


Phe 


Val 


Trp Glu 


1 








5 










10 










15 




Phe 


Leu 


Glu 


Cys 
20 


Thr 


Val 


Phe 


Val 


Asn 
25 


Lys 


Arg 


Ala 


Cys 


Ala 
30 


Gin 


Leu 


Ala 


Cys 


Gly Ala 


Phe 


Cys 


He Gly 


Leu 


He 


Met 


Thr 


Val 


Val 


Xaa 


He 






35 










40 










45 








Thr 


Thr 


Val 


Ser 


Gin 


Arg 


Tyr 


Lys 


Arg 


Ser 


Thr 


Tyr 


Ala 


He 


Val 


Asp 




50 










55 










60 








Cys 


Phe 


Leu 


Phe 


Asp 


Thr 


Leu 


Leu 


Val 


Met 


Lys 


Leu 


Ser 


Cys 


He 


Asp 


65 










70 










75 










80 


Asn 


Thr 


He 


Tyr 


Glu 
85 


He 


He 


Gin 


Tyr 


Phe 
90 


He 


His 


His 


Thr 


Cys 
95 


Val 


Gin 


Val 


Ser 


Met 
100 


Gly 


Leu 


Val 


Cys 


He 
105 


Ser 


Tyr 


He 


Asp 


He 
110 


Pro 


Val 


Thr 


Ser 


He 
115 


Val 


Leu 


Arg 


He 


Ser 
120 


Xaa 


Ser 


Glu 


Val 


Phe 
125 


Ala 


Thr 


Cys 


Val 


Pro 


Gin 


Pro 


Pro 


Pro 


His 


His 


Gly His 


Cys 


Leu 


Tyr 


Val 


Cys 


Ala 




130 










135 










140 











1227 

BNSDOCID: <WO_01Z7158A2J_> 



WO 01/27158 



PCT/US00/27582 



Cys 


Thr 


Ala 


Tyr 


Leu 


Lys 


His 


Lys 


Pro 


Met 


Asn Ser He 


Glu 


Lys 


Gly 


145 










150 










155 






160 


Leu 


Leu 


Xaa 


Glu 


Thr 
165 


Tyr 


He 


He 


He 


He 
170 


His Ser Ala 


Ser 


Gly 
175 


Pro 


Val 


Val 


Tyr 


Thr 
180 


Leu 


Arg 


Tyr 


Met 


Glu 
185 


Ala 


Lys Asp Thr 


Met 
190 


Tyr 


Arg 


Ala 


Val 


Asp 
195 


Arg 


Asn 


He 


Ser 


Xaa 
200 


Gin 


He 











<210> 2092 
<211> 276 
<212> PRT 

<213> Homo sapien (7134787-7-358-5219) 



<400> 2092 



Mo \~ 


Arg 


Arg 


Lys 


Act"* 


T .011 


±111. 


C5lu 


Val 


Thr 


Glu 


Phe 


Val 


Phe 


Leu 


Glv 


1 








C 










1 0 

X w 










15 




Fne 


Ser 


Arg 


fne 


HIS 


Lys 


rixs 


Hi Q 

nib 


Tip 

x x t; 


Thr 

X I IX 


T .on 


Phe 


Val 


Val 


Phe 


Leu 








zv 




















—> \j 






lie 


Leu 


Tyr 


l nr 


Leu 


Tnr 


vox 


nia 


uiy 


Asn 


A 1 a 
nia 


He 


He 


Met 


Thr 


He 


























45 








lie 


Cys 


Tl — . 

lie 


ASp 


Arg 


HIS 


Leu 


nlS 


i nr 


Pro 


Mpf 


xyr 


Phe 


Phe 


Leu 


Ser 




50 










33 










fin 










Met 


Leu 


Ala 


Ser 


ber 


Lys 


i nr 


val 


Tyr 


X XIX 


XjctU 


Phe 


He 


He 


Pro 

r x \j 


Gin 


65 










*7 

/u 




















on 

O \J 


Met 


Leu 


ber 


Ser 


T>V» eji 

irne 


Val 


i nr 


m n 

JLI1 




Vji.il 


Pro 


He 


Ser 


Leu 


Ala 


Glv 










O D 










90 










95 




Cys 


i nr 


i nr 


bj.n 


i nr 


rile 


rile 




Val 
vai 


Thr 


Leu 


Ala 


He 


Asn 


Asn 


Cvs 






100 










105 










110 






Phe 


Leu 


Leu 


Thr 


Val 


Met 


Gly 


Tyr 


Asp 


His 


Tyr 


Met 


Ala 


He 


Cys 


Asn 






115 










120 










125 








Pro 


Leu 


Arg 


Tyr 


Arg 


Val 


He 


Thr 


Ser 


Lys 


Lys 


Val 


Cys 


Val 


Gin 


Leu 




130 










135 










140 










Val 


Cys 


Gly 


Ala 


Phe 


Ser 


He 


Gly 


Leu 


Ala 


Met 


Ala 


Ala 


Val 


Gin 


Val 


145 










150 










155 










160 


Thr 


Ser 


He 


Phe 


Thr 


Leu 


Pro 


Phe 


Cys 


His 


Thr 


Val 


Val 


Gly 


His 


Phe 










165 










170 










175 




Phe 


Cys 


Asp 


He 


Leu 


Pro 


Val 


Met 


Lys 


Leu 


Ser 


Cys 


He 


Asn 


Thr 


Thr 








180 










185 










190 






He 


Asn 


Glu 


He 


He 


Asn 


Phe 


Val 


Val 


Arg 


Leu 


Phe 


Val 


He 


Leu 


Val 






195 










200 










205 








Pro 


Met 


Gly 


Leu 


Val 


Phe 


He 


Ser 


Tyr 


Val 


Leu 


He 


He 


Ser 


Thr 


Val 




210 










215 










220 










Leu 


Lys 


He 


Ala 


Ser 


Ala 


Glu 


Gly 


Trp 


Lys 


Lys 


Thr 


Phe 


Ala 


Thr 


Cys 


225 










230 










235 










240 


Ala 


Phe 


His 


Leu 


Thr 


Val 


Val 


He 


Val 


His 


Tyr 


Gly Cys 


Ala 


Ser 


He 










245 










250 










255 




Ala 


Tyr 


Leu 


Met 


Pro 


Lys 


Ser 


Glu 


Asn 


Ser 


He 


Glu Gin Asp 


Leu 


Leu 








260 










265 










270 






Leu 


Ser 


Val 


Thr 



























275 



<210> 2093 
<211> 310 
<212> PRT 

<213> Homo sapien (7139676-7-1545-4565) 



<400> 2093 

Met Gin Leu Asn Asn Asn Val Thr Glu Phe He Leu Leu Gly Leu Thr 

15 10 15 

Gin Asp Pro Phe Trp Lys Lys He Val Phe Val He Phe Leu Arg Leu 
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20 25 30 

Tyr Leu Gly Thr Leu Leu Gly Asn Leu Leu lie lie lie Ser Val Lys 

35 40 45 

Ala Ser Gin Ala Leu Lys Asn Pro Met Phe Phe Phe Leu Phe Tyr Leu 

50 55 60 

Ser Leu Ser Asp Thr Cys Leu Ser Thr Ser lie Ala Pro Arg Met lie 
65 70 75 80 

Val Asp Ala Leu Leu Lys Lys Thr Thr lie Ser Phe Ser Glu Cys Met 

85 90 95 

lie Gin Val Phe Ser Ser His Val Phe Gly Cys Leu Glu lie Phe lie 

100 105 110 

Leu lie Leu Thr Ala Val Asp Arg Tyr Val Asp lie Cys Lys Pro Leu 

115 120 125 

His Tyr Met Thr lie lie Ser Gin Trp Val Cys Gly Val Leu Met Ala 

130 135 140 

Val Ala Trp Val Gly Ser Cys Val His Ser Leu Val Gin lie Phe Leu 
145 150 155 160 

Ala Leu Ser Leu Pro Phe Cys Gly Pro Asn Val lie Asn His Cys Phe 

165 170 175 

Cys Asp Leu Gin Pro Leu Leu Lys Gin Ala Cys Ser Glu Thr Tyr Val 

180 185 190 

Val Asn Leu Leu Leu Val Ser Asn Ser Gly Ala lie Cys Ala Val Ser 

195 200 205 

Tyr Val Met Leu lie Phe Ser Tyr Val lie Phe Leu His Ser Leu Arg 

210 215 220 

Asn His Ser Ala Glu Val lie Lys Lys Ala Leu Ser Thr Cys Val Ser 
225 230 235 240 

His lie lie Val Val lie Leu Phe Phe Gly Pro Cys lie Phe Met Tyr 

245 250 255 

Thr Cys Pro Ala Thr Val Phe Pro Met Asp Lys Met lie Ala Val 5 Phe 

260 265 270 

Tyr Thr Val Gly Thr Ser Phe Leu Asn Pro Val lie Tyr Thr Leu Lys 

275 280 285 

Asn Thr Glu Val Lys Ser Ala Met Arg Lys Leu Trp Ser Lys Lys Leu 

290 295 300 

lie Thr Asp Asp Lys Arg 
305 310 

<210> 2094 
<211> 311 
<212> PRT 

<213> Homo sapien (7139676-9-1-2285) 



<400> 2094 
























Met 


Glu 


Lys 


Ser 


Asn 


Asn Ser Thr 


Leu 


Phe 


He 


Leu 


Leu Gly 


Phe 


Ser 


1 








5 






10 










15 




Gin 


Asn 


Lys 


Asn 


He 


Glu Val Leu 


Cys 


Phe 


Val 


Leu 


Phe 


Leu 


Phe 


Cys 








20 






25 










30 






Tyr 


He 


Ala 


He 


Trp 


Met Gly Asn 


Leu 


Leu 


He 


Met 


He 


Ser 


He 


Thr 






35 






40 










45 








Cys 


Thr 


Gin 


Leu 


He 


His Gin Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Asn 


Tyr 


Leu 




50 








55 








60 








Ser 


Leu 


Ser 


Asp 


Leu 


Cys Tyr Thr 


Ser 


Thr 


Val 


Thr 


Pro 


Lys 


Leu 


Met 


65 










70 






75 










80 


Val 


Asp 


Leu 


Leu 


Ala Glu Arg Lys 


Thr 


He 


Ser 


Tyr Asn Asn Cys 


Met 










85 






90 










95 




He 


Gin 


Leu 


Phe 


Thr 


Thr His Phe 


Phe Gly Gly 


He 


Glu 


He 


Phe 


He 








100 






105 










110 






Leu 


Thr 


Gly 


Met 


Ala 


Tyr Asp Arg 


Tyr Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 






115 






120 










125 








His 


Tyr 


Thr 


He 


He 


Met Ser Arg 


Gin 


Lys 


Cys 


Asn 


Thr 


He 


He 


He 
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130 135 140 



Val 


Cys 


Trp 


Thr 


Gly 


Gly 


Phe 


He 


His 


Ser 


Ala 


Ser 


Gin 


Pne 


Leu 


Leu 


145 










150 










155 










1 OU 


Thr 


He 


Phe 


Val 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 


lie 


Asp 


His 


Tyr 


Pne 










165 










170 










1 / b 




Cys 


Asp 


Val 


Tyr 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala Cys 


Ser 


Asn 


lie 


His 


Met 






180 










185 










1 an 






He 


Gly 


Leu 


Leu 


Val 


He 


Ala 


Asn 


Ser 


Gly Leu 


He 


Ala 


Leu 


Val 


Thr 




195 










200 










205 








Phe 


Val 


Val 


Leu 


Leu 


Leu 


Ser 


Tyr 


Val 


Phe 


He 


Leu 


Tyr 


Thr 


He 


Arg 




210 










215 










220 










Ala 


Tyr 


Ser 


Ala 


Glu 


Arg 


Arg 


Ser 


Lys 


Ala 


Leu 


Ala 


Thr 


Cys 


Ser 


Ser 


225 










230 










235 










240 


His 


Val 


He 


Val 


Val 


Val 


Leu 


Phe 


Phe 


ax a 


Pro 


Ala 


Leu 




-Lie 


Tyr 










245 










250 










255 




He 


Arg 


Pro 


Val 


Thr 


Thr 


Phe 


Ser 


Glu 


Asp 


Lys 


Val 


Phe 


Ala 


Leu 


Phe 






260 










265 










270 






Tyr 


Thr 


He 


He 


Ala 


Pro 


Met 


Phe 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 






275 










280 










285 








Asn 


Thr 


Glu 


Met 


Lys 


Asn 


Ala 


Met 


Arg 


Lys 


Val 


Trp 


Cys 


Cys 


Gin 


He 




290 










295 










300 










Leu 


Leu 


Lys 


Arg 


Asn 


Gin 


Leu 




















305 










310 






















<210> 2095 




























<211> 319 




























<212> PRT 




























<213> Homo sapien (7144617-1-1-995) 
















<400> 2095 




























Met 


Ala 


Pro 


Thr 


Asn 


Leu 


Thr 


Ser 


Ala 


Pro 


Val 


Phe 


Leu 


Leu 


Leu 


Gly 


1 








5 










10 










15 




Leu 


Val 


Thr 


Glu 


Gin 


Thr 


Asp 


Ala 


His 


Pro 


Leu 


Leu 


Phe 


Leu 


Leu 


Cys 








20 










25 










30 






Leu 


Gly 


He 


Tyr 


Leu 


Leu 


Asn 


Ala 


Leu 


Ser 


Asn 


Leu 


Ser 


Met 


Val 


Ala 






35 










40 










45 








Leu 


Val 


Arg 


Ser 


Asp 


Gly 


Ala 


Leu 


Arg 


Ser 


Pro 


Met 


Tyr 


Tyr 


Phe 


Leu 




50 










55 










60 










Gly 


His 


Leu 


Ser 


Leu 


Val 


Asp 


Val 


Cys 


Phe 


Thr 


Thr 


Val 


Thr 


Val 


Pro 


65 










70 










75 










80 


Arg 


Leu 


Leu 


Ala 


Gly 


Leu 


Leu 


His 


Pro Gly Gin 


Ala 


He 


Ser 


Phe 


Gin 










85 










90 










95 




Ala 


Cys 


Phe 


Ala 


Glu 


Met 


Tyr 


Phe 


Phe 


Val 


Ala 


Leu 


Gly 


He 


Thr 


Glu 








100 










105 










110 






Ser 


Tyr 


Leu 


Pro 


Ala 


Ala 


Met 


Ser 


Tyr Asp Arg 


Ala 


Thr 


Ala 


Ala 


Cys 






115 










120 










125 








Arg 


Pro 


Leu 


Arg 


Tyr 


Gly 


Ala 


Leu 


Val 


Thr 


His 


Gly 


Arg 


Cys 


Ala 


Ser 




130 










135 










140 










Leu 


Val 


Arg 


Ala 


Ser 


Trp 


Ala 


Val 


Thr 


His 


Leu 


His 


Ser 


Leu 


Leu 


His 


145 








150 










155 










160 


Thr 


Leu 


Leu 


Leu 


Ser 


Ala 


Leu 


Ser 


Tyr 


Pro Tyr 


Pro 


Thr 


Pro 


Val 


Arg 










165 










170 










17d 




Pro 


Phe 


Phe 


Cys 


Asp 


Met 


Thr 


Val 


Met 


Leu 


Ser 


Leu 


Ala 


Thr 


Ser 


Asp 








180 










185 










190 






Thr 


Ser 


Ala 


Ala 


Glu 


Thr 


Ala 


He 


Phe 


Ser 


Glu 


Gly 


Leu 


Ala 


Val 


Val 






195 










200 










205 








Leu 


Ala 


Pro 


Leu 


Leu 


Leu 


Val 


Phe 


Leu 


Ser 


Tyr 


Ala 


Arg 


He 


Leu 


Val 




210 










215 










220 










Ala 


Val 


Leu 


Gly 


Leu 


Pro 


Arg 


Pro 


Arg 


Arg 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


225 










230 










235 










240 


Ala 


His 


Leu 


Val 


Ala 


Val 


Ala 


Val 


Ala 


Val 


Ala 


Leu 


Phe 


Phe 


Gly 


Ser 
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245 250 255 

Val Leu Ser Val Tyr Phe Pro Pro Ser Ser Ala Tyr Ser Ala Arg Tyr 

260 265 270 

Asp Arg Leu Ala Ser Val Val Tyr Ala Val He Thr Pro Thr Leu Asn 

275 280 285 

Pro Phe He Asn Ser Leu Arg Asn Lys Glu Val Lys Gly Ala Leu Lys 

290 295 300 

Arg Gly Leu Arg Trp Arg Ala Ala Pro Gin Glu Ala Trp Arg Ala 
305 310 315 

<210> 2096 
<211> 316 
<212> PRT 

<213> Homo sapien (7144637-1-1-993) 
<220> 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 

,<400> 2096 

Leu Leu Glu Gly Gly Asn Gin Thr Ser Thr Phe Glu Phe Leu Leu Trp 

1 5 10 15 

Gly Leu Ser Asp Gin Pro Gin Gin Gin His He Phe Phe Leu Leu Phe 

20 25 30 

Leu Trp Met Tyr Val Val Thr Val Ala Gly Asn Leu Leu He Val Leu 

35 40 45 

Ala He Gly Thr Asp Thr His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ala Ser Leu Ser Cys Ala Asp He Phe Ser Thr Ser Thr Thr Val Pro 
65 70 75 80 

Lys Ala Leu Val Asn He Gin Thr Gin Ser Arg Ser He Ser Tyr Ala 

85 90 95 

Gly Cys Leu Ala Gin Leu Tyr Phe Phe Leu Thr Phe Gly Asp Met Asp 

100 105 110 

He Phe Leu Pro Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

115 120 125 

His Leu Leu His Tyr Met Met He Met Ser Leu His Arg Cys Ala Phe 

130 135 140 

Leu Val Thr Ala Cys Trp Thr Leu Thr Ser Leu Leu Ala Met Thr Arg 
145 150 155 160 

Thr Phe Leu He Phe Arg Leu Ser Leu Cys Ser Xaa He Leu Pro Gly 

165 170 175 

Phe Phe Cys Asp Leu Gly Pro Leu Met Lys Val Ser Cys Ser Asp Ala 

180 185 ^ 190 

Gin Val Asn Glu Leu Val Leu Leu Phe Leu Gly Gly Ala Val He Leu 

195 200 205 

He Pro Phe Met Leu He Leu Val Ser Tyr He Arg He Val Ser Ala 

210 215 220 

He Leu Arg Ala Pro Ser Ala Gin Gly Arg Arg Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Asp Ser His Leu Val Val Val Ala Leu Phe Phe Gly Thr Val He 

245 250 255 

Arg Ala Tyr Leu Cys Pro Ser Ser Ser Ser Ser Asn Ser Val Lys Glu 

260 265 270 

Asp Thr Ala Ala Ala Val Met Tyr Thr Val Val Thr Pro Leu Leu Asn 

275 280 285 

Pro Phe He Tyr Ser Met Arg Asn Lys Asp Met Lys Ala Ala Val Val 

290 295 300 

Arg Leu Leu Lys Gly Arg Val Ser Phe Ser Gin Gly 
305 310 315 
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<210> 2097 
<211> 247 
<212> PRT 

<213> Homo sapien (7144976-1-1-1194) 
<220> 

<221> VARIANT 

<222> (1)...'(247) 

<223> Xaa = Any Amino Acid 



<400> 2097 



Met Gly 


Asn 


He 


Asn 


He 


Ser 


Leu 


Glu Asn 


Tyr 


Phe 


He 


Leu 


Leu Gly 


1 








5 








10 










15 


Leu 


Ser 


nbil 


Xaa 
20 


Pro 


Pro 


Leu 


Glu 


He Vai 
25 


He 


Phe 


Vai 


Vai 
30 


Leu Leu 


He 


Pne 




Phe 


Met 


Thr 


Leu 


He 
40 


Gly Lys 


Leu 


Phe 


Ser 
45 


He 


He Leu 


Ser 


Tyr 
50 


Leu 


ft on 
nop 


Ser 


His 


Pro 
55 


His 


Thr Pro 


Arg 


Tyr 
60 


Leu 


Phe 


Ser Phe 


Leu 


Asp 




uys 


1 y x 


Thr 


He 


Ser 


Ser He 


Phe 


Xaa 


Leu 


Gin 


Tyr Asn 


Oj 








70 








75 








80 


Leu 


Trp 




Pro 


Gin 


Lys 


Asn 


He 


Ser Tyr 


Ala 


Ser 


Gly 


Met 


He Gin 






85 








90 










95 


He 


Tyr 




V d -L 


T.011 


Thr 


Leu Gly 


Thr Met 


Asp 


Cys 


Ala 


Leu 


Leu Val 






100 










105 








110 




Val 


Met 


Ser 


Arg 


Thr 


Val 


Tyr 


Ala 


Ala Gly His Arg 


His 


Leu 


Pro Tyr 






115 










120 








125 






Thr 


Val 
130 


Val 


Met 


Ala 


Val 


Ala 
135 


Phe 


Trp Val 


Ser 


Ser 
140 


Phe 


Thr 


Asn Ser 


Ala 


Phe 


Asp 


Ser 


Phe 


Phe 


Thr 


Phe 


Trp Val Thr 


Leu 


Cys 


Gly His ; His 


145 










150 








155 








160 


Tyr 


Tyr 


Ala 


Tyr 


He 


Phe 


He 


Phe 


Thr Ser 


Leu 


Leu 


Val 


Xaa 


Arg Trp 






165 








170 










175 


Phe 


He 


Asn 


Arg 
180 


Lys 


Lys 


Gin 


Ser 


Val Phe 
185 


Ser 


Leu 


Asn 


His 
190 


Ala Ala 


Leu 


Leu 


Thr 


Leu 


Ser 


Phe 


Pro 


Leu 


Xaa Asn Asp 


Cys 


Phe 


Gin 


Glu He 






195 










200 








205 






Glu 


Lys 


Asn 


Met 


Leu 


Arg 


Lys 


His 


Ser He Gly Glu Cys 


Xaa 


Lys His 




210 










215 








220 








Val 


Met 


Leu 


Val 


Gin 


Leu 


Asn 


Gin 


Val Ser 


Lys 


Thr 


Cys 


lie 


Phe Met 


225 










230 








235 








240 


Arg 


Pro 


He 


Leu 


Gly 
245 


Asn 


Ser 

















<210> 2098 
<211> 329 
<212> PRT 

<213>.Homo sapien (7145001-12-25597-26388) 
<220> 

<221> VARIANT 

<222> (1)...<329) 

<223> Xaa = Any Amino Acid 

<400> 2098 

Lys Ser Met Lys Lys Met Asn Asn Val He Glu Phe He Leu Leu Gly 

15 10 15 

Leu Thr His Asn Pro Glu Leu Gin Lys Phe Leu Phe Val Met Phe Leu 

20 25 30 

He Thr Tyr Leu He Thr Leu Ala Gly Asn Leu Phe He Ser Val He 
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35 40 45 

lie Phe lie Ser Pro Ala Leu Gly Ser Pro Met Tyr Ser Phe Pro Ser 

50 55 60 

Tyr Leu Phe lie lie Asp lie Phe Cys Ser Ser Ser lie Ala Pro Lys 
65 70 75 80 

Met Asn Phe Asp Leu lie Ser Glu Lys Asn Thr lie Ser Phe Asn Gly 

85 90 95 

Cys Met Thr Gin Leu Phe Thr Glu His Phe Phe Thr Glu His Phe Phe 

100 105 110 

Glu Ala Ala Glu lie lie Leu Leu Ser Val Met Ala Tyr Asp His Tyr 

115 120 125 

Val Ala lie Arg Lys Pro Leu His Tyr Ala Thr lie Met Ser Gin Pro 

130 135 140 

Met Cys Gly Phe Leu Met Val Val Ala Gly lie Leu Gly Phe Val His 
145 150 155 160 

Gly Gly lie Gin Thr Leu Phe lie Ala Gin Leu Pro Phe Cys Gly Pro 

165 170 175 

Asn Val lie Asn His Phe Met Cys Asp Leu Val Pro Leu Leu Glu Leu 

180 185 190 

Ala Cys Thr Asp Thr His Thr Leu Gly Pro Leu lie Ala Ala Asn Ser 

195 200 205 

Gly Ser Leu Cys Phe Leu lie Phe Ser Met Leu Val Ala Ser Tyr Val 

210 215 220 

lie lie Leu Cys Phe Leu Arg Thr His Ser Ser Glu Gly Arg Arg Lys 
225 230 235 ■ 240 

Ala Leu Ser Ser Cys Ala Ser His lie Phe lie Val lie Leu Phe Phe 

245 250 255 

Val Pro Phe Ser Tyr Leu Tyr Leu Arg Pro lie His Ser Phe Pro Thr 

260 265 270 

Asp Lys Ala Val Thr Val Phe Cys Thr Leu Phe Thr Pro Met Leu Asn 

275 280 285 

Pro Leu lie Tyr Thr Leu Lys Asn Lys Glu Val Lys Asn Val He Lys 

290 295 300 

Lys Leu Trp Lys Gin lie Met Thr Thr Asp Asp Lys Xaa Val Leu Xaa 
305 310 315 320 

His Lys His Leu Gly Lys Asn He Trp 
325 

<210> 2099 
<211> 264 
<212> PRT 

<213> Homo sapien (7145001-12-45102-50811) 



<400> 2099 



Met 


Val 


Asp Asn 


Leu 


He 


He 


Val 


Val 


Thr 


He 


Thr 


Thr 


Ser 


Pro 


Ala 


1 






5 










10 










15 




Leu 


Asp 


Ser Pro 


Val 


Tyr 


Phe 


Phe 


Leu 


Ser 


Phe 


Phe 


Ser 


Phe 


He 


Asp 






20 










25 










30 






Gly 


Cys 


Ser Ser 


Ser 


Thr 


Met 


Ala 


Pro 


Lys 


Met 


He 


Phe 


Asp 


Leu 


Leu 






35 








40 










45 








Thr 


Glu 


Lys Lys 


Thr 


He 


Ser 


Phe 


Ser Gly 


Cys 


Met 


Thr 


Gin 


Leu 


Phe 




50 








55 










60 










Val 


Glu 


His Phe 


Phe 


Gly Gly Val 


Glu 


He 


He 


Leu 


Leu 


Val 


Val 


Met 


65 








70 










75 










80 


Ala 


Tyr 


Asp Cys 


Tyr 


Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Tyr 


Tyr 


Leu 


He 








85 










90 










95 




Thr 


Met 


Asn Arg 


Gin 


Val 


Cys 


Gly 


Leu 


Leu 


Val 


Ala 


Met 


Ala 


Trp 


Val 






100 










105 










110 






Gly 


Gly 


Phe Leu 


His 


Ala 


Leu 


He 


Gin 


Met 


Leu 


Leu 


He 


Val 


Trp 


Leu 






115 








120 










125 






Pro 


Phe 


Cys Gly 


Pro 


Asn 


Val 


He 


Asp 


His 


Phe 


He 


Cys 


Asp 


Leu 


Phe 
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130 135 140 



Pro 


Leu 


Leu 


Lys 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


His 


Val 


Phe Gly 


Leu 


Phe 


145 










150 










155 








160 


Val 


Ala 


Ala 


Asn 


Ser 


Gly Leu 


Met 


Cys 


Met 


Leu 


He 


Phe Ser 


He 


Leu 










165 










170 








175 




He 


Thr 


Ser 


Tyr 
180 


Val 


Leu 


He 


Leu 


Cys 
185 


Ser 


Gin 


Arg 


Lys Ala 
190 


Leu 


Ser 


Thr 


Cys 


Ala 
195 


Phe 


His 


He 


Thr 


Val 
200 


Val 


Val 


Leu 


Phe 


Phe Val 
205 


Pro 


Cys 


He 


Leu 


Val 


Tyr 


Leu 


Arg 


Pro 


Met 


He 


Thr 


Phe 


Pro 


He Asp Lys 


Ala 




210 










215 










220 








Val 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn Pro 


Leu 


He 


225 










230 










235 








240 


Tyr 


Thr 


Leu 


Arg 


Asn 
245 


Thr 


Glu 


Val 


Lys 


Asn 
250 


Ala 


Met 


Lys Gin 


Leu 
255 


Trp 


Ser 


Gin 


He 


He 


Trp Gly Asn 


Asn 

















260 



<210> 2100 
<211> 309 
<:212> PRT 

<213> Homo sapien (7145001-8-11112-14684) 



<400> 2100 



Met 


Gly 


Ala 


Lys 


Asn 


Asn 


Val 


Thr 


Glu 


Pne 


Val 


Leu 


Phe Gly 


Leu 


Phe 


1 








5 










10 










15 




Glu 


Ser 


Arg 


Glu 


Met 


Gin 


His 


Thr 


Cys 


Pne 


val 


Val 


Phe 


Phe 


Leu 


Pne 








20 










2b 










30 






His 


Val 


Leu 


Thr 


Val 


Leu 


Gly 


Asn 


Leu 


Leu 


val 


He 


He 


Thr 


lie 


Asn 






.3 o 










40 










45 








Ala 


Arg 


Lys 


Thr 


Leu 


Lys 


Ser 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Ser 


Gin 


Leu 




50 










55 










60 










Ser 


Phe 


Ala 


Asp 


He 


Cys 


Tyr 


Pro 


Ser 


Thr 


Thr 


He 


Pro 


Lys 


Met 


He 


65 










70 










75 










80 


Ala 


Asp 


Thr 


Phe 


Val 


Glu 


His 


Lys 


He 


He 


Ser 


Phe Asn Gly 


Cys 


Met 










85 










90 










95 




Thr 


Gin 


Leu 


Phe 


Ser 


Ala 


His 


Phe 


Phe 


Gly 


Gly 


Thr 


Glu 


He 


Phe 


Leu 








100 










105 










110 






Leu 


Thr 


Ala 


Met 


Ala 


Tyr 


Asp 


Arg 


Tyr 


Val 


Ala 


He 


Cys 


Arg 


Pro 


Leu 






115 










120 










125 








His 


Tyr 


Thr 


Ala 


He 


Met 


Asp 


Cys 


Arg 


Lys 


Cys 


Gly Leu 


Leu 


Ala 


Gly 




130 










135 










140 










Ala 


Ser 


Trp 


Leu 


Ala 


Gly 


Phe 


Leu 


His 


Ser 


He 


Leu 


Gin 


Thr 


Leu 


Leu 


145 










150 










155 










160 


Thr 


Val 


Gin 


Leu 


Pro 


Phe 


Cys 


Gly 


Pro 


Asn 


Glu 


He 


Asp Asn 


Phe 


Phe 










165 










170 










175 




Cys 


Asp 


Val 


His 


Pro 


Leu 


Leu 


Lys 


Leu 


Ala 


Cys 


Ala 


Asp 


Thr 


Tyr 


Met 








180 










185 










190 






Val 


Gly 


Leu 


He 


Val 


Val 


Ala 


Asn 


Ser 


Gly 


Met 


He 


Ser 


Leu 


Ala 


Ser 






195 










200 










205 








Phe 


Phe 


He 


Leu 


He 


He 


Ser 


Tyr 


Val 


He 


He 


Leu 


Leu 


Asn 


Leu 


Arg 




210 










215 










220 










Ser 


Gin 


Ser 


Ser 


Glu 


Asp 


Arg 


Arg 


Lys 


Ala 


Val 


Ser 


Thr 


Cys 


Gly 


Ser 


225 










230 










235 










240 


His 


Val 


He 


Thr 


Val 


Leu 


Leu 


Val 


Leu 


Met 


Pro 


Pro 


Met 


Phe 


Met 


Tyr 










245 










250 










255 




He 


Arg 


Pro 


Ser 


Thr 


Thr 


Leu 


Ala 


Ala 


Asp 


Lys 


Leu 


He 


He 


Leu 


Phe 








260 










265 










270 






Asn 


He 


Val 


Met 


Pro 


Pro 


Leu 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 






275 










280 










285 








Asn 


Asn 


Asp 


Val 


Lys 


Asn 


Ala 


Met 


Arg 


Lys 


Leu 


Phe 


Arg 


Val 


Lys 


Arg 
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290 295 300 

Ser Leu Gly Glu Lys 
305 

<210> 2101 
<211> 296 
<212> PRT 

<213> Homo sapien (7145013-16-7265-9434) 
<400> 2101 

Leu Leu Leu Leu Val Leu Leu Leu Pro Thr Phe Leu Leu Ser Leu Met 

1 5 10 15 

Gly Asn Met Leu He He Ser Thr Val Leu Ser Cys Ser Arg Leu His 

20 25 30 

Thr Pro Met Tyr Phe Phe Leu Cys Asn Leu Ser He Leu Asp He Leu 

35 40 45 

Phe Thr Ser Val He Ser Pro Lys Val Leu Ala Asn Leu Gly Ser Arg 

50 55 60 

Asp Lys Thr He Ser Phe Ala Gly Cys He Thr Gin Cys Tyr Phe Tyr 
65 70 75 80 

Phe Phe Leu Gly Thr Val Glu Phe Leu Leu Leu Thr Val Met Ser Tyr 

85 90 95 

Asp Cys Tyr Ala Ala He Cys Cys Pro Leu Arg Tyr Thr Thr He Met 

100 105 110 

Arg Pro Tyr Val Cys He Gly Thr Val Val Phe Ser Trp Val Gly Gly 

115 120 125 

Phe Leu Ser Val Leu Phe Pro Thr He Leu He Ser Gin Leu Pro Phe 

130 135 140 

Cys Gly Ser Asn He He Asn His Phe Phe Cys Asp Ser Gly Pro Leu 
145 150 155 " . 160 

Leu Ala Leu Ala Cys Ala Asp Thr Thr Ala He Glu Leu Met Asp Phe 

165 170 175 

Met Leu Ser Ser Met Val He Leu Cys Cys He Val Leu Val Ala Tyr 

180 185 190 

Ser Tyr Thr Tyr He He Leu Thr He Met Arg He Pro Ser Ala Ser 

195 200 205 

Gly Arg Lys Lys Ala Phe Asn Thr Cys Ala Ser His Leu Thr He Val 

210 215 220 

He He Ser Ser Gly He Thr Val Phe He Tyr Val Thr Pro Ser Gin 
225 230 235 240 

Lys Glu Tyr Leu Glu He Asn Lys He Pro Ser Val Leu Ser Ser Leu 

245 250 255 

Val Thr Pro Phe Leu Asn Pro Phe He Tyr Thr Leu Arg Asn Asp Thr 

260 265 270 

Val Gin Gly Val Leu Arg Asp Val Trp Val Arg Val Arg Gly Val Phe 

275 280 285 

Glu Lys Arg Met Arg Ala Val Leu 
290 295 

<210> 2102 
<211> 162 
<212> PRT 

<213> Homo sapien (7211526-1-1-487) 
<400> 2102 

Val Ala He Cys Asn Pro Leu Leu Tyr Pro Val Met Met Ser Asn Lys 

1 5 10 is 

Leu Ser Ala Gin Leu Leu Ser He Ser Tyr Val lie Gly Phe Leu His 

20 25 30 

Pro Leu Val His Val Ser Leu Leu Leu Arg Leu Thr Phe Cys Arg Phe 
35 40 45 
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Asn 


He 
50 


He 


His 


Tyr 


Phe 


Tyr Cys Glu 
55 


He 


Leu 


Gin 
60 


Leu 


Phe 


Lys 


He 


Ser 


Cys 


Asn Gly 


Pro 


Ser 


He Asn Ala 


Leu 


He 


He 


Phe 


He 


Phe 


Gly 


65 








70 






75 










80 


Ala 


Phe 


He 


Gin 


He 


Pro 


Thr Leu Met 


Thr 


He 


He 


He 


Ser 


Tyr 


Thr 








85 






90 










95 




Arg 


Val 


Leu 


Phe 


Asp 


He 


Leu Lys Lys 


Lys 


Ser 


Glu 


Lys 


Gly 


Arg 


Ser 






100 






105 










110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly Ala His 


Leu 


Leu 


Ser 


Val 


Ser 


Leu 


Tyr 




115 








120 








125 








Tyr 


Gly 


Thr 


Leu 


He 


Phe 


Met Tyr Val 


Arg 


Pro 


Ala 


Ser Gly Leu Ala 


130 










135 






140 










Glu 


Asp 


Gin 


Asp 


Lys 


Val 


Tyr Ser Leu 


Phe Tyr 


Thr 


He 


He 


He 


Pro 


145 








150 






155 










160 


Leu 


Leu 



























<210> 2103 
<211> 162 
<212> PRT 

<213> Homo sapien (7211533-1-1-487) 
<220> 

<221> VARIANT 

<222> (1)...(162) 

<223> Xaa = Any Amino Acid 



<400> 2103 



Met 


Ala 


He 


Val 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala Met Thr 


Lys 


He 


1 








5 










10 






15 




Val 


Cys 


He 


Val 


Leu 


Ala 


Phe 


Gly 


Ser 


Cys 


Met 


Gly Gly Leu 


He 


Ser 






20 










25 






30 






Ser 


Leu 


Thr 


His 


Thr 


He 


Gly 


Leu 


Val 


Lys 


Leu 


Ser Phe Cys 


Gly 


Pro 






35 










40 








45 






Asn 


Val 


He 


Ser 


His 


Phe 


Phe 


Cys 


Asp 


Leu 


Pro 


Pro Leu Leu 


Lys 


Leu 




50 










55 










60 






Ser 


Cys 


Ser 


Glu 


Thr 


Ser 


Met 


Asn 


Glu 


Leu 


Leu 


Leu Leu He 


Phe 


Ser 


65 








70 










75 






80 


Gly 


He 


He 


Ala 


Thr 


Leu 


Thr 


Phe 


Leu 


Thr 


Val 


Val He Ser 


Tyr 


He 








85 










90 






95 




Phe 


He 


Val 


Ala 


Ala 


He 


Leu Arg He Arg Xaa Glu Ala Gly Arg Arg 








100 










105 






110 






Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Thr 


Ser 


His 


Leu 


He 


Thr Val Thr 


Leu 


Phe 




115 










120 








125 






Tyr 


Gly 


Ser 


He 


Ser 


Phe 


Ser 


Tyr 


He 


Gin 


Pro 


Asn Ser Gin Tyr 


Ser 


130 










135 










140 






Leu 


Glu 


Gin 


Glu 


Lys 


Val 


Val 


Ser 


Val 


Phe 


Tyr 


Thr Leu Val 


Val 


Pro 


145 








150 










155 






160 


Met 


Leu 



























<210> 2104 
<211> 162 
<212> PRT 

<213> Homo sapien (7211534-1-1-485) 
<400> 2104 

Val Gly He Cys Asn Pro Leu Leu Tyr Thr Val Thr Met Ser Pro Gin 

! ~ 5 10 15 

Lys Cys Leu Leu Leu Leu Leu Gly Val Tyr Gly Met Gly He Phe Gly 
20 25 30 
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Ala 


Val 


Ala 


His Met 


Gly 


Asn 


He 


Met 


Phe 


Met 


Ser 


Phe 


Cys 


Gly Asp 






35 








40 










45 








Asn 


Leu 
50 


Val 


Asn His 


Tyr 


Met 
55 


Cys 


Asp 


He 


Leu 


Pro 
60 


Leu 


Leu 


Glu 


Leu 


Ser 


Cys 


Asn 


Ser Ser 


Tyr 


He 


Asn 


Leu 


Leu 


Val 


Val 


Phe 


He 


He 


Val 


65 








70 










75 










80 


Thr 


Val 


Gly 


He Gly 


Val 


Pro 


He 


Val 


Thr 


He 


Phe 


Leu 


Ser 


Tyr 


Glv 








85 










90 










95 


Phe 


He 


Leu 


Ser Ser 


He 


Leu 


His 


He 


Ser 


Ser 


Thr 


Glu Gly Arg 


oer 








100 








105 










110 






Lys 


Ala 


Phe 
115 


Ser Thr 


Cys 


Ser 


Ser 
120 


His 


He 


He 


Val 


Val 
125 


Ser 


Leu 


Phe 


Phe 


Gly 


Ser 


Gly Ala 


Phe 


Met 


Tyr 


Leu 


Lys 


Pro 


Pro 


Ser 


He 


Leu 


Pro 




130 








135 




lie 






140 










Leu 


Asp 


Gin Gly Lys 


Val 


Ser 


Ser 


Phe 


Cys 


Thr 


Ala 


Val 


Val 


Pro 


145 








150 










155 










160 


Met 


Phe 





























<210> 2105 
i<211> 162 
<212> PRT 

<213> Homo sapien (7211536-1-1-487) 
<400> 2105 



Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Val 


Val 


He 


Met 


Asn 


Asn 


Arg 


1 








5 










10 










15 


Val 


Cys 


Thr 


Leu 
20 


Leu 


Val 


Leu 


Cys 


Cys 
25 


Trp 


Val 


Ala 


Gly 


Leu 
30 


Met 


He 


He 


Val 


Pro 


Pro 


Leu 


Ser 


Leu 


Gly 


Leu 


Gin 


Leu 


Glu 


Phe 


Cys 


Asp 


Ser 






35 










40 










45 






Asn 


Ala 


He 


Asp 


His 


Phe 


Ser 


Cys 


Asp Ala Gly 


Pro 


Leu 


Leu 


Lys 


He 




50 










55 










60 








Ser 


Cys 


Ser Asp 


Thr 


Trp 


Val 


He Glu Gin Met 


Val 


lie 


Leu 


Met 


Ala 


65 










70 










75 










80 


Val 


Phe 


Ala 


Leu 


He 
85 


He 


Thr 


Pro 


Val 


Cys 
90 


Val 


He 


Leu 


Ser 


Tyr 
95 


Leu 


Tyr 


He 


Val 


Arg 


Thr 


He 


Leu 


Lys 


Phe 


Pro 


Ser 


Val 


Gin Gin Arg Lys 








100 










105 










110 






Lys 


Ala 


Phe 
115 


Ser 


Thr 


Cys 


Ser 


Ser 
120 


His 


Met 


He 


Val 


Val 
125 


Ser 


He 


Ala 


Tyr 


Gly 


Ser 


Cys 


He 


Phe 


He 


Tyr 


He 


Lys 


Pro 


Ser 


Ala 


Lys 


Asp 


Glu 




130 










135 










140 








Val 


Ala 


He 


Asn 


Lys 


Gly Val 


Ser 


Val 


Leu 


Thr 


Thr 


Ser 


Val 


Ala 


Pro 


145 










150 










155 










160 


Leu 


Leu 































<210>< 2106 
<211> 162 
<212> PRT 

<213> Homo sapien (7211538-1-1-487) 
<400> 2106 

Val Ala He Cys His Pro Leu His Tyr Thr Val He Met Arg Glu Glu 

1 5 10 15 

Leu Cys Val Phe Leu Val Ala Val Thr Trp He Leu Ser Cys Ala Ser 

20 25 30 

Ser Leu Ser His Thr Leu Leu Leu Thr Arg Leu Ser Phe Cys Ala Ala 

35 40 45 

Asn Thr He Pro His Val Phe Cys Asp Leu Ala Ala Leu Leu Lys Leu 
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50 










55 








60 










Ser 


Cys 


Ser 


Asp 


He 


Phe 


Leu Asn 


Glu 


Leu 


Val 


Met 


Phe 


Thr 


Val 


Gly 


65 








70 








75 










80 


Val 


Val 


Val 


He 


Thr 


Leu 


Pro Phe 


Met 


Cys 


He 


Leu 


Val 


Ser 


Tyr Gly 










85 








90 










95 




Tyr 


He 


Gly Ala 


Thr 


He 


Leu Arg 


Val 


Pro 


Ser 


Thr 


Lys Gly 


He 


His 






100 








105 










110 






Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly Ser 


His 


Leu 


Ser 


Val 


Val 


Ser 


Leu 


Tyr 




115 








120 










125 








Tyr 


Gly 


Ser 


He 


Phe Gly 


Gin Tyr 


Leu 


Phe 


Pro 


Thr 


Val 


Ser 


Ser 


Ser 


130 










135 








140 










He 


Asp 


Lys 


Asp 


Val 


He 


Val Ala 


Leu 


Met 


Tyr 


Thr 


Val 


Val 


Thr 


Pro 


145 








150 








155 










160 


Met 


Leu 





























<210> 2107 
<211> 159 
<212> PRT 

<213> Homo sapien (7211540-1-1-478) 
<400> 2107 



Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Leu 


Thr 


Val Met 


Asn 


Pro 


Gin 


1 








5 










10 








15 




Leu 


Cys 


Leu 


Trp 


Leu 


Val 


Leu 


Ala 


Cys 


Trp 


Cys 


Gly Gly 


Phe 


He 


His 






20 










25 








3,0 






Ser 


He 


Met 
35 


Gin 


Val 


He 


Leu 


Val 
40 


He 


Gin 


Leu 


Pro Phe 
45 


Cys 


Gly 


Pro 


Asn 


Glu 
50 


Leu 


Asp 


Asn 


Phe 


Tyr 
55 


Cys 


Asp 


Val 


Leu 


Gin He 
60 


He 


Lys 


Leu 


Ala 


Cys 


Met 


Asp 


Thr 


Tyr 


Val 


Val 


Glu 


Val 


Leu 


Val He 


Ala 


Asn 


Ser 


65 








70 










75 








80 


Gly 


Leu 


Leu 


Ser 


Leu 


Val 


Cys 


Phe 


Leu 


Val 


Leu 


Leu Phe 


Ser 


Tyr 


Ala 








85 










90 








95 




He 


He 


Leu 


He 
100 


Thr 


Leu 


Arg 


Thr 


Arg 
105 


Phe 


Cys 


Gin Gly 


Gin 
110 


Asn 


Lys 


Val 


Leu 


Ser 
115 


Thr 


Cys 


Ala 


Ser 


His 
120 


Leu 


Thr 


Val 


Val Ser 
125 


Leu 


He 


Phe 


Val 


Pro 


Cys 


Val 


Phe 


He 


Tyr 


Leu 


Arg 


Pro 


Phe 


Cys Ser 


Phe 


Ser 


Val 




130 








135 










140 








Asp 


Lys 


He 


Phe 


Ser 


Leu 


Phe 


Tyr 


Thr 


Val 


He 


Thr Pro 


Met 


Leu 




145 










150 










155 











<210> 2108 
<211> 162 
<212> PRT 

<213> Homo sapien (7211541-1-1-488) 
<400> <2108 



Met 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Gly 


Ser 


Lys 


Met 


Thr Arg Cys 


1 








5 










10 








15 


Val 


Cys 


Leu 


Cys 


Leu 


Ala 


Ala 


Ala 


Pro 


Tyr 


He 


Tyr Gly Phe Ala Asn 








20 










25 










30 


Gly 


Leu 


Ser 


Gin 


Thr 


Thr 


Leu 


Met 


Leu 


Arg 


Leu 


Ser 


Phe 


Cys Gly Pro 






35 










40 










45 




Asn 


Asp 


He 


Asn 


His 


Phe 


Tyr 


Cys 


Ala 


Asp 


Pro 


Pro 


Leu 


Leu Val Leu 




50 










55 










60 






Ala 


Cys 


Ser 


Asp 


Thr 


Tyr Val 


Lys 


Glu 


Thr 


Ala 


Met 


Leu 


Val Val Ala 


65 










70 










75 






80 


Gly 


Ser 


Asn 


Leu 


He 


Cys 


Ser 


Leu 


Thr 


Val 


He 


Leu 


He 


Ser Tyr Thr 








85 










90 








95 
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Phe He Phe Thr Ala He Leu Arg 
100 

Lys Ala Phe Ser Thr Cys Gly Ser 
115 120 
Tyr Gly Thr Leu Phe Cys Met Tyr 

130 135 
He Gin Gin Gly Lys He Val Ala 
145 150 
Met Leu 



He His Thr Ala Glu Gly Arg Arg 
105 110 
His Val Thr Ala Val Thr Val Phe 
125 

Leu Arg Pro Pro Ser Glu Thr Ser 
140 

Val Phe Tyr He Phe Val Ser Pro 
155 160 



<210> 2109 
<211> 162 
<212> PRT 

<213> Homo sapien (7211542-1-1-487) 
<400> 2109 



Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Thr 


Ser 


He 


Met 


Asn 


Arg- 


Lys 


1 








5 










10 










15 




Leu 


Cys 


Thr 


Leu 


Leu 


Val 


Leu 


Cys 


Ala 


Trp 


Leu 


Ser Gly 


Phe 


Leu 


Thr 








20 










25 










30 






He 


Phe 


Pro 
35 


Pro 


Leu 


Met 


Leu 


Leu 
40 


Leu 


Gin 


Leu 


Asp 


Tyr 
45 


Cys 


Ala 


Ser 


Asn 


Val 


He Asp 


His 


Phe 


Ala 


Cys 


Asp 


Tyr 


Phe 


Pro 


Leu 


Leu 


Gin 


Leu 




50 










55 










60 










Ser 


Cys 


Ser 


Asp 


Thr 


Trp 


Leu 


Leu 


Glu 


Val 


He 


Gly 


Phe 


Tyr 


Phe 


Ala 


65 










70 










75 










80 


Leu 


Val 


Thr 


Leu 


Leu 
85 


Phe 


Thr 


Leu 


Ala 


Leu 
90 


Val 


He 


Leu 


Ser 


Tyr 
95 


Met 


Tyr 


He 


He 


Arg 


Thr 


He 


Leu 


Arg 


He 


Pro 


Ser 


Ala 


Ser Gin Arg Lys 








100 










105 










110 






Lys 


Ala 


Phe 
115 


Ser 


Thr 


Cys 


Ser 


Ser 
120 


His 


Met 


He 


Val 


He 
125 


Ser 


He 


Ser 


Tyr 


Gly 


Ser 


Cys 


He 


Phe 


Met 


Tyr Ala 


Asn 


Pro 


Ser 


Ala 


Lys 


Glu 


Lys 




130 










135 










140 










Ala 


Ser 


Leu 


Thr 


Lys 


Gly 


He 


Ala 


He 


Leu 


Asn 


Thr 


Ser 


Val 


Ala 


Pro 


145 










150 










155 










160 


Met 


Leu 































<210> 2110 
<211> 243 
<212> PRT 

<213> Homo sapien (7230851-8-1-2360) 
<220> 

<221> VARIANT 
<222> (1)...(243) 
<223>*Xaa = Any Amino Acid 

<400> 2110 

Met Gin Ser Glu His Leu Ala Glu Phe Ser Glu Phe Leu He Leu Ser 

15 10 15 

Leu Ser Glu He Gin Asn Cys Ser Pro Phe Phe Gly Leu Phe Leu Ser 

20 25 30 

Met Asn Leu Val Thr Val Leu Gly Asn Leu Leu He He Leu Ala He 

35 40 45 

Ser Ser Asp Ser His Leu His Lys Pro Met Tyr Phe Leu Leu Ser Lys 

50 55 60 

Leu Ser Met Ala Ala He Cys Phe Val Phe Thr Met He Gin Lys Met 
65 70 75 80 
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Met: 


V a i. 


7\ eri 


Leu 


*»x y 
85 


Ala 


Gin 


Ser 


Lys 


Asp 
90 


He 


Phe 


Thr 


Gin 


Pro 
95 


Ser 


vj x_y 




ir x u 


Tip 

100 


Pro 


Phe 


Xaa 


Met 


Cvs 
105 


Ser 


Leu 


He 


Arg 


Phe 
110 


Leu 


Leu 


Tl a 




w XXI 

115 


Lys 


Ser 


Val 


Val 


Leu 
120 


He 


Phe 


Glu 


Tvr 
x j *• 


Ser 
125 


Leu 


Val 


Leu 


JL l e 


MIS 

130 


Pro 


Tip 

lie 


Add 


lie 


Yaa 
AOCl 

135 


nx y 




JJ Jf o 


Leu 


He 
14Q 


He 


Leu 


Leu 


iyx 


uiU 


Pro 


pVi o 

It He 


Lys 


Tip 
X JLC 


He 


OX U 




Ser 


•j 1 


Val 


Leu 


Phe 


Leu 


He 


He 


145 










150 










155 










160 


rpV, > - 

j. nr 


lie 


Leu 


Ser 


165 

X J 


Hi <3 
nx o 


Wctcl 


x»t; U 


lit- 


His 
170 


Asn 


W Jf o 


Xaa 


Xaa 


Val 
175 


Met 


Asp 


Phe 


Leu 


Leu 

180 


Lys 


Gin 


Pro 


Leu 


Phe 

185 


Tyr 


His 


Leu 


Met 


Leu 
190 


Leu 


Val 


Met 


Gin 


Gin 
195 


Leu 


Thr 


Leu 


Asn 


Ala 
200 


Leu 


Phe 


He 


Phe 


Xaa 
205 


Thr 


Xaa 


Xaa 


Leu 


Leu 
210 


Leu 


Thr 


Ser 


Leu 


Xaa 
215 


Asp 


Leu 


Lys 


He 


Ser 
220 


Leu 


Cys 


Thr 


Val 


Val 


Ser 


Gin 


Xaa 


He 


Thr 


Thr 


He 


He 


Leu 


Lys 


Asn 


Lys 


He 


Lys 


Val 



225 230 235 240 

Val Ser Met 

i 



<210> 2111 
<211> 313 
<212> PRT 

<213> Homo sapien (7239533-11-790-4930) 



<220> 

<221> VARIANT 

<222> (1) . . . (313) 

<223> Xaa = Any Amino Acid 



<400> 2111 

Met Glu Ser Gin Arg Asn He Xaa Lys Phe He Leu Met Ser Leu Ser 

15 10 15 

Ser He Gin Asn He Gin He Phe Val Phe Val Phe Leu Phe Cys Asn 

20 25 30 

Val Ala He Leu Val Gly Asn Phe Leu He Leu He Ser He Xaa Cys 

35 40 45 

Ser Pro Leu Phe Asn Gin Pro Met His Tyr Phe Leu Gly Tyr Met Asn 

50 55 60 

He Tyr Tyr Thr Ser Cys Val Thr Pro Lys He lie Gly Asp Leu Val 
65 " 70 75 80 

Val Gly Arg He Asn He Ser Tyr Asp Arg He Phe Pro Met His Phe 

85 90 95 

Phe Gly He He Glu He Phe He Leu Thr Val Met Ala Phe Asp His 

100 105 110 

Tyr Val Ala He Cys Lys Pro Pro Arg Tyr Leu He He Met Asn Arg 

115 120 125 

Thr Lys Tyr Asn Thr Leu He Ser Val Ala Trp Leu Leu Gly Leu He 

130 135 140 

His Ser Leu Phe Gin Phe Ser Met Lys He Trp Leu Pro Phe Cys Gly 
145 150 155 160 

Ser Asn Lys He Asp Asp Xaa Tyr Xaa Asp He Phe Pro Leu Leu Lys 

165 170 175 

Val Ala Cys Thr Asp Thr Cys Tie Thr Gly Val Leu Val Val Ala Asn 

180 185 190 

Ser Gly Met Phe Ala Leu Val Thr Phe Val Leu Ser Phe Gly Ser Tyr 

195 200 205 

Val He He Leu Phe Pro Leu Lys Asn His Ser Val Glu Gly Arg Cys 
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210 










215 










220 










Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


He 


Thr 


Met 


Val 


He 


Phe 


Phe 


225 










230 










235 










240 


Phe 


Glu 


Pro 


Ser 


He 
245 


Phe 


Ala 


Tyr 


Leu 


Arg 
250 


Pro 


Ser 


Thr 


Phe 


Pro 
255 


Glu 


Asp 


Lys 


He 


Ser 
260 


Ala 


Leu 


Phe 


Tyr 


Thr 
265 


He 


He 


Ala 


Pro 


Met 
270 


Phe 


Asn 


His 


Leu 


He 
275 


Tyr 


Asn 


Leu 


Arg 


Asn 
280 


Thr 


Glu 


Met 


Lys 


Lys 
285 


Ala 


Met 


Arg 


Lys 


Val 
290 


Trp 


Tyr 


Gin 


He 


Ser 
295 


Phe 


Ser 


Glu 


Glu 


Lys 
300 


Gin 


Leu 


He 


Cys 


Pro 


Thr 


Xaa 


Cys 


Thr 


Lys 


Glu 


Leu 


Tyr 
















305 










310 























<210> 2112 
<211> 311 
<212> PRT 

<213> Homo sapien (7239533-19-11510-15318) 
<400> 2112 

Met Gly Lys Glu Asn Cys Thr Thr Val Ala Glu Phe He Leu Leu Gly 

1 5 • 10 15 

Leu Ser Asp Val Pro Glu Leu Arg Val Cys Leu Phe Leu Leu Phe Leu 

20 25 30 

Leu He Tyr Gly Val Thr Leu Leu Ala Asn Leu Gly Met He Ala Leu 

35 40 45 

He Gin Val Ser Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

His Leu Ser Ser Val Asp Phe Cys Tyr Ser Ser He He Val Pro Lys 
65 70 75 80 

Met Leu Ala Asn He Phe Asn Lys Asp Lys Ala lie Ser Phe Leu Gly 

85 90 95 

Cys Met Val Gin Phe Tyr Leu Phe Cys Thr Cys Val Val Thr Glu Val 

100 105 110 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Thr Val Thr Met Ser Trp Lys Val Arg Val Glu Leu 

130 135 140 

Ala Ser Cys Cys Tyr Phe Cys Gly Thr Val Cys Ser Leu He His Leu 
145 150 155 160 

Cys Leu Ala Leu Arg He Pro Phe Tyr Arg Ser Asn Val He Asn His 

165 170 175 

Phe Phe Cys Asp Leu Pro Pro Val Leu Ser Leu Ala Cys Ser Asp He 

180 185 190 

Thr Val Asn Glu Thr Leu Leu Phe Leu Val Ala Thr Leu Asn Glu Ser 

195 200 205 

Val Thr He Met He He Leu Thr Ser Tyr Leu Leu He Leu Thr Thr 

210 215 220 

He Leu Lys Met Gly Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr Ala He Thr Val Phe His Gly Thr Val Leu 

245 250 255 

Ser He Tyr Cys Arg Pro Ser Ser Gly Asn Ser Gly Asp Ala Asp Lys 

260 265 270 

Val Ala Thr Val Phe Tyr Thr Val Val He Pro Met Leu Asn Ser Val 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Arg Lys Val 

290 295 300 

Met Gly Ser Lys He His Ser 
305 310 
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<210> 2113 
<211> 287 
<212> PRT 

<213> Homo sapien (7239533-20-19626-20657) 



<220> 

<221> VARIANT 

<222> (1)...(287) 

<223> Xaa = Any Amino Acid 



<400> 2113 



Tyr 


He 


Leu 


Leu 


Asp 


lie 


Tyr 


lie 


Cys 


Leu 


Asn 


Asn 


Thr 


TlXS 


vai 


xaa 


1 








5 










10 










ID 




Leu 


Cys 


Val 


Glu 


Ser 


Gin 


Arg 


Gin 


Phe 


Lys 


He 


Ser 


Phe 


Tyr 


Phe 


Ser 








20 










25 










30 






Phe 


Phe 


Leu 


Leu 


Ala 


He 


Thr 


Xaa 


Phe 


Xaa 


Xaa 


Xaa 


He 


Leu 


He 


He 






35 










40 










45 








Met 


Lys 


Thr 


Xaa 


Gin 


Tyr 


Phe 


Leu 


Lys 


His 


Lys 


His 


Leu 


Lys 


Lys 


Lys 




50 










55 










60 










Phe 


Ser 


Xaa 


Cys 


Leu 


Val 


Tyr 


He 


Leu 


Thr 


Tyr 


He 


Leu 


Ser 


Leu 


Xaa 


65 










70 










75 










80 


Ser 


Lys 


Phe 


Phe 


Ala 


Leu 


Cys 


Xaa 


He 


Phe 


Ala 


Asp 


Lys 


Ala 


Phe 


Gin 










85 










90 










95 




Glu 


Gin 


Val 


Ser 


Gly 


Asn 


Xaa 


Xaa 


Ser 


Arg 


Ser 


Xaa 


Glu 


Ser 


Pro 


Val 








100 










105 










110 






His 


Tyr 


Thr 


Leu 


Thr 


Met 


Ser 


Gin 


Lys 


Phe 


Cys 


Ser 


He 


His 


Pro 


Ala 






115 










120 










125 








Gly 


Cys 


Tyr 


Asp 


Gin 


Gly 


He 


Xaa 


Ser 


He 


Pro Gly His 


Ser 


Phe 


Ser 




130 










135 










140 










His 


Cys 


He 


Ala 


Tyr 


Cys 


Gly 


His 


Asn 


Val 


Val 


Asn 


He 


Phe 


Xaa 


Asn 


145 










150 










155 










160 


Lys 


Tyr 


Ser 


Val 


Ala 


He 


Ser 


Asp 


Ser 


Cys 


Ser 


Ser 


Ser 


Trp 


He 


Ala 










165 










170 










175 




Asp 


Phe 


Cys 


Leu 


Phe 


Val 


Cys 


Phe 


Ala 


Leu 


Val 


Asn 


Phe 


Asp 


Xaa 


Leu 








180 










185 










190 






Arg 


Asn 


Leu 


Arg 


Val 


Leu 


Leu 


Leu 


Ser 


Phe 


His 


Phe 


Gin 


Leu 


Val 


Xaa 






195 










200 










205 








Lys 


Ala 


Leu 


Ser 


Ala 


Ser 


Ala 


His 


Gin 


Pro 


Ser 


Pro 


Pro 


He 


Ser 


His 




210 










215 










220 










He 


Ser 


Thr 


He 


Phe 


Leu 


Thr 


Leu 


Val 


Pro 


Asn 


Ser 


Lys 


Asn 


Ser 


Gin 


225 










230 










235 










240 


Ala 


He 


Val 


Lys 


Ala 


His 


Ser 


Val 


Cys 


Tyr 


Ala 


Met 


Leu 


He 


Pro 


Met 










245 










250 










255 




Leu 


Asn 


Ser 


Gin 


Thr 


Cys 


Ser 


Met 


Arg 


Tyr 


Lys 


Asn 


Val 


Asn 


Glu 


Ser 








260 










265 










270 






Leu 


Gin 


Lys 


Leu 


Met 


Asp 


Phe 


Lys 


He 


Phe 


Xaa 


His 


Xaa 


Lys 


Gin 








275 










280 










285 









<210>*2114 
<211> 256 
<212> PRT 

<213> Homo sapien (7239533-8-1261-3491) 
<400> 2114 

Met Tyr Phe Phe Leu Ser His Leu Ser Phe Leu Asp Thr Cys Tyr Ser 

15 10 15 

Asn Val Phe Thr Pro Lys Leu Leu Glu He Leu Val Val Glu Asp Arg 

20 25 30 

Thr He Ser Phe Lys Gly Cys Met Val Gin Phe Phe Phe Gly Cys Ala 

35 40 45 

Phe Val He Thr Glu Met Phe Met Leu Ala Val Met Ala Tyr Asp Leu 
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50 










55 










60 








Phe 


Met 


Ala 


Val 


Cys 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Ala 


Met Ser 


Pro 


65 










70 










75 








80 


Lys 


Leu Cys 


Ala 


Leu 


Leu 


Val 


Ala 


Gly Thr Tyr Thr Trp Gly Gly Leu 










85 










90 








95 




Cys 


Ser 


Leu 


Thr 


Leu 


Thr 


Tyr 


Ser 


Leu 


Leu 


Val 


Leu 


Ser 


Tyr Cys 


ox jr 








100 










105 










110 




Ser 


Asn 


He 


He 


Asn 


His 


Phe 


Gly 


Cvs 


Glu 


Tvr 


Ser 


Ala 


He Leu 


Cnv 






115 










120 










125 






Leu 


Ser 


Cys 


Ser 


Asp 


Pro Tyr 


Phe 


Asn 


Gin 


Met 


Ala 


Cys 


Leu Val 


Tip 
lie 




130 










135 










140 








Ser 


lie 


Phe 


Ser 


Glu 


Ala 


Cys 


Ser 


Leu 


Leu 


Ala 


He 


Leu 


Ala Phe 


Tyr 


145 










150 










155 








160 


Val 


Phe 


He 


Val 


Ala 


Thr 


Val 


He 


Lys 


Met 


Leu 


Ser Thr Gly Gly 


Pro 










165 










170 








175 




Gin 


Lys 


Ala 


He 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Thr 


Thr 


Val Ser 


He 








180 










185 










190 




Phe 


His 


Gly Val 


He 


Leu 


Leu 


Leu 


Tyr 


Cys 


Val 


Pro 


Asn 


Ser Lys 


Ser 






195 










200 










205 






Ser 


Trp 


Leu 


Leu 


Val 


Lys 


Val 


Ala 


Thr 


Val 


Leu 


Phe 


Thr 


Val He 


He 


i 


210 










215 










220 








Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp Val 


Lys 


225 










230 










235 








240 


Gly Thr 


Val 


Arg 


Lys 


Leu 


He 


Asn 


Ser 


Gin 


Ser 


Pro 


Phe 


His Ser 


Lys 



245 250 255 



<210> 2115 
<211> 314 
<212> PRT 

<213> Homo sapien (7239533-9-1-1650) 



<400> 2115 

Met Met Met Val Leu Arg Asn Leu Ser Met Glu Pro Thr Phe Ala Leu 

1 5 10 15 

Leu Gly Phe Thr Asp Tyr Pro Lys Leu Gin He Pro Leu Phe Leu Val 

20 25 30 

Phe Leu Leu Met Tyr Val He Thr Val Val Gly Asn Leu Gly Met He 

35 40 45 

He He He Lys He Asn Pro Lys Phe His Thr Pro Met Tyr Phe Phe 

50 55 60 

Leu Ser His Leu Ser Phe Val Asp Phe Cys Tyr Ser Ser He Val Thr 
65 70 75 80 

Pro Lys Leu Leu Glu Asn Leu Val Met Ala Asp Lys Ser He Phe Tyr 

85 90 95 

Phe Ser Cys Met Met Gin Tyr Phe Leu Ser Cys Thr Ala Val Val Thr 

100 105 110 

Glu Ser Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Phe Val Ala He 

115 120 125 

Cys Asn Pro Leu Leu Tyr Thr Val Ala Met Ser Gin Arg Leu Cys Ala 

130 135 140 

Leu Leu Val Ala Gly Ser Tyr Leu Trp Gly Met Phe Gly Pro Leu Val 
145 150 155 * 160 

Leu Leu Cys Tyr Ala Leu Arg Leu Asn Phe Ser Gly Pro Asn Val He 

165 170 175 

Asn His Phe Phe Cys Glu Tyr Thr Ala Leu He Ser Val Ser Gly Ser 

180 185 190 

Asp He Leu He Pro His Leu Leu Leu Phe Ser Phe Ala Thr Phe Asn 

195 200 205 

Glu Met Cys Thr Leu Leu He He Leu Thr Ser Tyr Val Phe He Phe 

210 215 220 

Val Thr Val Leu Lys He Arg Ser Val Ser Gly Arg His Lys Ala Phe 
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225 










230 










235 






240 


Ser 


Thr 


Trp 


Ala 


Ser 


His 


Leu 


Thr 


Ala 


He 


Thr 


He Phe His 


Gly 


Thr 










245 










250 






255 




He 


Leu 


Phe 


Leu 


Tyr 


Cys 


Val 


Pro 


Asn 


Ser 


Lys 


Asn Ser Arg 


Gin 


Thr 








260 










265 






270 






Val 


Lys 


Val 


Ala 


Ser 


Val 


Phe 


Tyr 


Thr 


Val 


Val 


Asn Pro Met 


Leu 


Asn 




275 










280 








285 






Pro 


Pro 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asp 


Val 


Lys Asp Ala 


Phe 


Trp 




290 










295 










300 






Lys 


Leu 


He 


His 


Thr 


Gin 


Val 


Pro 


Phe 


His 










305 










310 



















<210> 2116 
<211> 308 
<212> PRT 

<213> Homo sapien (7239554-20-1-1871) 
<400> 2116 



fie u 




Ser 


Asn 


Gin 


Thr 


Leu 


Val 


Thr 


Glu 


Phe 


He 


Leu 


Gin 


Gly 


Phe 


1 








5 










10 










15 




Ser 


pit* 


His 


Pro 


Glu 


Tyr Arg Val 


Phe 


Leu 


Phe 


Ser 


Cys 


Phe 


Leu 


Phe 








20 










25 










30 






Leu 


Tyr 


Ser 


Gly 


Ala Leu Thr Gly Asn Val 


Leu 


He 


Thr 


Leu 


Ala 


He 






35 










40 










45 








i nr 




Asn 


Pro 


Gly Leu 


His 


Ala 


Pro 


Met 




Phe 


Phe 


Leu 


Leu 


Asn 




cn 
J w 










55 










60 










Leu 


nJLd 


Thr 


Met 


Asp 


He 


He 


Cys 


Thr 


Ser 


Ser 


He 


Met 


Pro 


Lys 


Ala 


65 










70 










75 










80 


Leu 


Ala 


Ser 


Leu 


Val 


Ser 


Glu 


Glu 


Ser 


Ser 


He 


Ser 


Tyr 


Gly 


Gly Cys 










85 










90 










95 




Met 


Ala 


Gin 


Leu 
100 


Tyr 


Phe 


Leu 


Thr 


Trp 
105 


Ala 


Ala 


Ser 


Ser 


Glu 
110 


Leu 


Leu 


Leu 


Leu 


Thr 
115 


Val 


Met 


Ala 


Tyr 


Asp 
120 


Arg 


Tyr 


Ala 


Ala 


He 

125 


Cys 


His 


Pro 


Leu 


His 
130 


Tyr 


Ser 


Ser 


Met 


Met 
135 


Ser 


Lys 


Val 


Phe 


Cys 
140 


Ser 


Gly 


Leu 


Ala 


Thr 


Ala 


Val 


Trp 


Leu 


Leu 


Cys 


Ala 


Val 


Asn 


Thr 


Ala 


He 


His 


Thr Gly 


145 










150 










155 










160 


Leu 


Met 


Leu 


Arg 


Leu 
165 


Asp 


Phe 


Cys 


Gly 


Pro 
170 


Asn 


Val 


He 


He 


His 
175 


Phe 


Phe 


Cys 


Glu 


Val 
180 


Pro 


Pro 


Leu 


Leu 


Leu 
185 


Leu 


Ser 


Cys 


Ser 


Ser 
190 


Thr 


Tyr 


Val 


Asn 


Gly Val 


Met 


He 


Val 


Leu 


Ala Asp 


Ala 


Phe Tyr Gly 


He 


Val 






195 










200 










205 








Asn 


Phe 
210 


Leu 


Met 


Thr 


He 


Ala 
215 


Ser 


Tyr 


Gly 


Phe 


He 
220 


Val 


Ser 


Ser 


He 


Leu 


Lys 


Val 


Lys 


Thr 


Ala 


Trp Gly Arg 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 










230 










235 










240 


Ser 


Ser 


His 


Leu 


Thr 
245 


Val 


Val 


Cys 


Met 


Tyr 
250 


Tyr 


Thr 


Ala 


Val 


Phe 
255 


Tyr 


Ala 


Tyr 


He 


Ser 


Pro 


Val 


Ser Gly Tyr 


Ser 


Ala 


Gly Lys 


Ser 


Lys 


Leu 








260 










265 










270 






Ala 


Gly 


Leu 
275 


Leu 


Tyr 


Thr 


Val 


Leu 
280 


Ser 


Pro 


Thr 


Leu 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Ala 


Ala 


Leu 


Arg 


Lys 


Leu 


Phe 



290 295 300 



Pro Phe Phe Arg 
305 

<210> 2117 
<211> 157 
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<212> PRT 

<213> Homo sapien (7239554-9-1-1342) 
<220> 

<221> VARIANT 

<222> (1) . . . (157) 

<223> Xaa = Any Amino Acid 

<400> 2117 



Met Gly 


Glu 


Ala 


Arg Asn 


Aro 


Thr 


Val 


Val 


Gin 


Glu 


Phe 


Tie 


T.on 


ox u 


1 








5 










1 0 










1 c 
X -> 




Glv 


Phe 


Pro 


Ala 


Val 


vs J. ii 


His 


Leu 


Gly 


Asn 


Val 


Leu 


Phe 


Leu 


val 


til s 




























J u 






Leu 


Leu 


Ala 


Tyr 


Leu 


Ala 


Ser 


He 


Met 


Ala 


Asn 


Met 


Leu 


He 


He 


Thr 






35 










40 










45 








He 


Thr 


Trp 


Ala 


Asp 


His 


His 


Leu 


Gin 


Thr 


Pro 


Met 


Tyr 


Phe 


Phe 


Leu 




50 










55 










60 










Ser 


Ser 


Phe 


Ser 


Phe 


Cys 


Glu 


Cys 


Cys 


Phe 


He 


Thr 


Thr 


Val 


He 


Pro 


65 










70 










75 










80 


Lys 


Leu 


Leu 


Val 


He 


Leu 


Leu 


Ser 


Gly 


Arg 


Ala 


Lys 


He 


Pro 


Leu 


Ser 










85 










90 










95 




Thr 


Thr 


Leu 


Ser 


His 


Ala 


Val 


Pro 


Phe 


Ser 


Phe 


Leu 


Tyr 


Ser 


Trp 


Val 








100 










105 










110 






Asn 


Ser 


Phe 


Ser 


Ser 


Leu 


Asn 


Gly 


Cys 


Asp 


Val 


Pro 


Leu 


Asp 


Xaa 


Tyr 






115 










120 










125 








Leu 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Ser 


Thr 


He 


Met 


Ser 


Leu 


Arg 




130 










135 










140 










Thr 


Ser 


Phe 


His 


Lys 


Val 


Thr 


Ala. 


Trp 


Leu 


Cys 


Pro Gly 








145 










150 










155 













<210> 2118 
<211> 129 
<212> PRT 

<213> Homo sapien (7239558-10-440-1325) 
<400> 2118 



Met 


Gin 


Gly 


Glu 


Asn 


Phe 


Thr 


He 


Trp 


Ser 


He 


Phe 


Phe 


Leu 


Glu Gly 


1 








5 










10 










15 




Phe 


Ser 


Gin 


Tyr 


Pro 


Gly 


Leu 


Glu 


Val 


Val 


Leu 


Phe 


Val 


Phe 


Ser 


Leu 








20 










25 










30 






Val 


Met 


Tyr 


Leu 


Thr 


Thr 


Leu 


Leu 


Gly 


Asn 


Ser 


Thr 


Leu 


He 


Leu 


He 






35 










40 










45 








Thr 


He 


Leu 


Asp 


Ser 


Arg 


Leu 


Lys 


Thr 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Gly 




50 










55 










60 










Asn 


Leu 


Ser 


Phe 


Met 


Asp 


He 


Cys 


Tyr 


Thr 


Ser 


Ala 


Ser 


Val 


Pro 


Thr 


65 










70 










75 










80 


Leu 


Leu 


Val 


Asn 


Leu 


Leu 


Ser 


Ser 


Gin 


Lys 


Thr 


He 


He 


Phe 


Ser 


Gly 










85 










90 










95 




Cys 


Ala 


Val 


Gin 


Met 


Tyr 


Leu 


Ser 


Leu 


Ala 


Met 


Gly 


Ser 


Thr 


Glu 


Cys 








100 










105 










110 






Val 


Leu 


Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp 


Arg Tyr 


Val 


Ala 


He 


Cys 


Asn 



115 120 125 



Pro 



<210> 2119 
<211> 313 
<212> PRT 

<213> Homo sapien (7248974-19-1-3170) 
<220> 
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<221> VARIANT 

<222> (1)...(313) 

<223> Xaa = Any Amino Acid 



<400> 2119 












Met 


Leu 


Gly Asn Tyr 


Ser 


Ser 


Ala 


1 








5 








Pro 


Gly 


Ser 


Gin 


Glu 


Val 


Arg 


Arg 








20 










Leu 


Tyr 


Ala 


Val 


Thr 


Val 


Met 


Gly 






35 










40 


Cys 


Val 


Asp 


Lys 


His 


Leu 


Gin 


Ser 




50 










55 




Leu 


Cys 


Val 


Leu 


Glu 


He 


Leu 


He 


65 










70 






Leu 


Trp 


Gly Leu 


Leu 


Leu 


Pro 


Ser 










85 








Cys 


Ala 


Ala 


Gin 


Leu 


Leu 


Tyr 


Leu 








100 










Leu 


Met 


Gly Val 


Met 


Ala 


Val 


Asp 






115 










120 


Leu 


Arg 


Tyr 


Asn 


He 


He 


Met 


Asn 




130 










135 




He 


Val 


Ser 


Trp Val 


Phe 


Gly 


Phe 


145 










150 






Ala 


Thr 


Phe Gin Leu 


Thr 


Phe 


Cys 










165 








Tyr 


Cys 


Asp 


Xaa 


Gly 


Gin 


Leu 


Leu 








180 










Phe 


Thr 


Glu 


Phe 


He 


Leu 


Phe 


Leu 






195 










200 


Ser 


Leu 


He 


Pro 


Thr 


He 


Val 


Ser 




210 










215 




Leu 


Lys 


He 


Pro 


Leu 


Ala 


Ser 


Gly 


225 










230 






Ala 


Ser 


His 


Phe 


Thr 


Cys 


Val 


Val 










245 








Leu 


Tyr 


Thr 


Lys 


Pro 


Lys 


Gin 


Thr 








260 










Ala 


Ser 


Leu 


Leu 


Val 


Leu 


Val 


Val 






275 










280 


Phe 


Thr 


Leu 


Arg 


Asn 


Asp 


Lys 


Phe 




290 










295 




Lys 


His 


Cys 


Tyr 


Gin 


Leu 


Leu 


Arg 


305 










310 







<210> 2120 
<211> 138 
<212>, PRT 

<213> Homo sapien (7248974-26-1 
<220> 

<221> VARIANT 

<222> (1)...(138) 

<223> Xaa = Any Amino Acid 

<400> 2120 

Leu Leu Ser Leu Trp He Phe Thr 

1 5 
Cys Asp Glu Lys Pro Leu Phe Val 
20 



Thr 


Glu 


Phe 


Phe 


Leu 


Leu 


Gly 


Phe 




10 








* 


15 




He 


Leu 


Phe 


Val 


Asn 


Phe 


Phe 


Phe 


25 










30 






Asn 


Thr 


Val 


He 


He 


Val 


Thr 


Val 










45 








Pro 


Met 


Tyr 


Phe 


Phe 


Leu 


Gly 


His 








60 










Thr 


Ser 


Thr 


Ala 


Ala 


Pro 


Phe 


Met 






75 










80 


Thr 


Gin 


He 


Met 


Ser 


Leu 


Thr 


Ala 




90 










95 




Ser 


Leu Gly Thr 


Ser 


Glu 


Leu 


Ala 


105 










110 






His 


Tyr Val Ala Val 


Cys 


Asn 


Pro 










125 








Ser 


Ser 


Thr 


Cys 


Val 


Trp 


Met 


Val 








140 










Leu 


Phe 


Gin 


He 


Trp 


Pro 


Val 


Tyr 






155 










160 


Lys 


Ser 


Asn 


Val 


Leu 


Asp 


His 


Phe 




170 










175 




Lys 


Val 


Ser 


Cys 


Glu 


Asp 


Thr 


Leu 


185 










190 






Met 


Ala 


Val 


Phe 


He 


He 


He 


Gly 










205 








Tyr 


Thr 


Tyr lie 


He 


Ser 


Thr 


He 








220 










Trp 


Arg 


Lys 


Ser 


Phe 


Ser 


Thr 


Cys 






235 










ft \J 


He 


Gly Tyr 


Ser 


Ser 


Cys 


Leu 


Phe 




250 










255 




Gin 


Ala 


Ala 


Lys 


Tyr 


Asn 


Arg 


He 


265 










270 






Thr 


Pro 


Phe 


Leu 


Asn 


Pro 


Phe 


He 










285 








He 


Gin 


Ala 


Phe Gly 


Asp 


Glv 


Met 








300 










He 
















-596) 














Leu 


Phe 


Cys 


Tyr 


Tyr 


Val 


Xaa 


Tyr 




10 










15 




Tyr 


Thr 


Leu 


He 


Pro 


Lys 


Cys 


Val 


25 










30 
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Ser 


Asp 


He 


Xaa Gly Met 


Asn 


Phe 


Tyr 


Lys 


Cys 


Asn Cys 


Trp Val 


Met 






35 








40 








45 






Gly Met 


Ser 


Asn 


Phe Asn 


Ser 


Phe 


Tyr 


Gin 


Val 


Phe He 


Glu His 


Arg 




50 








55 










60 




Val 


Phe 


He 


Val 


Xaa Pro 


Ala 


Val 


Gly 


Gly 


Cys 


Phe Phe 


He Val 


Ser 


65 








70 










75 






80 


Asn 


He 


Val 


Cys 


Xaa Xaa 
85 


Thr 


Leu 


Gly 


Lys 
90 


Lys 


Leu Asn 


He Phe 
95 


He 


Lys 


Ser 


Asn 


Ser 


His Leu 


Thr 


Thr 


He 


Ser 


lie Tyr Gin Arg Gly Gly 








100 








105 








110 




Met 


Val 


Thr 


Trp 


He Gly His 


Ser 


Asn 


Ser 


Ser 


Ser Tyr 


Gin Xaa 


Thr 






115 








120 








125 






Xaa 


Asp 
130 


Tyr 


Ser 


Leu Leu 


Tyr 
135 


Xaa 


Leu 


He 











<210> 2121 


























<211> 161 


























<212> PRT 


























<213> Homo 


sapien (7248974- 


31-3444- 


4455) 










<220> 


























<221> VARIANT 
























<222> (1).. 


. (161) 






















<223> Xaa = 


Any Amino Acid 


















<400> 2121 


























He Cys Gly 


Ser 


His 


Ser 


Gly Val 


Thr 


Glu 


Phe 


Cys 


Leu 


Leu Gly 


Phe 


1 




5 










10 








15 




Pro Gly Ser 


Gin 


Xaa 


Val 


Cys 


His 


Leu 


Leu 


Pro 


Ser 


Ser 


Phe Val 


Ser 




20 










25 










30 




He Val He 


Arg 


Asn 


Tyr 


Val 


He 


He 


He 


Val 


Cys 


Val 


Glu Lys 


Cys 


35 










40 










45 






Leu Leu Phe 


Leu 


Leu 


Tyr 


Leu 


Phe 


Tyr 


Gly 


Asp 


Leu 


Ser 


Val Met 


Glu 


50 








55 










60 








He Leu He 


Thr 


Tyr 


Thr 


Ala 


Val 


Pro 


Leu 


Met 


Leu 


Arg Gly Cys 


Tyr 


65 






70 










75 








80 


Phe Pro Xaa 


Phe 


Lys 


Gin 


Tyr 


Leu 


Xaa 


Xaa 


His 


Val 


Ser 


Val Gin 


Leu 






85 










90 








95 




Tyr Met Asn 


Phe 


Phe 


Gly 


Gly Thr 


Gin 


Glu 


Phe 


Ala 


Leu 


Leu Gly Val 




100 










105 










110 




Met Thr Val 


Asn 


His 


Tyr 


Val 


Ala 


Leu 


Cys 


Asn 


Ser 


Leu 


Lys Xaa 


Asn 


115 










120 










125 






He He Met 


Ser 


Ser 


Thr 


His 


Cys 


He 


Trp 


Leu 


Val 


He 


Val Leu 


Leu 


130 








135 










140 








He Gly Phe 


Leu 


Ser 


Glu 


He 


Trp 


Ser 


Val 


Tyr 


Ala 


Thr 


Phe Gin 


Leu 


145 






150 










155 








160 


Pro 



























<210> 2122 
<211> 169 
<212> PRT 

<213> Homo sapien (7249005-11-1-1318) 
<220> 

<221> VARIANT 

<222> (I)... (169) 

<223> Xaa = Any Amino Acid 

<400> 2122 

Asn Ser Glu Ser Lys His Phe Leu Leu Leu Lys Leu Cys Ser Met Phe 



1247 



BNSDOCtD: <WO 0127 1 58A2 J_> 



WO 01/27158 



PCT/US00/27582 



1 








5 










10 




15 




Ala 


Val 


Thr 


Phe 


Leu 


Ser 


Leu 


He 


Leu 


Ser 


Gly 


Lys Gly Leu Gin 


Phe 








20 










25 






30 




Pro 


Phe 


Tyr 


Phe 


Ser 


Glu 


Cys 


Asn 


Cys 


Lys 


Val 


Ser Asp Val Phe 


Thr 






35 










40 








45 




Val 


Glu 


Thr 


Arg 


Glu 


Gin 


Glu 


Ala 


Pro 


Met 


Lys 


Thr Thr Gly Phe 


Tyr 




50 










55 










60 




Gly 


Gly 


He 


Met 


Val 


Trp 


Xaa 


Val 


Glu 


Ala 


Cys 


Tyr Ser Ser Cys 


lie 


65 










70 










75 




80 


Ser 


Leu 


Gly 


Ser 


Asn 


Pro 


Asp 


Tyr 


Thr 


Ala 


Tyr 


Gly Ala Leu Thr 


Ala 










85 










90 




95 




Arg 


Xaa 


Pro 


Gin 


Glu 


Phe 


Leu 


Cys 


Trp 


Xaa 


Asn 


Arg Phe He He 


Met 








100 










105 






110 




Pro 


Val 


Asn 


Leu 


Lys 


Met 


Leu 


Xaa 


Val 


Lys 


Thr 


lie Trp Cys Phe 


Ser 






115 










120 








125 




Arg 


Thr 


Gin 


Xaa 


Ser 


Leu 


Thr 


Val 


lie 


Thr 


He 


Phe Pro Leu Pro 


Thr 




130 










135 










140 




Phe 


Asn 


Lys 


Xaa 


He 


He 


Tyr 


He 


Tyr 


Xaa 


Thr 


Lys Glu He Xaa 


Ser 


145 










150 










155 




160 


Cys 


Phe 


Ser 


Glu 


Thr 


Thr 


Gin 


Phe 


Tyr 











165 



<210> 2123 
<211> 110 
<212> PRT 

<213> Homo sapien (7249007-9-15200-16107) 
<220> 

<221> VARIANT 

<222> (1) . . . (110) 

<223> Xaa = Any Aniino Acid 

<400> 2123 



Ser 


His 


Thr 


Glu 


Pro 


Gin 


Asn 


Leu 


Thr 


Gly 


Val 


Ser 


Glu 


Phe 


Leu 


Leu 


1 








5 










10 










15 




Leu 


Gly 


Leu 


Ser 


Glu 


Asp 


Pro 


Glu 


Leu 


Gin 


Pro 


Val 


Leu Ala Trp 


Leu 








20 










25 










30 






Ser 


Leu 


Ser 
35 


He 


Tyr 


Leu 


Val 


Thr 
40 


Val 


Leu 


Gly 


Asn 


Leu 
45 


Leu 


He 


He 


Leu 


Ala 
50 


Val 


Ser 


Ser 


Asp 


Ser 
55 


His 


Leu 


His 


Thr 


Pro 
60 


He 


Tyr 


Phe 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Leu 


Ala 


Asp 


He 


Gly 


Phe 


Thr 


Ser 


Ala 


Met 


Val 


65 










70 










75 










80 


Pro 


Lys 


Met 


He 


Val 


Asp 


Met 


Gin 


Ser 


His 


Ser 


Arg Val 


He 


Ser 


Tyr 










85 










90 










95 




Ala 


Gly 


Cys 


Leu 
100 


Thr 


Xaa 


Met 


Ser 


Phe 
105 


Phe 


Val 


Leu 


Phe 


Phe 
110 







<210>*2124 
<211> 241 
<212> PRT 

<213> Homo sapien (7249007-9-22951-24848) 
<220> 

<221> VARIANT 

<222> (1) . . . (241) 

<223> Xaa = Any Amino Acid 

<400> 2124 

Leu Arg Gin Leu His Asn Leu Phe Leu Pro Val Gly Phe Phe Leu Ser 
15 10 15 
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Ser Tyr Ser Phe Xaa Val lie Trp His Asn Leu Asn Ser Val Thr Lys 

20 25 30 

Phe Ser Ser Lys Thr Asp Glu Ser Lys Leu Lys Ser Xaa Cys Lys Val 

35 40 45 

Lys Ser Leu Phe Phe Thr Tyr Ala Gly Cys Cys Glu Lys Leu Leu Leu 

50 55 60 

Ala Val Glu Lys Arg Asp Arg Ser Phe Leu Phe lie His Phe Leu Leu 
65 70 75 80 

His Xaa Ser Thr Ala Val Ser Asp His Ala Lys Val Glu Pro Gly Val 

85 90 95 

Gly Arg Arg Glu Arg Gly Xaa Gly Lys Ser His Xaa Leu Thr Leu Lys 

100 105 110 

Xaa Asp Gly Phe Thr Phe Ser Gly Pro Gly Gin Cys Leu Leu Phe Leu 

115 120 t 125 

Thr His lie Lys Pro Leu Xaa Met His Leu Thr Met Gly Ala Ser Pro 

130 135 140 

Leu Pro Glu Val Arg Pro Pro Asp Phe Phe Gin Phe Pro Val Val Pro 
145 150 155 160 

His Asn Pro His Ser Trp Thr Phe Thr Gin Tyr Val Arg Leu Pro Ser 

165 170 175 

i Trp Val Gin Ser Leu Ser Lys Gin Leu Thr His Phe Ser Phe His Gly 

180 185 190 

Gin Ser Phe Lys Ser Ala Tyr He Xaa Leu Ala He Ser Gly Ala Val 

195 200 205 

Thr Pro He Leu Leu Gin Arg Pro Arg Gly Gin Ser Ser Val Ala Val 

210 215 220 

Xaa His He Pro Asp Asp Arg He His Thr Leu Lys Pro Leu Ser Gly 
225 230 235 240 

Pro 



<210> 2125 
<211> 318 
<212> PRT 

<213> Homo sapien (7249162-23-8972-11111) 
<220> 

<221> VARIANT 

<222> (1)...(318) 

<223> Xaa = Any Amino Acid 

<400> 2125 

Met Thr Thr His Asn Ser Thr Gly Ser Ser His Ser Leu Phe He Leu 

1 5 10 15 

Leu Ser He Pro Gly Leu Glu Asp Gin His Thr Trp Met Ser Leu Pro 

20 25 30 

Phe Phe He Ser Tyr Leu Val Ala Phe Leu Gly Asn Ser Leu He He 

35 40 45 

Phe He He He Thr Glu Cys Ser Leu His Glu Pro Met Tyr Leu Phe 

50 55 60 

Leu Cys Met Leu Ala Val Ala Asp Leu He Leu Ser Thr Thr Thr Val 
65 70 75 80 

Pro Lys Ala Leu Ala He Phe Trp Phe Tyr Ala Gly Ala He Ser Leu 

85 90 95 

Gly Gly Cys Val Thr Gin He Phe Phe He His Ala Thr Phe He Glu 

100 105 no 

Glu Ser Gly He Leu Leu Ala Met Ala Leu Asp Arg Tyr Val Ala He 

115 120 125 

Cys Asp Pro Leu His Tyr Thr Thr Val Leu Ser Arg Ala Lys He Thr 

130 135 140 

Lys He Gly Leu Ala Val Val Leu Arg Ser Phe Cys Val He Met Pro 
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145 
j. *» j 










150 










155 










160 


Asp 


Val 


Phe 


Leu 


Val 


Lvs 


Arcr 


Leu 


Pro 


Phe 


Cys 


His 


Ser 


Asn 


Leu 


Leu 








165 










170 










175 




Pro 


His 


Thr 


Tyr 
180 


Cvs 


Glu 


His 


Met 


Ala 
185 


Val 


Ala 


Lys 


Phe 


Ala 
190 


Cys 


Ala 


Asp 


He 


His 
195 


Val 


Asn 


Val 


Trr> 


Tvr 

x Jr 

200 


Glv 


Leu 


Ser 


Val 


Leu 
205 


Leu 


Tyr 


Thr 


Val 


Val 


Leu Asp 


Ala 


Leu 


Leu 


He 


Leu 


Val 


Ser 


Xaa 


Ser 


Phe 


He 


Leu 




210 










215 










220 












Thr 


Gly 


Phe 


His 


Leu 


Pro 


Ser 


Pro 


Gly 


Ala 


Arg 


Gin 


Lys 


Ala 


Leu 


225 








230 










235 










240 




Thr 


Cys 


Gly 


Ser 


Pro 


Leu 


Arg 


Val 


He 


Ser 


Met 


Phe 


Tyr 


Leu 


Pro 








245 










250 










255 




Gly 


He 


Phe 


Thr 
260 


He 


He 


Thr 


Gin 


Arg 
265 


Phe 


Gly 


His 


His 


Val 
270 


Pro 


Phe 


His 


Thr 


His 
275 


He 


Leu 


Leu 


Gly 


Asn 
280 


Val 


Trp 


Val 


Leu 


Ala 
285 


Pro 


Pro 


Met 


Leu 


Asn 
290 


Pro 


He 


He 


Tyr 


Gly 
295 


He 


Asn 


Thr 


Arg 


Gin 
300 


He 


Gin 


Glu 


Cys 


Val 


Leu 


Ser 


Leu 


Leu 


Ser 


Ser 


Gin 


Arg 


Lys 


Xaa 


Cys 


Xaa 


He 







305 310 315 



<210> 2126 
<211> 322 
<212> PRT 

<213> Homo sapien (7249220-22-20773-24242) 
<220> 

<221> VARIANT 

<222> (1) . . . (322) 

<223> Xaa = Any Amino Acid 



<400> 2126 



Met 


Ser 


Val 


Val 


Glu 


Ala 


Asn 


Asn 


He 


Ser 


Gly 


Pro 


Val 


Ser 


Glu 


Phe 


1 








5 










10 










15 




He 


Leu 


Leu 


Gly 
20 


Phe 


Pro 


Cys 


Arg 


Cys 
25 


Arg 


Glu 


Thr 


Lys 


He 
30 


Leu 


Leu 


Phe 


Val 


Val 


Phe 


Ser 


Leu 


He 


Tyr 


Leu 


Leu 


Thr 


Leu 


Met Gly Asn 


Thr 






35 










40 










45 








Ser 


He 
50 


He 


Cys 


Ala 


Val 


Trp 
55 


Ser 


Ser 


Gin 


Lys 


Leu 
60 


His 


Thr 


Pro 


Met 


Tyr 


He 


Leu 


Leu 


Ala 


Asn 


Phe 


Ser 


Phe 


Leu 


Glu 


He 


Cys 


Cys 


He 


Ser 


65 










70 










75 










80 


Ser 


Asp 


Val 


Pro 


Asn 


Met 


Leu 


Ala 


Asn 


Leu 


He 


Ser 


His 


He 


Lys 


Ser 








85 










90 










95 




He 


Ser 


Tyr Ala Gly Cys 


Leu 


Leu 


Gin 


Phe 


Phe 


Tyr 


Phe 


Ser 


Met 


Cys 








100 










105 










110 






Ala 


Ala 


Glu Gly Tyr 


Phe 


Leu 


Ser 


Val 


Met 


Ser 


Phe 


Asp Arg 


Phe 


Leu 






115 










120 










125 








Thr 


He 
130 


Cys 


Arg 


Pro 


Leu 


His 
135 


Tyr 


Pro 


Thr 


Val 


Met 
140 


Thr 


His 


His 


Leu 


Cys 


Val 


Xaa 


Leu 


Val 


Ala 


Phe 


Cys 


Arg 


Ala 


Gly 


Gly 


Phe 


Leu 


Ser 


He 


145 










150 










155 










160 


Leu 


Met 


Pro 


Ala 


Val 
165 


Leu 


Met 


Ser 


Arg 


Val 
170 


Pro 


Phe 


Cys 


Gly 


Pro 
175 


Asn 


He 


Thr 


Asp 


His 
180 


Phe 


Phe 


Cys 


Asn 


Leu 
185 


Gly 


Pro 


Leu 


Leu 


Ala 
190 


Leu 


Ser 


Cys 


Ala 


Pro 


Val 


Pro 


Lys 


Thr 


Thr 


Leu 


Thr 


Cys 


Ala 


Thr 


Val 


Ser 


Ser 




195 










200 










205 








Leu 


He 
210 


He 


Phe 


He 


Thr 


Phe 
215 


Leu 


Tyr 


He 


Leu 


Gly 
220 


Ser 


His 


He 


Leu 
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Val 


Leu 


Arg 


Ala 


Val 


Leu 


Trp 


Val 


Pro 


Ala 


Gly 


Ser 


Gly Arg Asn Lys 


225 










230 










235 








O A f\ 


Ala 


Phe 


Ser 


Thr 


Cys 
245 


Ala 


Ser 


His 


Phe 


Leu 
250 


Val 


Val 


Ser 


Phe 


rne -tyr 

o c c 

ADD 


Gly 


Ser 


Val 


Met 


Val 


Met 


Tyr 


Val 


Ser 


Pro 


Gly 


Ser 


Arg 


Ser 


Arg Pro 








260 










265 










270 


Gly 


Thr 


Gin 
275 


Lys 


Phe 


Val 


Thr 


Leu 
280 


Phe 


Tyr 


Cys 


Thr 


Ala 
285 


Thr 


Pro Phe 


Phe 


Asn 


Pro 


Leu 


Thr 


Tyr 


Ser 


Leu 


Trp Asn 


Lys 


Asp 


Met 


Thr 


Asp Ala 




290 










295 










300 






Leu 


Lys 


Lys Val 


Leu 


Gly Val 


Pro 


Ser 


Lys 


Glu 


He 


Ser 


Trp 


Asn Thr 


305 










310 










315 






320 


Leu 


Lys 





























<210> 2127 
<211> 311 
<212> PRT 

<213> Homo sapien (7249282-10-14985-16332) 
<400> 2127 

Met Gly Arg Arg Asn Asn Thr Asn Val Pro Asp Phe He Leu Thr Gly 

1 5 10 15 

Leu Ser Asp Ser Glu Glu Val Gin Met Ala Leu Phe lie Leu Phe Leu 

20 25 3,0 

Leu He Tyr Leu lie Thr Met Leu Gly Asn Val Gly Met He Leu He 

35 40 45 

He Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu Thr 

50 55 60 

His Leu Ser Phe He Asp Leu Ser Tyr Ser Thr Val He Thr Pro Lys 
6 5 70 75 80 

Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr He Ser Phe Met Gly Cys 

85 90 95 

Phe Ala Gin Met Phe Phe Phe Val Phe Leu Gly Ala Ala Glu Cys Phe 

100 105 110 

Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Ser Pro 

115 120 125 

Leu Arg Tyr Pro Val He Met Ser Lys Arg Leu Cys Cys Ala Leu Val 

130 135 140 

Thr Gly Pro Tyr Val He Ser Phe He Asn Ser Phe Val Asn Val Val 
145 150 155 160 

Trp Met Ser Arg Leu His Phe Cys Asp Ser Asn Val Val Arg His Phe 

165 170 175 

Phe Cys Asp Thr Ser Pro He Leu Ala Leu Ser Cys Met Asp Thr Tyr 

180 185 190 

Asp He Glu He Met He His He Leu Ala Gly Ser Thr Leu Met Val 

195 200 205 

Ser Leu He Thr He Ser Ala Ser Tyr Val Ser He Leu Ser Thr He 

210 215 220 

Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Leu Ser Thr Cys 
225 230 235 240 

Ala Ser His Leu Leu Gly Val Thr He Phe Tyr Gly Thr Met He Phe 

245 250 255 

Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin Val 

260 265 270 

Ala Ser Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu He 

275 280 285 

Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala Leu He Arg Val Met 

290 295 300 

Gin Arg Arg Gin Asp Ser Arg 
305 310 
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<210> 2128 
<211> 306 
<212> PRT 

<213> Homo sapien (7249282-10-21300-24858) 



<220> 






























<221> VARIANT 


























<222> (1) . . . 


(306) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 2128 




























Tnr Aia 


Gly Ser Asn 


Phe 


Thr 


Glu 


Val 


Thr 


Val 


Phe 


He 


Leu 


Ser Gly 


l 






c 
D 










10 










15 




Tyr Ala 


Asn 


HIS 


Pro 


Glu 


Leu 


Gin 


Val 


Ser 


Phe 


Phe 


Leu 






T 

DCU 




zu 










25 










30 






Phe lie 


Tyr 


Leu 


Fne 


Thr 


He Leu Gly Asn Leu Gly 


Jjcu 


He 


Met 


Leu 


35 










40 










45 








lie Arg 


Met 


Asp 


ber 


Gin 


Leu 


His 


Thr 


Pro 


Met 


Tyr 


XT I ItS 


rue 


Leu 


Ser 


50 










55 










60 










Asn Leu 


Ala 


Phe 


He 


Asp 


He 


Phe 


Tyr 


Ser 


Ser 


Ser 


Val 


x nr 


Pro 


Lys 


65 








70 










75 










80 


Thr Leu 


Ala 


Asn 


Phe 


Gin 


Ser 


Asn 


Gin 


Arg 


Ser 


He 




rile 


Val 


Gly 






85 










90 










95 




Cys Phe 


Val 


Gin 


Met 


Tyr 


Phe 


Ser 


Val 


Gly Leu Val 


Cys 


lai 


Glu 


Cys 




100 










105 










J- J. yj 






Phe Leu 


Leu 


Gly 


Ser 


Met Ala Tyr Asp Cys Tyr Val 


Ala 


T1 A 

lie 


Trp 


Asn 




115 








120 










125 








Pro Tyr 


Ser 


Val 


Val 


He 


Ser 


Xaa 


Lys 


Ala Cys 


Asn 


Trp 


Leu 


Gly Val 


130 










135 










140 










Met Ser 


Tyr 


Thr 


He 


Gly 


Phe 


Thr 


Asn 


Ser 


Leu 


Val 


Ser 


Veil 


Trp 


Val 


145 






150 










155 










160 


lie Ser 


Gly 


Leu 


Phe 


Cys 


Asp 


Ser 


Ser 


He 


Asn 


Phe 


Phe 


Jrxits 


Cys 


Asp 






165 










170 










175 




Thr Thr 


Ala 


Leu 


Leu 


Ala 


Leu 


Ser 


Cys 


Val 


Asp 


Ala 


Phe 




Thr 


Glu 






180 










185 










190 






Met Val 


Ser 


Phe 


Ala 


Leu 


Ala Gly 


Phe 


Thr 


Leu 


Leu Gly 


Ser 


He 


Leu 




195 










200 










205 








lie lie 


Thr 


Val 


Thr 


Tyr 


He 


Ala 


He 


Thr 


Ser 


Ala 


He 


Leu 


Lys Asn 


210 










215 










220 








His 


Gin Trp Ala Ala Gly 


Trp 


Gin 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Phe 


225 








230 










235 










240 


Leu Met 


Ala 


Leu 


Thr 


He 


Phe 


Tyr Gly 


Ser 


Leu 


He 


Phe 


Thr 


Tyr 


Leu 








245 










250 










255 


Val 


Gin Leu 


Asp 


Lys 


Thr 


Ser 


Ser 


Leu 


He 


His 


Ala 


Gin 


Leu 


Ala 


Phe 




260 










265 










270 






Phe Tyr 


Met 


Thr 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Xaa 


Ser 


Leu 


275 










280 










285 








Arg Asn 


Lys 


Asp 


Val 


Lys 


Asn 


Ala 


Leu 


Leu 


Arg 


Val 


He 


His 


Arg 


Lys 


290 










295 










300 










Leu Phe 































305 



<210> 2129 
<211> 327 
<212> PRT 

<213> Homo sapien (7249282-10-488-2060) 



<220> 

<221> VARIANT 
<222> (1) . - . (327) 
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<223> Xaa = Any Amino Acid 
<400> 2129 

Lys Leu Gin Leu Asn Asn Phe Thr Glu Val Thr Met Phe lie Leu lie 

15 10 15 

Ser Phe Thr Glu Glu Phe Asp Val Gin Val Phe Leu Phe Leu Leu Phe 

20 25 30 

Leu Ala lie Tyr Leu Phe Thr Leu lie Gly Asn Leu Gly Leu Val Val 

35 40 45 

Pro lie He Gly Asp Phe Trp Leu His Ser Pro Met Tyr Tyr Phe Leu 

50 55 60 

Gly Val Leu Ser Phe Leu Asp Val Cys Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 

Lys Met Leu Val Asn Phe Leu Ala Lys Asn Lys Ser He Ser Phe Leu 

85 90 95 

Gly Cys Ala Thr Gin Met Phe Leu Ala Cys Thr Phe Gly Thr Thr Glu 

100 105 110 

Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val Ala He Tyr 

115 120 125 

Asn Pro Leu Leu Tyr Ser Val Ser Met Ser Pro Arg Val Tyr Val Pro 
< 130 135 140 

Leu He Thr Ala Ser Tyr Val Ala Ser He Leu His Ala Thr He His 
145 150 155 160 

Thr Val Ala Thr Phe Ser Leu Ser Phe Cys Gly Ser Asn Glu He Arg 

165 170 175 

His Val Phe Cys Asn Met Pro Pro Leu Leu Ala He Ser Cys Ser Asp 

180 185 190 

Thr His Val He Gin Leu Leu Phe Phe Tyr Phe Val Gly Ser He Glu 

195 200 205 

He Val Thr He Leu He Val Leu He Ser Tyr Gly Phe He Leu Leu 

210 215 220 

Ala He Leu Lys Met Gin Ser Ala Glu Gly Arg Arg Lys Val Phe Ser 
225 230 235 240 

Thr Cys Gly Ala His Leu Thr Gly Val Thr lie Tyr His Gly Thr lie 

245 250 255 

Leu Phe Met Tyr Val Arg Pro Ser Ser Ser Tyr Thr Ser Asp Asn Asp 

260 265 270 

Met He Val Ser He Phe Tyr Thr He Val He Pro Met Leu Asn Pro 

275 280 285 

He He Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala He Lys Arg 

290 295 300 

Leu Leu Val Arg Asn Trp Phe He Asn Lys Leu Xaa Phe Xaa Asn Xaa 
305 310 315 320 

Val Lys Leu Gin He He Leu 
325 

<210> 2130 
<211> 319 
<212><PRT 

<213> Homo sapien (7249282-11-14537-16718) 
<400> 2130 

Met Asn His Val Val Lys His Asn His Thr Ala Val Thr Lys Val Thr 

15 10 15 

Glu Phe He Leu Met Gly He Thr Asp Asn Pro Gly Leu Gin Ala Pro 

20 25 30 

Leu Phe Gly Leu Phe Leu He He Tyr Leu Val Thr Val He Gly Asn 

35 40 45 

Leu Gly Met Val He Leu Thr Tyr Leu Asp Ser Lys Leu His Thr Pro 

50 55 60 

Met Tyr Phe Phe Leu Arg His Leu Ser He Thr Asp Leu Gly Tyr Ser 
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65 








70 










75 










80 


Thr Val 


He 


Ala 


Pro 


Lys 


Met 


Leu 


Val 


Asn 


Phe 


He 


Val 


His 


Lys 


Asn 








85 










90 










95 




Thr He 


Ser 


Tyr 


Asn 


Trp 


Tyr 


Ala 


Thr 


Gin 


Leu 


Ala 


Phe 


Phe 


Glu 


He 






100 










105 










110 






Phe He 


He 


Ser 


Glu 


Leu 


Phe 


He 


Leu 


Ser 


Ala 


Met 


Ala 


Tyr Asp Arg 




115 










120 










125 








Tyr Val 


Ala 


He 


Cys 


Lys 


Pro 


Leu 


Leu 


Tyr 


Val 


He 


He 


Met 


Ala 


Glu 


130 










135 










140 










Lys Val 


Leu Trp Val 


Leu 


Val 


He 


Val 


Pro 


Tyr 


Leu 


Tyr 


Ser 


Thr 


Phe 


145 








150 










155 










160 


Val Ser 


Leu 


Phe 


Leu 


Thr 


He 


Lys 


Leu 


Phe 


Lys 


Leu 


Ser 


Phe 


Cys 


Gly 








165 










170 










175 




Ser Asn 


He 


He 


Ser 


Tyr 


Phe 


Tyr 


Cys 


Asp 


Cys 


He 


Pro 


Leu 


Met 


Ser 






180 










185 










190 






He Leu 


Cys 


Ser 


Asp 


Thr 


Asn 


Glu 


Leu 


Glu 


Leu 


He 


He 


Leu 


He 


Phe 




195 










200 










205 








Ser Gly 


Cys 


Asn 


Leu 


Leu 


Phe 


Ser 


Leu 


Ser 


He 


Val 


Leu 


He 


Ser 


Tyr 


210 










215 










220 










Met Phe 


He 


Leu 


Val 


Ala 


He 


Leu 


Arg 


Met 


Asn 


Ser Arg Lys Gly Arg 


225 








230 










235 










240 


Tyr Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ser 


Ser 


His 


Leu 


X XIX 


vox 




He 


Met 






245 










250 










255 




Phe Tyr 


Gly Thr 


Leu 


Leu 


Phe 


lie 


Tyr 


Leu 


Gin 


Pro 


Lys 


Ser 


Ser 


His 




260 










o c c 
Zoo 










270 






Thr Leu 


Ala 


He 


Asp 


Lys 


Met 


Ala 


Ser 


Val 


Phe 




Thr 


Leu 


Leu 


He 




275 










280 










285 








Pro Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


290 










295 










300 










Asp Ala 


Leu 


Lys 


Arg 


Thr 


Leu 


Thr 


Asn 


Arg 


Phe 


Lys 


He 


Pro 


He 




305 








310 










315 












<210> 2131 




























<211> 317 




























<212> PRT 




























<213> Homo sapien (7249282-11-25530- 


-27263) 












<220> 






























<221> VARIANT 


























<222> (1) . . 


. (317) 
























<223> Xaa = 


Any Amino Acid 




















<400> 2131 




























Met Gly 


Gin 


Lys 


Asn 


Leu 


Thr 


Val 


Leu 


Thr 


Glu 


Leu 


He 


Leu 


Met 


Glu 


1 




5 










10 










15 




He Thr 


Arg 


Arg 


Leu 


Glu 


Leu 


Gin 


Leu 


Ser 


Leu 


Phe 


Trp 


Val 


Phe 


Leu 






20 










25 










30 






He He 


Cys 


Thr 


Phe 


Thr 


Val 


Val 


Ser 


Lys 


Glu 


Cys 


He 


He 


He 


Leu 




35 










40 










45 








Asn Asn 


Val 


Asp 


Leu 


Gly 


Leu 


Gin 


Thr 


Phe 


Val 


Tyr 


Phe 


Leu 


He Arg 


50 










55 










60 










Tyr Leu 


Asn 


Phe 


He 


Asn 


Leu 


Gly 


Asn 


Ser 


Met 


Val 


He 


Tyr 


Pro 


Lys 


65 








70 










75 










80 


He Leu 


Val 


Asn 


Phe 


Val 


Val 


Ala 


Gin 


Asn 


Ala 


He 


Pro 


Cys 


Tyr 


Ala 








85 










90 










95 




Cys Thr 


Met 


Gin 


Met 


Ala 


Phe 


Phe 


He 


Met 


Phe 


He 


He 


Cys 


Glu 


Leu 




100 










105 










110 






Phe Val 


Ser 


Ser 


Ala 


Met 


Ala 


Tyr 


Asp 


His 


Tyr 


Val 


Asp 


He 


His 


Ser 




115 










120 










125 








Leu Leu 


Pro 


Xaa 


Asn 


Val 


Met 


Ser 


Gin 


Glu 


Leu 


Cys 


His 


Val 


Leu 


Val 


130 










135 










140 
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Ala 


He 


Pro 


Tyr 


Leu 


Tyr 


Cor 

ber 


i nr 


Fne 




Ala 


Leu 


Met 


Val 


Thr 


He 


145 










150 










155 










160 


Lys 


He 


Phe 


Tl o 


Leu 


Ala 
nla 


rne 


Tyr 


i^iy 


ber 
1 /u 


Asn 


Val 


He 


Ser 


Tyr 
175 


Phe 


Tyr 


Cys 


Xaa 


Asp 
180 


vd x 


Cor 

Oct XT 


Leu 


Leu 


Ala 

1 ft ^ 
lOD 




val 


7\ _ _~ 

ASp 


Ser 


Asn 
190 


Ala 


Xaa 


Gly He Glu 


Met 


L6U 


11c 


i nr 


Leu 


rne 


ber 


val 


Leu 


Asn 


Leu 


He 


Phe 






195 




















205 








Phe 


Leu 
210 


Leu 


val 


Val 


Leu 


M^f- 


Ser 


ser 


Met 


Leu 


He 
220 


Leu 


Leu 


Thr 


Val 


Cys 


Xaa 


Met 


nib 


Cor 


nla 


tiiy 


t*iu 


Gin 


Xaa 


Lys 


Thr 


Phe 


Phe 


Thr 


Tyr 


225 










Z .3 u 










235 










240 


Val 


Ser Cys 


Leu 


Tift 

lie 


vai 


val 


val 


Val 


Phe 


Cys 


Gly 


Phe 


Leu 


Tyr 


Phe 










O A C 










250 










255 




Met 


Tyr 


Leu 




Leu 


Liys 


Pne 


Ser 


Ser 


Phe 


Phe 


Phe 


Asp 


Asn 


Asn 


Lys 








260 










265 










270 




Met 


Thr 


Ser 


Met 


Phe 


Ser 


Ser 


Leu 


Val 


He 


Thr 


Met 


Leu 


Tyr 


His 


Leu 






275 










280 










285 






,Val 


Cys 


Ser 


Val 


Lys 


Asn 


Lys 


Gly 


Ser 


Lys 


Lys 


Asn 


Ala 


Phe 


Tyr 


Ser 




290 










295 










300 








i Phe 


Phe 


Met 


Lys 


Gin 


Xaa 


Lys 


Leu 


Cys 


Asn 


Leu 


Met 


Val 








305 










310 










315 













<210> 2132 
<211> 318 
<212> PRT 

<213> Homo sapien (7249282-5-5312-7865) 
<220> 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa = Any Amino Acid 



<400> 2132 

Met Lys Pro Thr He Gin Met Ala Ser Gly Asn Leu Thr Trp Val Thr 

1 5 10 15 

Glu Phe He Leu Val Gly Val Ser Asp Asp Pro Glu Leu Gin He Pro 

20 25 30 

Leu Phe Leu Val Phe Leu Val Leu Tyr Leu Leu Thr Val Ala Gly Asn 

35 40 45 

Leu Gly He He Thr Leu Thr Ser Val Asp Pro Gin Leu Gin Thr Pro 

50 55 60 

Met Tyr Phe Phe Leu Xaa His Leu Ala He He Asn Leu Cys Asn Ser 
65 70 75 ~ 80 

Thr Val Val Ala Pro Lys Met Leu Val Asn Phe Leu Val Thr Lys Lys 

85 90 * 95 

Thr He Ser Tyr Tyr Gly Cys Ala Ala Gin Leu Gly Gly Phe Leu Val 

100 105 HO 

Phe He Val Ala Glu He Phe Thr Leu Ala Ala Met Ala Tyr Asp Arg 

115 120 125 

Tyr Val Ala He Trp Ser Pro Leu Leu Tyr Ala Val Val Val Ser Pro 

130 135 140 

Lys Val Cys Arg Leu Leu Val Ser Leu Thr Tyr Leu Gin Ser Leu He 
145 150 155 160 

Thr Ala Leu Thr Val Ser Ser Cys Val Phe Ser Val Ser Tyr Cys Ser 

165 170 175 

Ser Asn He He Asn His Phe Tyr Cys Asp Asp Val Pro Leu Leu Ala 

180 185 190 

Leu Ser Cys Ser Asp Thr Tyr He Pro Glu Thr Ala Val Phe He Phe 

195 200 205 

Ser Gly Thr Asn Leu Leu Phe Ser Met He Val Val Leu He Ser Tyr 
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210 






215 










220 










Phe Asn lie 


Val lie 


X X IX. 


He 


Leu 


Ara 


He 


Arg 


Ser 


Ser 


Glu 


Gly Arg 


225 




230 










235 










240 


Gin Lys Ala 


Phe Ser 


Thr 


Cvs 


Ala 


Ser 


His 


Met 


He 


Ala 


Val 


Val 


Val 


245 










250 










255 




Phe Tyr Gly Thr Leu 


Leu 


Phe 


Met 


Tyr 


Leu 


Gin 


Pro 


Arg 


Ser 


Asn 


His 




260 








265 










270 






Ser Leu Asp 


Thr Asp 


LVS 


Met 


Ala 


Ser 


Val 


Phe Tyr 


Thr 


Leu 


Val 


He 


275 








280 










285 








Pro Val Leu 


Asn Pro 


Leu 


He 


Tvr 


Ser 


Leu 


Arg 


Asn 


Lys 


Asn 


Val 


Lys 


290 






295 




















Asp Ala Leu 


Lys Arg 


Phe 


Leu 


Asp 


Asn 


Pro 


Cys 


Arg 


Ser 


Leu 






305 




310 










315 












<210> 2133 


























<211> 279 


























<212> PRT 


























<213> Homo sapien (7264174-61-26274- 


29247) 












<220> 


























<221> VARIANT 
























<222> (1)..- 


(279) 
























<223> Xaa = 


Any Amino Acid 




















<400> 2133 


























Leu Pro Pro 


Leu Phe 


rfie 


Arg 


Val 


trim 


Val 
veil 


He 


Leu 


Phe 


Val 


Cot- 
Del 




1 


e 
























Leu Phe Val 






He 


Leu 




T on 


He 


He 


Leu 


Leu 


Val 


T 

Lys 




20 








25 










30 






Phe Leu Leu 


Lys Thr 


Lys 


He 


Ala 


Mot- 
ile L» 


Thr 


Tvr 


Phe 


Thr 


Tyr 


T 

Leu 


oci 


35 
















45 








Asn Tyr Lys 


Leu Lys 


Ala 


Xaa 


Asn 


Ser 


He 


AsD 


Phe 


His 


He 


mo 




50 






55 










60 










Phe Val Tyr 


Val Tyr 


He 


Met 


Asn 


Lys 


Leu 


Val 


His 


Leu 


Lys 


ryr 


Glu 


65 




70 










75 










80 


Thr Leu Thr 


Ser Leu 


Pro 


Phe 


Phe 


Trp 


Asn 


Ser 


Leu 


Gly Cys 


Leu 


Asp 




85 










90 










95 




Thr Ser Xaa 


Phe Cys 


Phe 


Thr 


Phe 


Tyr 


Val 


Thr 


Tyr 


Ser 


Ser 




He 




100 








105 










110 






Val lie Asn 


Met Leu 


Tyr 


Phe 


Leu 


Ala 


Val 


Leu 


Ala 


Lys 


Ser 


Cor 

OCl 


Phe 


115 








120 










125 








lie Leu Cys 


Phe Asn 


Ser 


Leu 


Ser 


Val 


Asn 


Cys 


Asp 


Thr 


Phe 


Cys 


Val 


130 






135 










14U 










Trp Leu Ser 


Cys Phe 


Gly 


He 


Val 


Tyr 


Leu 


Asp 


val 


His 


Pro 


He 


Ala 


145 




150 










155 










160 


His Cys Leu 


Phe Leu 


Lys 


Arg 


Leu 


Phe 


Lys 


Cys 


Tyr 


Val 


Phe 


Leu 


Xaa 


165 










170 










175 




Ser Leu Val 


Phe Cys 


Phe 


Met 


His 


Ala 


Leu 


Leu 


Pro 


Xaa 


Thr 


Leu 


Lvs 




180 








185 










190 






Asn Thr Cys 


Phe Asp 


Val 


Leu 


Phe 


He 


Phe 


He 


Cys 


Glu 


Lys 


Ser 


Leu 


195 








200 










205 








Leu Ala Asn 


Met Ser 


Phe 


Val 


Thr 


He 


Val 


Ser 


Ser 


Leu 


He 


Leu 


Leu 


210 






215 










220 










Thr Asn Xaa 


Glu He 


He 


Ser 


Phe 


Ser 


Ser 


Val 


He 


Leu 


Cys 


Gly 


Thr 


225 




230 










235 










240 


lie His Leu 


Asn Leu 


Ser 


Ser 


Phe 


Phe 


Leu 


His 


Arg 


Phe 


Phe 


He 


Phe 




245 










250 










255 




Phe Phe Cys 


Leu Lys 


Ser 


Ala 


Asn 


He 


Tyr 


Leu 


Asn 


Val 


Asp 


Leu 


Leu 


260 








265 










270 






Ser lie lie 


Leu Thr 


Leu 


Val 





















275 
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<210> 2134 
<211> 314 
<212> PRT 

<213> Homo sapien (7283250-10-5473-8590) 
<400> 2134 

Met Glu Arg Gly Asn Trp Thr Leu Val Thr Glu Phe He Leu Val Gly 

1 5 10 is 

He Pro Thr Thr Arg Ala Leu Gly Gly Leu Leu Phe Val He Phe Tyr 

20 25 30 

Pro Ala Tyr Leu Val Thr Val Leu Gly Asn Thr Leu He He He Leu 

35 40 45 

He Leu Val Asp Tyr Arg Leu His Ser Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Ser Glu Thr Leu Thr He Thr Cys Ala Val Pro Lys 
65 70 75 80 

Met Leu Glu Gly Phe Pro Ser Glu Arg Lys Ser He Thr Ser Gly Glu 

85 90 95 

Cys Ser Ala Gin Ser Tyr Phe Tyr Phe Leu Ser Gly Cys Thr Glu Phe 

100 105 110 

He Pro Phe Ala Val Met Ser Tyr Asp Arg Tyr Val Ala He Cys Ser 

115 120 125 

Pro Leu Gin Tyr Pro Ala He Met Thr Ser Ser Leu Cys Ala His Leu 

130 135 140 

Val He Leu Ser Trp Val Gly Gly Phe Leu Leu Met Leu Pro Ser Thr 
145 150 155 160 

He Leu Lys Ala Gly Leu Pro His Cys Gly Pro Asn Val He Glu His 

165 170 175 

Phe Phe Cys Asp Ser Ala Pro Leu Leu His Leu Ala Cys Ala Asp He 

180 185 190 

Arg Ala He Glu Leu Leu Asp Phe Leu Ser Ser Leu Val Leu He Leu 

195 200 205 

Ser Ser Leu Ser Leu Thr Val Val Ser Tyr Val Tyr He He Ser Thr 

210 215 220 

He Leu Lys He Pro Ser Gly Gin Gly Gin Arg Lys Ala Phe Ala Thr 
225 230 235 240 

Cys Ala Ser His Phe Thr Val Val Ser Val Gly Tyr Gly He Ser He 

245 250 255 

Phe Val Tyr Val His Pro Ser Gin Lys Ser Ser Leu His Leu Asn Lys 

260 265 270 

He Leu Phe He Leu Ser Ser He He Thr Pro Leu Leu Asn Pro Phe 

275 280 285 

Val Phe Ser Leu Trp Asn Glu Pro Met Lys Asp Ala Leu Lys Asp Ala 

290 295 300 

Val Gly Arg Arg Thr Glu Leu Ala Gin Arg 
305 310 

<210>« 2135 
<211> 309 
<212> PRT 

<213> Homo sapien (7283250-11-11521-16137) 
<400> 2135 

Met Ala Asn Leu Thr He Val Thr Glu Phe He Leu Met Gly Phe Ser 

15 10 15 

Thr Asn Lys Asn Met Cys He Leu His Ser He Leu Phe Leu Leu He 

20 25 30 

Tyr Leu Cys Ala Leu Met Gly Asn Val Leu He He Met He Thr Thr 

35 40 45 

Leu Asp His His Leu His Thr Pro Val Tyr Phe Phe Leu Lys Asn Leu 
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50 55 60 



Ser 


Pne 


Leu 


Asp 


Leu 


Cys 


Leu He 


Ser 


Val 


Thr 


Ala 


Pro 


Lys 


Ser 


He 


65 








70 








75 










80 


Ala 


Asn 


Ser 


Leu 


lie His 


Asn Asn 


Ser 


He 


Ser 


Phe 


Leu 


Gly Cys 


Val 










85 








90 










95 




Ser 


Gin 


Val 


Phe 


Leu 


Leu 


Leu Ser 


Cnv* 


Ala 






Glu 


Leu 


Leu 


Leu 








100 








1 0^ 










1 1 0 

llf 






Leu 


Thr 


Val 


Met 


Ser 


Phe Asp Arg 


IVr 
1 Jr *■ 


Thr 


Ala 


He 


Cvs 




Pro 


Leu 






115 








120 










125 








His 


Tyr 


Asp 


Val 


He 


Met 


Asp Arg 


Ser 


Thr 


Cys 


Val 


Gin 


Arg 


Ala 


Thr 




130 








135 








140 










Val 


Ser 


Trp 


Leu 


Tyr Gly Gly Leu 


Tip 


Ala 


Val 


Met 


His 


i nr 


Ala Gly 


145 








150 








155 










lou 


Thr 


Phe 




Leu 


Ser 


IVr CVs Glv 




Asn 


Met 


Val 


His 


Gin 


Phe 


Phe 








165 








170 










175 




Cys 


Asp 


lie 


Pro 


Gin 


Leu 


Leu Ala 


xxe 


Ser Cys 


Ser 


Glu 


Asn 


Leu 


He 




180 








1 QC 

lOD 
















Arg 


Glu 


lie 


Ala 


Leu 


He 


Leu He 


Asn 


Val 


Val 


Leu 




Phe 


Cys 


Cys 




195 








200 










Z, \J Zj 








Phe 


lie 


Val 


lie 


He 


He 


Thr Tyr 


vai 


His 


Val 


Phe 




i nr 


Val 


Lys 




210 










215 








220 










Lys 


lie 


Pro 


Ser 


Thr 


Glu 


Gly Gin 


ber 


Lys 


Ala 


Tyr 


OCl 


lie 


Cys 


Leu 


! 225 










230 








235 










240 


Pro 


His 


Leu 


Leu 


Val 


Val 


Leu Phe 


Leu 


Ser 


Thr Gly 


Phe 


He 


Ala 


Tyr 










245 








250 










255 




Leu 


Lys 


Pro 


Ala 


Ser 


Glu 


Ser Pro 


Ser 


He 


Leu 


Asp 


Ala 


Val 


He 


Ser 






260 








265 










270 






Val 


Phe 


Tyr 


Thr 


Met 


Leu 


Pro Pro 


Thr 


Phe 


Asn 


Pro 


He 


He 


Tyr 


Ser 






275 








280 










285 








Leu 


Arg 


Asn 


Lys 


Ala 


He 


Lys Val 


Ala 


Leu Gly Met 


Leu 


He 


Lys 


Gly 




290 










295 








300 










Lys 


Leu 


Thr 


Lys 


Lys 






















305 































<210> 2136 
<211> 313 
<212> PRT 

<213> Homo sapien (7283250-5-1-3004) 



<400> 2136 



Met 


Glu 


Lys 


Arg 


Asn 


Leu 


Thr 


Val 


Val 


Arg 


Glu 


Phe 


Val 


Leu 


Leu 


Gly 


1 






5 










10 










15 




Leu 


Pro 


Ser 


Ser 
20 


Ala 


Glu 


Gin 


Gin 


His 
25 


Leu 


Leu 


Ser 


Val 


Leu 
30 


Phe 


Leu 


Cys 


Met 


Tyr 


Leu 


Ala 


Thr 


Thr 


Leu 


Gly Asn 


Met 


Leu 


He 


He 


Ala 


Thr 




35 










40 










45 








He 


Gly 
50 


Phe 


Asp 


Ser 


His 


Leu 
55 


His 


Ser 


Pro 


Met 


Tyr 
60 


Phe 


Phe 


Leu 


Ser 


Asn 


Leu 


Ala 


Phe 


Val 


Asp 


He 


Cys 


Phe 


Thr 


Ser 


Thr 


Thr 


Val 


Pro 


Gin 


65 










70 










75 










80 


Met 


Val 


Val 


Asn 


He 


Leu 


Thr 


Gly 


Thr 


Lys 


Thr 


He 


Ser 


Phe Ala Gly 










85 










90 










95 




Cys 


Leu 


Thr 


Gin 


Leu 


Phe 


Phe 


Phe 


Val 


Ser 


Phe 


Val 


Asn 


Met 


Asp 


Ser 






100 










105 










110 






Leu 


Leu 


Leu 
115 


Cys 


Val 


Met 


Ala 


Tyr 
120 


Asp 


Arg 


Tyr 


Val 


Ala 
125 


He 


Cys 


His 


Pro 


Leu 


His 


Tyr 


Thr 


Ala 


Arg 


Met 


Asn 


Leu 


Cys 


Leu 


Cys 


Val 


Gin 


Leu 




130 










135 










140 






His 




Val 


Ala 


Gly 


Leu 


Trp 


Leu 


Val 


Thr 


Tyr 


Leu 


His 


Ala 


Leu 


Leu 


Thr 


145 








150 










155 








His 


160 


Val 


Leu 


He 


Ala 


Gin 


Leu 


Ser 


Phe 


Cys 


Ala 


Ser 


Asn 


He 


He 


His 
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165 










170 


1 / D 


Phe 


Phe 


Cvs 


Asp 


Leu 


Asn 


Pro 


Leu 


Leu 


Gin TifMi c^t" {™S/« 

will <UCU OCX. 


Qov Aen Ual 

oer Asp Val 








180 










185 




190 


Ser 


Phe 


Asn 


Val 


Met 


He 


He 


Phe 


Ala 


Val Gly Gly Leu 


Leu Ala Leu 






195 










200 




205 




Thr 


Pro 


Leu 


Val 




He 


Leu 


Val 


Ser 


Tyr Gly Leu He 


Phe Ser Thr 




210 










215 






220 




Val 


Leu 


Lys 


lie 


Thr 


Ser 


Thr 


VJlU 


Glv 


Lys Gin Arg Ala 


Val Ser Thr 


225 










230 








235 


240 


Cys 


Ser 




His 


Leu 


Ser 


vajL 


vol 


Val 


Leu Phe Tyr Gly Thr Ala He 










245 










250 


255 


Al a 


Va 1 
val 


Tyr 


trllti 


Ser 


Pro 


Ser 


oer 


Pro 


His Met Pro Glu 


Ser Asp Thr 








260 










265 




270 


Leu 


Ser 


Thr 


He 


Met 


Tyr 


Ser 


Met 


Val 


Ala Pro Met Leu 


Asn Pro Phe 






275 










280 


285 




lie 


Tyr 


Thr 


Leu 


Arg 


Asn 


Arg 


Asp 


Met 


Lys Arg Gly Leu Gin Lys Met 




290 










295 






300 




Leu 


Leu 


Lys 


Cys 


Thr 


Val 


Phe 


Gin 


Gin 






305 










310 













i<210> 2137 
<211> 310 
<212> PRT 

<213> Homo sapien (7283250-6-1-1725) 



<220> 

<221> VARIANT 

<222> <1)...(310) 

<223> Xaa = Any Amino Acid 



<400> 2137 

Met Val Asn Phe Thr His Val Ser Glu Phe Val Leu Leu Gly Phe Gin 

15 10 15 

Gly Gly Pro Gly Met Gin Ala Met Leu Phe Leu He Phe Leu lie Leu 

20 25 30 

Tyr Gly He Ala Val Val Gly Asn Leu Gly Met He Val He He Trp 

35 40 45 

Val Asp Ala His Leu His Thr Pro Met Tyr Ala Phe Leu Gin Ser Leu 

50 55 60 

Ser Leu Leu Asp He Cys Tyr Ser Ser Thr He Ala Pro Arg Ala Leu 
65 70 75 80 

Ala Asn Ser Met Gin Glu Asp His Thr He Ser Phe Gly Gly Cys Ala 

85 90 95 

Ala Gin Phe Phe Phe Leu Ser Leu Phe Gly He Thr Glu Ala Phe Leu 

100 105 110 

Leu Ala Ala Met Ala Tyr Asp Arg Phe He Ala He Cys Asn Pro Leu 

115 120 125 

Leu Tyr Ser Val Ser Met Ser His Gin Val Cys Val Leu Leu He Ser 

130 135 140 

Gly Ser Tyr Leu Trp Gly Val Val Asn Ala He Ala Gin Thr Thr Met 
145 150 155 160 

Thr Phe Arg Leu Pro Phe Cys Gly Ser Asn Glu He Asn Asp Phe Phe 

165 170 175 

Cys Asp Val Pro Pro Leu Leu Ser Leu Ser Cys Ser Asp Thr Phe He 

180 185 190 

Asn Gin Leu Val Leu Leu Gly Leu Cys Gly Ser He He Val Ser Thr 

195 200 205 

Phe Leu He Val Leu Val Ser Tyr He Tyr He He Ser Thr He Leu 

210 215 220 

Arg He Pro Thr Met Gin Gly Arg Xaa Lys Ala Phe Ser Thr Cys Ala 
225 230 235 240 
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Ser His 


Leu 


Thr 


Gly Val 


Cys 


Leu 


Phe 


Phe 


Gly 


Thr 


Val 


Phe 


Phe 


Met 








245 










250 










255 




Tyr Ala 


Gin 


Pro 


Ser 


Ala 


He 


Phe 


Phe 


Met 


Glu 


Gin 


Ser 


Lys 


He 


Val 




260 










265 










270 






Ser He 


Phe 


Tvr 


Thr 


Met 


Val 


He 


Pro 


Met 


Leu 


Asn 


Pro 


Leu 


He 


Tyr 




275 










280 










285 








Ser Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lvs 


Gin 


Ala 


Leu 


Arg 


Arg 


Ser 


Met 


Gin 


290 










295 










300 










Lys Leu 


Ser 


Leu 


Xaa 


Ser 






















305 








310 






















<210> 2138 




























<211> 320 




























<212> PRT 




























<213> Homo sapien (7321521-20-4435-9278) 














<220> 






























<221> VARIANT 


























<222> (1) . . . 


. (320) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 2138 




























Met Ser 


Ser Arg 


Leu 


Met 


Asn 


Val 


Phe 


Ser 


Met- 


Glu 


Thr 


He 


Asn 


Phe 


1 






5 










10 










15 




Val Ser 


Cys 


Leu 


He 


Leu 


Met 


Gly 


Phe 


Pro 


Ser 


Ser 


Pro 


Glu 


Met 


Gin 






20 










25 










30 






Leu Leu 


Tyr 


Phe 


Gly 


Leu 


Phe 


Ser 


Val 


Ala 




Thr 


Leu 


Thr 


Pro 


Met 




35 










40 










45 








Gly Asn 


Ala 


Ala 


He 


Val 


Cys 


Ala 


Val 


Trp 


Ada 


A en 

/lb \J 


Gin 


His 


Leu 


His 


50 










55 










60 










Thr Pro 


Met 


Tyr 


Thr 


Leu 


Leu 


Gly 


Asn 


Phe 


Ser 


Leu 


Leu 


Glu 


He 




c. c 

ob 








70 










75 










80 


Tyr Val 


Thr 


Ala 


Thr 


Lys 


Leu 


Leu 


Ala 


Asn 


nit; 


Leu 


Ser 


Thr 


Ser 


Lys 








85 










90 










95 




Ser He 


Ser 


Phe 


Met 


Ser 


Cys 


Phe 


Ala 


Gin 


Phe 


Tvr 
1 j 1 


Phe 


Phe 


Ser 


Leu 






100 










105 










110 






Gly Tyr 


Asp 


Glu 


Gly 


Phe 


Phe 


Leu 


Cys 


He 


Thr 


Ala 


Phe 


Asp 


Arg 


Tvr 




115 










120 










125 








Leu Ala 


He Cys 


Arg 


Pro 


Leu 


Arg 


Tyr 


Pro 




He 


Met 


Thr 


Lys 


Gin 


130 










135 










140 










Val Cys 


Thr Gly 


Leu 


He 


He 


Phe 


Ala 


Trp 


Ser 


Cys 


Val 


Phe 


Val 


He 


145 








150 










155 










160 


Phe Leu 


Thr 


Leu 


Val 


He 


Leu 


He 


Ser 


Gin 


Leu 


Ser 


Tvr 


Cvs 


Gly 


Pro 








165 










170 










175 




Asn He 


He 


Asn 


His 


Phe 


He 


Cys 


Asp 


Pro 


Val 


Pro 


Leu 


Lys 


Met 


Leu 






180 










185 










190 






Ser Cys 


Ser 


Glu 


Asp 


He 


He 


He 


Thr 


Gin 


Leu 


He 


Tvr 


Ser 


Thr 


Phe 




195 










200 










205 








Asn Ser 


Val 


Phe 


He 


He 


Gly 


Thr 


Phe 


Leu 


Phe 


He 


Leu 


Cvs 


Ser 


Tyr 


210 










215 










220 










Ala Leu 


Val 


He 


Leu 


Ala 


He 


He 


Arg 


Met 


Pro 


Ser 


Glu 


Ala 


Gly 


Lys 


225 








230 










235 










240 


Arg Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Ala 


Val 


Val 


Thr 


Leu 








245 










250 










255 




Phe Tyr 


Gly 


Ser 


He 


Met 


Val 


Met 


Tyr 


Val 


Ser 


Pro 


Gly 


Ser 


Ala 


His 






260 










265 










270 






Pro Ala 


Lys 


Asn 


Glu 


Lys 


He 


He 


Thr 


Leu 


Phe 


Phe 


Ser 


Val 


He 


Thr 




275 










280 










285 








Pro Leu 


Cys 


Asn 


Pro 


Leu 


He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Lys 


Glu 


Met 


Lys 


290 










295 










300 










Asp Tyr 


Leu Arg 


Lys 


He 


Phe 


Arg 


Thr 


Gly 


Lys 


Asp 


Val 


Asn 


Lys 


He 
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305 310 315 320 

<210> 2139 
<211> 331 
<212> PRT 

<213> Homo sapien (7321521-21-4479-8486) 
<220> 

<221> VARIANT 

<222> (1) . . . (331) 

<223> Xaa = Any Amino Acid 

<400> 2139 

Met Glu Ser Glu Asn Arg Thr Val lie Arg Glu Phe lie Leu Leu Arg 

1 5 10 15 

Leu Thr Gin Phe Arg Asp lie Xaa Leu Leu Val Phe Val Leu Val Leu 

20 25 30 

lie Phe Tyr Phe Phe lie Leu Pro Gly Asn Phe Leu lie lie Phe Thr 

35 40 45 

lie Arg Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Leu Phe Leu Gly 
i 50 55 60 

Asn Leu Ala Phe Leu Asp Ala Ser Tyr Ser Phe lie Val Ala Pro Lys 
65 70 75 80 

Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val lie Ser Tyr Arg Gly 

85 90 95 

Cys lie Thr Gin Leu Phe Phe Leu His Phe Leu Gly Gly Gly Glu Gly 

100 105 110 

Leu Leu Leu Val Val Met Ala Phe Asp Arg Tyr He Thr He Cys Leu 

115 120 125 

Pro Leu Gin Tyr Ser Thr Val Met Asn Ser Arg Ala Cys Tyr Ala Met 

130 135 140 

Met Leu Ala Leu Trp Leu Gly Gly Phe Val His Ser He He Gin Val 
145 150 155 160 

Val Leu He He Arg Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 

165 170 175 

Phe Phe Cys Asp Val Arg Gin Val He Lys Leu Ala Cys Thr Asp Met 

180 185 190 

Phe Val Val Glu Leu Leu Met Val Phe Asn Ser Gly Leu Met Thr Leu 

195 200 205 

Met Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val He Leu Cys Arg 

210 215 220 

He Arg Ala Ser Ser Ser Glu Ala Lys Asn Lys Ala Met Ser Thr Cys 
225 230 235 240 

Thr Thr His He lie Val He Phe Phe Met Phe Gly Pro Gly He Phe 

245 250 255 

He "Tyr Thr Cys Pro Phe Arg Ala Phe Pro Ala Asp Lys Val Val Ser 

260 265 270 

Leu Phe His Thr Val He Leu Pro Leu Leu Asn Pro Val He Tyr Thr 

* 275 280 285 

Leu His Asn Gin Glu Val Lys Ala Ser Met Lys Lys Val Phe Asn Lys 

290 295 300 

His He Ala Xaa Lys Arg Ala Lys Lys Lys Arg He Lys He Asp Cys 
305 310 315 320 

Lys Phe Tyr Leu Lys Leu He Cys Leu Phe Pro 
325 330 

<210> 2140 
<211> 313 
<212> PRT 

<213> Homo sapien (7321521-22-8611-12801) 
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<400> 2140 



Met Glu 


Thr 


Ala 


Asn Tyr 


Thr 


Lys 


Val 


Thr 


Glu 


Phe 


Val 


Leu 


Thr 


Gly 


1 






5 










10 










15 




Leu Ser 


Gin 


Thr 


Pro 


Glu 


Val 


Gin 


Leu 


Val 


Leu 


Phe 


Val 


He 


Phe 


Leu 






20 










25 










30 






Ser Phe 


Tyr 


Leu 


Phe 


lie 


Leu 


Pro 


Gly 


Asn 


He 


Leu 


He 


He 


Cys 


Thr 




35 










40 










45 








lie Ser 


Leu 


Asp 


Pro 


His 


Leu 


Thr 


Ser 


Pro 


Met 


Tyr 


Phe 


Leu 


Leu 


Ala 


50 










55 










60 










Asn Leu 


Ala 


Phe 


Leu 


Asp 


He 


Trp 


Tyr 


Ser 


Ser 


He 


Thr 


Ala 


Pro 


Glu 


65 








70 










75 










80 


Met Leu 


lie 


Asp 


Phe 


Phe 


Val 


Glu 


Arg 


Lys 


He 


He 


Ser 


Phe 


Asp 


Gly 








85 










90 










95 




Cys lie 


Ala 


Gin 


Leu 


Phe 


Phe 


Leu 


His 


Phe 


Ala 


Gly 


Ala 


Ser 


Glu 


Met 






100 










105 










110 






Phe Leu 


Leu 


Thr 


Val 


Met 


Ala 


Phe 


Asp 


Leu 


Tyr 


Thr 


Ala 


He 


Cys 


Arg 




115 










120 










125 








Pro Leu 


His 


Tyr Ala 


Thr 


He 


Met 


Asn 


Gin 


Arg 


Leu 


Cys 


Cys 


He 


Leu 


130 










135 










140 










Val Ala 


Leu 


Ser 


Trp 


Ara 


Glv 


Gly 


Phe 


He 


His 


Ser 


He 


He 


Gin 


Val 


145 








150 










155 










160 


Ala Leu 


lie 


Val 


Arg 


Leu 


Pro 


Phe 


Cvs 


Gly 


Pro 


Asn 


Glu 


Leu 


Asp 


Ser 








165 










170 










175 




Tyr Phe 


Cvs 


Asp 


He 


Thr 


Gin 


Val 


Val 


Arcr 


He 


Ala 


Cys 


Ala 


Asn 


Thr 






180 










185 










190 






Phe Pro 


Glu 


Glu 


Leu 


Val 


Met 


He 


Cys 


Ser 


Ser 


Glv 


Leu 


He 


Ser 


Val 




195 










200 










205 








Val Trp 


Leu 


He 


Ala 


Leu 


Leu 


Met 


Ser 


Tvr 


Ala 


Phe 


Leu 


Leu 


Ala 


Leu 


210 










215 










220 










Phe Lys 


Lys 


Leu 


Ser Gly 


Ser 


Glv 


Glu 


Asn 


Thr 


Asn 


Arg 


Ala 


Met 


Ser 


225 








230 










235 










240 


Thr Cys 


Tvr 


Ser 


His 


lie 


Thr 


He 


Val 


Val 


Leu 


Met 


Phe 


Gly 


Pro 


Ser 








245 










250 










255 




lie Tyr 


lie 


Tyr 


Ala 


Arg 


Pro 


Phe 


Asp 


Ser 


Phe 


Ser 


Leu 


Asp 


Lys 


Val 






260 










265 










270 






Val Ser 


Val 


Phe 


Asn 


Thr 


Leu 


He 


Phe 


Pro 


Leu 


Arg 


Asn 


Pro 


He 


He 




275 










280 










285 








Tyr Thr 


Leu 


Arg 


Asn 


Lys 


Glu 


Val 


Lys 


Ala 


Ala 


Met 


Arg 


Lys 


Leu 


Val 


290 










295 










300 










Thr Lys 


Tyr 


He 


Leu 


Cys 


Lys 


Glu 


Lys 
















305 








310 






















<210> 2141 




























<211> 134 




























<212> PRT 




























<213> Homo sapien (7321637-16-2663-3767) 












<220> 






























<221> VARIANT 


























<222> (1).. 


. (134) 
























<223> Xaa = 


Any Amino Acid 




















<400> 2141 




























His Met 


Val 


Asp 


He 


Leu 


Asn Arg 


Gin 


Thr 


Leu 


Leu 


Tyr 


Leu 


Val 


Leu 


1 






5 










10 










15 




Gly Leu 


Trp 


Leu 


Glu 


His 


Val 


Leu 


Pro 


Ser 


Ser 


Phe 


Gly 


Thr 


Val 


Met 






20 










25 










30 






Val Pro 


Leu 


Cys 


Gly 


Pro 


Arg 


Met 


Thr 


Ala 


Arg 


Leu 


Leu 


Phe 


Leu 


Pro 




35 










40 










45 








Val Pro 


Leu 


Ser 


Ala 


Glu 


Asn 


Glu 


Leu 


Arg 


Arg 


Ala 


Leu 


Leu 


Ser 


Thr 


50 










55 










60 
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Glu Ala His Thr lie Ser Leu Val Gly Gin Arg Leu Ala lie Pro Cys 
65 70 75 80 

Asn Asn lie Ser Xaa Phe lie Tyr Leu lie Lys Asn Arg Asn Leu Gly 

85 90 95 

Gin Gin Pro Ala Tyr Ser Thr Cys Trp Asp His Xaa Leu Leu Val Ser 

100 105 110 

Leu Phe Tyr Phe Lys Thr Phe His lie Xaa Thr His Gly Ser Thr Ser 

115 120 125 

Phe Thr Phe He Lys Leu 
130 

<210> 2142 
<211> 315 
<212> PRT 

<213> Homo sapien (7327747-39-1-1406) 
<400> 2142 

Met Glu Thr Trp Val Asn Gin Ser Tyr Thr Asp Gly Phe Phe Leu. Leu 

15 10 15 

Gly He Phe Ser His Ser Thr Ala Asp Leu Val Leu Phe Ser Val Val 

20 25 30 

Met Ala Val Phe Thr Val Ala Leu Cys Gly Asn Val Leu Leu He Phe 

35 40 45 

Leu He Tyr Met Asp Pro His Leu His Thr Pro Met Tyr Phe Phe Leu 

50 55 60 

Ser Gin Leu Ser Leu Met Asp Leu Met Leu Val Cys Thr Asn Val Pro 
65 70 75 80 

Lys Met Ala Ala Asn Phe Leu Ser Gly Arg Lys Ser He Ser Phe Val 

85 90 95 

Gly Cys Gly He Gin He Gly Leu Phe Val Cys Leu Val Gly Ser^ Glu 

100 105 110 

Gly Leu Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala He Ser 

115 120 125 

His Pro Leu His Tyr Pro He Leu Met Asn Gin Arg Val Cys Leu Gin 

130 135 140 

He Thr Gly Ser Ser Trp Ala Phe Gly He He Asp Gly Leu He Gin 
145 150 155 160 

Met Val Val Val Met Asn Phe Pro Tyr Cys Gly Leu Arg Lys Val Asn 

165 170 175 

His Phe Phe Cys Glu Met Leu Ser Leu Leu Lys Leu Ala Cys Val Asp 

180 185 190 

Thr Ser Leu Phe Glu Lys Val He Phe Ala Cys Cys Val Phe Met Leu 

195 200 205 

Leu Phe Pro Phe Ser He He Val Ala Ser Tyr Ala Arg He Leu Gly 

210 215 220 

Thr Val Leu Gin Met His Ser Ala Gin Ala Trp Lys Lys Ala Leu Ala 
225 230 235 240 

Thr Cys Ser Ser His Leu Thr Ala Val Thr Leu Phe Tyr Gly Ala Ala 

245 250 255 

Met Phe He Tyr Leu Arg Pro Arg His Tyr Arg Ala Pro Ser His Asp 

260 265 270 

Lys Val Ala Ser He Phe Tyr Thr Val Leu Thr Pro Met Leu Asn Pro 

275 280 285 

Leu He Tyr Ser Leu Arg Asn Arg Glu Val Met Gly Ala Leu Arg Lys 

290 295 300 

Gly Leu Asp Arg Cys Arg He Gly Ser Gin His 
305 310 315 

<210> 2143 
<211> 308 
<212> PRT 
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<213> Homo sapien (7328761-32-2018-4643) 
<220> 

<221> VARIANT 

<222> (1)...(308) 

<223> Xaa = Any Amino Acid 



<400> 2143 



Met 


Lys 


1 le 


Asn 


Asp 


Ser 


Ser 


Gly Glu 


Asp 


Phe 


He 


Leu 


val 


Gly 


Phe 


1 








5 










10 










15 




Ser 


Glu 


Tyr 


Pro 
20 


Gin 


Ala 


Glu 


Phe 


He 
25 


Leu 


Ser 


Leu 


Phe 


vai 

30 


Ser 


Gly 


Pne 


Tyr 


Thr 


Met 


Thr 


Pne 


Thr Gly Asn Thr Ala 


He 


He 


Leu 


Val 


Ser 






35 










40 










45 








Leu 


Leu 
50 


Asp 


Tyr 


Arg 


Leu 


Arg 
55 


Thr 


Pro 


Met 


Tyr 


Phe 
60 


Phe 


Leu 


Arg 


Lys 


Leu 


Ser 


Phe 


Leu 


Asp 


Met 


Cys 


Phe 


Thr 


Thr 


Cys 


lie 


Val 


Leu 


Gin 


Met 


65 










70 










75 










80 


Leu 


Val 


Asn 


He 


Trp 


Gly 


Glu 


Ser 


Lys 


Lys 


Val 


Ser 


Tyr 


Val 


Gly Cys 










85 










90 










95 




Met 


Val 


Gin 


Tyr 


Ser 


Val 


Ala 


Leu 


Ala 


Leu Gly Ser Thr 


Glu 


Cys 


Val 








100 










105 










110 






Leu 


Leu 


Ala 
115 


He 


Met 


Ala 


Val 


Asp 
120 


Arg 


Tyr 


Val 


Ala 


Val 
125 


Arg 


Trp 


Pro 


Leu 


His 
130 


Tyr 


Val 


Thr 


He 


Met 
135 


His 


Gin 


Gin 


He 


Cys 
140 


His 


Phe 


Leu 


Ala 


Ala 


Leu 


Ser 


Trp 


Phe 


Ser 


Gly Leu Ala Asn Ser Leu 


Phe 


His 


Ser 


Ser 


145 










150 










155 










160 


Leu 


Thr 


Thr 


He 


Leu 
165 


Pro 


Leu 


Cys 


Gly 


His 
170 


Arg 


Arg 


Val 


Asp 


His 
175 


Phe 


Phe 


Cys 


Glu 


Val 
180 


Leu 


Leu 


He 


Val 


Lys 
185 


Leu 


Ser 


Cys 


Val 


Asp 
190 


Thr 


Gly 


Pro 


Thr 


Glu 
195 


Leu 


Lys 


Met 


Leu 


He 
200 


Ala 


Arg 


Val 


He 


He 
205 


Leu 


Ala 


Leu 


Pro 


Val 
210 


Cys 


Thr 


He 


Leu 


Thr 
215 


Ser 


Tyr 


Ala 


Cys 


He 
220 


Ala 


Arg 


Ala 


Val 


Leu 


Arg 


Leu 


Gin 


Ser 


Ala 


Glu Gly Gin 


Gin 


Lys 


Ala 


Phe 


Gly Thr 


Cys 


225 










230 










235 










240 


Ala 


Ser 


His 


Leu 


Met 


Val 


Val 


Leu 


Leu 


Phe 


Tyr Gly Thr 


He 


Met 


Phe 










245 










250 










255 




Met 


Cys 


Leu 


Gin 
260 


Leu 


Lys 


Ser 


Asn 


Tyr 
265 


Ser 


Gin 


He 


Gin 


Gly 
270 


Lys 


Leu 


Leu 


Pro 


Leu 
275 


Val 


Tyr 


Thr 


He 


Ala 
280 


Ala 


Pro 


Thr 


Xaa 


Asn 
285 


Pro 


Leu 


He 


Tyr 


Ala 
290 


Leu 


Arg 


Asn 


Lys 


Val 
295 


Val 


Lys 


Arg 


Ala 


He 
300 


Gly 


Lys 


Leu 


He 



Trp Lys Asp Ser 
3 05 



<210> 2144 
<211> 101 
<212> PRT 

<213> Homo sapien (7341899-1-693-1026) 
<220> 

<221> VARIANT 

<222> (1)...(101) 

<223> Xaa = Any Amino Acid 

<400> 2144 

Gin Met Leu Thr Asp Trp Trp Gly Pro Asn Arg Thr Thr Ser Tyr Val 
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15 10 15 

Asn Cys Thr lie Gin Phe Leu Val Ser Leu Xaa Cys Met Cys His Tyr 

20 25 30 

He He Ser Tyr Asn Tyr Phe He He He Cys His Pro Leu Xaa Tyr 

35 40 45 

Leu Leu He Met Asn Leu Tyr Leu Leu Leu Asn Leu Thr Leu He Leu 

50 55 60 

Glu Gly Xaa Phe He His Phe Trp His His Val Tyr Ser He Leu Lys 
65 70 75 80 

He Pro Arg Met Lys Lys Lys Asn Leu Gin He He Pro Leu He Gly 

85 90 95 

Cys Cys Leu Ala Glu 
100 

<210> 2145 
<211> 326 
<212> PRT 

<213> Homo sapien (7341899-24-747-1936) 
<400> 2145 

Met Glu Arg Ala Asn Asp Ser Thr Phe Ser Gly Phe He Leu Leu Gly 

1 5 io 15 

Phe Ser Asn Arg Pro Gin Leu Glu Thr Ala Leu Phe Val Val He Leu 

20 25 30 

He He Tyr Phe Leu Ser Phe Leu Gly Asn Gly Thr He He Leu Leu 

35 40 45 

Ser He Val Asp Pro Arg Leu His Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

Asn Leu Ser Phe Met Asp Leu Cys Leu Thr Thr Cys Thr Val Pro Gin 
65 70 75 • 80 

Thr Leu Val Asn Phe Lys Gly Lys Asp Lys Thr He Thr Tyr Gly Gly 

85 90 95 

Cys Val Thr Gin Leu Phe He Ala Leu Gly Leu Gly Gly Ser Glu Cys 

100 105 no 

Val Leu Leu Ser Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Arg 

115 120 125 

Ser Leu His Tyr Met Val Ser Met His Pro Gin Leu Cys Leu Gin Leu 

130 135 140 

Val Val Thr Thr Trp Leu Thr Gly Phe Gly Asn Ser Val He Gin Thr 
"5 150 155 160 

Ala Leu Thr Met Thr Leu Pro Leu Cys Asp Lys Asn Gin Val Asp His 

165 170 175 

Phe Phe Cys Glu Val Pro Val Met Leu Lys Leu Ser Cys Thr Asn Thr 

180 185 " 190 

Ser He Asn Glu 'Ala Glu He Phe Ala Val Ser Val Phe Phe Leu Val 

195 200 205 

Val Pro Leu Ser Leu He Leu Ala Ser Tyr Gly His He Thr His Ala 

210 215 220 

Val Leu Lys He Lys Ser Ala Gin Gly Arg Gin Lys Ala Phe Gly Thr 
225 230 235 240 

Cys Gly Ser His Leu Leu Val Val He He Phe Phe Gly Thr Leu He 

245 250 255 

Ser Met Tyr Leu Gin Pro Pro Ser Ser Tyr Ser Gin Asp Val Asn Lys 

260 265 270 

Ser He Ala Leu Phe Tyr Thr Leu Val Thr Pro Leu Leu Asn Pro Leu 

275 280 285 

He Tyr Thr Leu Arg Asn Lys Glu Val Lys Gly Ala Thr Lys Lys Thr 

290 295 300 

Ser Gly Glu Asp He Ala Cys Met Arg Lys Leu Thr Gin Gly Leu Gin 
305 310 315 320 

Phe Gin Thr Phe Val His 
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325 



<210> 2146 
























<211> 155 
























<212> PRT 
























<213> Homo sapien (7341899-6 


-1-567) 














<220> 




















< 






<221> VARIANT 
























<222> (1)...(155) 






















<223> Xaa = Any 


Amino Acid 


















<400> 2146 
























Met Lys 


Lys Lys 


Asn 


Leu 


Gin 


Asp 


Asn 


Ser Leu 


His 


Val 


Leu 


Leu 


Ala 


1 


5 










10 








1 c 
ID 




Met Leu 


Lys Thr 


Val 


Phe 


Leu 


Asp 


Ala 


Thr He 


Glu 


Glu 


Met 


Ser 


Val 




20 










25 








30 






Phe Val 


Leu Asn 


Asn 


Val 


Asn 


Val 


Leu 


He Cys 


Leu 


He 


Ser 


Asn 


Phe 




35 








40 








45 








Thr Cys 


Tyr Gly Tyr 


He 


Ala Gly 


Ala 


Leu Arg Met 


Asn 


Thr 


Ser 


Asn 


50 








55 








60 






His 




Xaa He 


Arg Ser 


Lys 


Leu 


Arg 


Asn 


Gin 


Tyr His 


His 


His 


His 


Arg 


65 




70 








75 










O A 

80 


Cys His 


Phe He 


He 


Asp 


Ser 


He 


Phe 


Tyr Gly 


He 


He 


Val 


Xaa 


Met 




85 










90 








95 




Leu Leu 


Gin Asp 


Gly 


Asn 


Asn 


Ser 


Ser Gin Asp Gin Glu Arg 


Phe 


Phe 




100 










105 








110 






He Leu 


Phe Tyr 


Thr 


He 


Leu 


Thr 


Pro 


Ser Leu 


Lys 


Leu 


Leu 


Val 


Tyr 




115 








120 








125 








Leu Leu 


Arg Asn 


Lys 


Asp 


He 


Lys 


Asp 


He Ser 


Arg 


Arg 


He 


Leu 


Arg 


130 






135 








140 










Phe Gly 


Arg Glu 


Ser 


Ser 


Lys 


Met 


Lys 


Gly Asn 












145 






150 








155 












<210> 2147 
























<211> 318 
























<212> PRT 
























<213> Homo sapien (7341900-14-7037-9080) 












<220> 


























<221> VARIANT 
























<222> (1) . . . (318) 






















<223> Xaa = Any 


Amino Acid 


















<400> 2147 






















Fne 


Met Ala 


Glu Ser 


Gly 


Thr 


Thr 


Val 


Thr 


Glu Phe 


Phe 


Leu 


Arg 


Giy 


1 




5 










10 








15 




Arg Leu 


Lys Ala 


Glu 


Leu 


Gin 


He 


Gly 


Leu Phe 


Phe 


Val 


Phe 


Leu 


Val 




20 










25 








30 






He Phe 


Leu lie 


Thr 


Met 


Gly 


Gly 


Asn 


Leu Gly Met 


He 


Val 


Leu 


Met 




35 








40 








45 








Leu He 


Gin Thr 


Asp 


Pro 


Arg 


Leu 


Gin 


Thr Pro 


Met 


Tyr 


Phe 


irne 


Leu 


50 








55 








60 










Ser His 


Leu Ser 


Phe 


Leu 


Asp 


He 


Cys 


Tyr Ser 


Ser 


Val 


He 


Gly 


Pro 


65 






70 








75 










80 


Gin Leu 


Leu Glu 


Thr 


Leu 


Ala 


Thr 


Asp 


Lys Met 


He 


He 


Thr 


Tyr 


Glu 






85 










90 








95 




Arg Cys 


Ala Ser 


Gin 


Phe 


Phe 


Phe 


Phe 


Thr Leu 


Cys 


Ala 


Ser 


He 


Glu 


100 










105 








110 






Cys Phe 


Leu Leu 


Ala 


Val 


Met 


Ala 


Tyr 


Asp Arg 


Tyr 


Val 


Ala 


Val 


Cys 


115 








120 








125 
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Asn Pro Leu Leu Tyr Ala lie Val Met Thr Pro Lys Thr Arg Leu Ala 

130 135 140 

Leu Leu Ala Gly Ala Tyr Ser Gly Ala He Val Asn Ser Val He Cys 
145 150 155 160 

Thr Gly Cys Thr Phe Ser He Ser Phe Ser Lys Ser Asn His Val Asp 

165 170 175 

Phe Phe Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ala Cys Ser Glu 

180 185 190 

Thr Arg Pro Arg Glu Trp Val He Tyr Leu Ser Ala Phe Leu Val He 

195 200 205 

Thr Thr Ser He Ser Val He Leu Thr Ser Tyr Leu Phe He He Gin 

210 215 220 

Ser Val Leu Lys He Arg Thr Ala Gly Gly Arg Ala Lys Thr Phe Ser 
225 230 235 240 

Thr Cys Ala Ser His Met Thr Ala Leu Thr Leu Phe Phe Gly Thr Leu 

245 250 255 

He Phe He Tyr Leu Lys Gly Asn Met Gly Glu Ser Leu Glu Glu Asp 

260 265 270 

Lys He Val Ser He Phe Tyr Thr Val Val He Pro Met Leu Asn Pro 

275 280 285 

i Met lie Tyr Ser Leu Arg Asn Lys Asp Met Lys Glu Ala Leu Lys Lys 

290 295 300 

Val Phe Asn Arg He Arg Val Ser Gin Ala Glu Xaa Leu Leu 
305 310 315 

<210> 2148 
<211> 317 
<212> PRT 

<213> Homo sapien (7341900-15-17952-19084) 
<400> 2148 

Met Gin Pro Tyr Thr Lys Asn Trp Thr Gin Val Thr Glu Phe Val Met 

15 10 15 

Met Gly Phe Ala Gly He His Glu Ala His Leu Leu Phe Phe lie Leu 

20 25 30 

Phe Leu Thr Met Tyr Leu Phe Thr Leu Val Glu Asn Leu Ala He He 

35 40 45 

Leu Val Val Gly Leu Asp His Arg Leu Arg Arg Pro Met Tyr Phe Phe 

50 55 60 

Leu Thr His Leu Ser Cys Leu Glu He Trp Tyr Thr Ser Val Thr Val 
65 70 75 80 

Pro Lys Met Leu Ala Gly Phe He Gly Val Asp Gly Gly Lys Asn He 

85 90 " " 95 

Ser Tyr Ala Gly Cys Leu Ser Gin Leu Phe He Phe Thr Phe Leu Gly 

100 105 110 

Ala Thr Glu Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr Val 

115 120 125 

Ala He Cys Met Pro Leu His Tyr Gly Ala Phe Val Ser Trp Gly Thr 

130 135 140 

Cys He Arg Leu Ala Ala Ala Cys Trp Leu Val Gly Phe Leu Thr Pro 
145 150 155 160 

He Leu Pro He Tyr Leu Leu Ser Gin Leu Thr Phe Cys Gly Pro Asn 

165 170 175 

Val He Asp His Phe Ser Cys Asp Ala Ser Pro Leu Leu Ala Leu Ser 

180 185 190 

Cys Ser Asp Val Thr Trp Lys Glu Thr Val Asp Phe Leu Val Ser Leu 

195 200 205 

Ala Val Leu Leu Ala Ser Ser Met Val He Ala Val Ser Tyr Gly Asn 

210 215 220 

lie Val Trp Thr Leu Leu His He Arg Ser Ala Ala Glu Arg Trp Lys 
225 230 235 240 
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Ala Phe Ser Thr Cys Ala Ala His Leu Thr Val Val Ser Leu Phe Tyr 

245 250 255 

Gly Thr Leu Phe Phe Met Tyr Val Gin Thr Lys Val Thr Ser Ser He 

260 265 270 

Asn Phe Asn Lys Val Val Ser Val Phe Tyr Ser Val Val Thr Pro Met 

275 280 285 

Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly Ala 

290 295 300 

Leu Gly Arg Val Phe Ser Leu Asn Phe Trp Lys Gly Gin 
305 310 315 

<210> 2149 
<211> 314 
<212> PRT 

<213> Homo sapien (7341900-16-17098-20843) 
<400> 2149 

Met Ala Lys Asn Asn Leu Thr Arg Val Thr Glu Phe He Leu Met Gly 

15 10 15 

Phe Met Asp His Pro Lys Leu Glu He Pro Leu Phe Leu Val Phe Leu 

20 25 30 

Ser Phe Tyr Leu Val Thr Leu Leu Gly Asn Val Gly Met He Met Leu 

35 ,40 45 

He Gin Val Asp Val Lys Leu Tyr Thr Pro Met Tyr Phe Phe Leu Ser 

50 55 60 

His Leu Ser Leu Leu Asp Ala Cys Tyr Thr Ser Val He Thr Pro Gin 
65 70 75 80 

He Leu Ala Thr Leu Ala Thr Gly Lys Thr Val He Ser Tyr Gly His 

85 90 95 

Cys Ala Ala Gin Phe Phe Leu Phe Thr He Cys Ala Gly Thr Glu Cys 

100 105 HO 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Ala Ala He Arg Asn 

115 120 125 

Pro Leu Leu Tyr Thr Val Ala Met Asn Pro Arg Leu Cys Trp Ser Leu 

130 135 140 

Val Val Gly Ala Tyr Val Cys Gly Val Ser Gly Ala He Leu Arg Thr 
145 150 155 160 

Thr Cys Thr Phe Thr Leu Ser Phe Cys Lys Asp Asn Gin He Asn Phe 

165 170 175 

Phe Phe Cys Asp Leu Pro Pro Leu Leu Lys Leu Ala Cys Ser Asp Thr 

180 185 190 

Ala Asn He Glu He Val He He Phe Phe Gly Asn Phe Val He Leu 

195 200 205 

Ala Asn Ala Ser Val He Leu He Ser Tyr Leu Leu He He Lys Thr 

210 215 220 

He Leu Lys Val Lys Ser Ser Gly Gly Arg Ala Lys Thr Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His He Thr Ala Val Ala Leu Phe Phe Gly Ala Leu He 

245 250 255 

Phe Met Tyr Leu Gin Ser Gly Ser Gly Lys Ser Leu Glu Glu Asp Lys 

260 265 270 

Val Val Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 

275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Phe Arg Lys Val 

290 295 300 

Ala Arg Arg Leu Gin Val Ser Leu Ser Met 
305 310 

<210> 2150 
<211> 311 
<212> PRT 
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<213> Homo sapien (7341900-6-1691-2778) 
<220> 

<221> VARIANT 

<222> (1) . . . (311) 

<223> Xaa = Any Amino Acid 

<400> 2150 

Glu Lys Asn Leu lie Ser Met Asn Gly Phe Met Asn Phe Thr Asp Tyr 

1 5 10 15 

Pro Glu Leu Glu Met Pro Leu Phe Leu Val Phe Leu Ser Cys Phe Leu 

20 25 30 

Ala lie lie Leu Arg Asn Met Glu Trp Val lie Leu Thr Gin Val Asn 

35 40 45 

Val His Leu Phe Thr Pro He Tyr Phe Phe Leu Thr Asn Val Thr Leu 

50 55 60 

Trp Asp Thr Ser Val He Met Pro Gin He Leu Ala He Leu Ala Thr 
65 70 75 80 

Gly Lys Thr Thr He Ser Tyr Val Pro Leu He Lys Ala Met Arg Ser 

85 90 " 95 

Phe Phe Phe He Cys Val Gly Thr Xaa Cys Phe Leu Pro Thr Ala Met 

100 105 no 

Thr He Ser Ser His Cys Pro Thr Leu Gin Ala Met Asn Phe Lys Thr 

H5 120 125 

Cys Trp Gly Phe Phe Leu Val Gly He Cys Cys Cys Thr Cys Trp Val 

130 135 140 

Leu Met Val Asn Val Val Asn Ala Tyr Thr Xaa Gly Leu Ser Gly Ala 
145 150 155 160 

Thr Phe Asn Thr He Cys Thr Phe Ala Arg Phe Phe Cys Asp Asp Asn 

165 170 175 

Xaa He Lys Phe Cys His lie Leu Pro Leu Leu Lys Leu He Xaa Asn 

180 185 190 

Thr Ser Gly Asn Ser Lys He He He Val He Leu Thr Ala Phe Met 

195 200 205 

He He Ala Gly Thr Arg Val He Leu He Ser Tyr Leu Leu He He 

210 215 220 

Arg Ala Leu Arg Met Lys Ser Ser Ser Gly Arg Ser Gin Xaa Phe Tyr 
225 2 30 235 240 

Pro Ser Thr Cys Ala Ser His Leu Thr Ala Met Thr Phe Phe Gly He 

2 45 250 255 

Pro He Phe Arg His Val Lys Tyr Leu Arg Xaa He Thr Asp Arg Arg 

260 265 270 

Gin Val Gly He Met Thr Cys Thr He Phe He Pro Met Leu Glu Leu 

2 ?5 280 285 

Leu He Gin Ser Leu Lys Lys Asp lie Gin Val Ala Phe Lys Lys Ala 

290 295 300 

He Gly Asn Phe Trp Val Phe 
305 310 

<210> 2151 
<211> 306 
<212> PRT 

<213> Homo sapien (7406632-1-90980-93013) 
<400> 2151 

Met Glu Gly Lys Asn Gin Thr Asn He Ser Glu Phe Leu Leu Leu Gly 

1 5 10 15 

Phe Ser Ser Trp Gin Gin Gin Gin Val Leu Leu Phe Ala Leu Phe Leu 

20 25 30 

Cys Leu Tyr Leu Thr Gly Leu Phe Gly Asn Leu Leu He Leu Leu Ala 
35 40 45 



1269 



BWSOOCID: <WO_0127158A2_I_> 



WO 01/27158 



PCT/US00/27582 



Tl 

lie 


Gly 


Ser 


Asp 


111 5 


Cys 


T ,o\ i 


His 


Thr 


Pro 


Met Tyr 


Phe 


Phe 


Leu 


Ala 














55 








60 










Asn 


Leu 


Ser 


Leu 


val 


Asp 


Leu 


Cys 


Leu 


Pro 


Ser Ala 


Thr 


Val 


Pro 


Lys 


DD 










70 










75 








80 


Met 


Leu 


Leu 


Asn 


Tip 
1 1 ti 


Gin 


Thr 


Gin 


Thr 


Gin 


Thr He 


Ser 


Tyr 


Pro 


Gly 










85 










90 








95 




Cys 


Leu 


Ala 


bin 


I'lcL 


Tyr 


rue 




Met 


Met 


Phe Ala 


Asn 


Met 


Asp 


Asn 






1UU 










105 

IV -J 








110 






Pne 


Leu 


Leu 




Val 


rie L. 


Ala 

/ilea 


iyi 


AO ±J 


Arg Tyr Val 


Ala 


He 


Cvs 


His 






115 










120 








125 








Pro 


Leu 


His 


Tyr 


Ser 


1 Jli 


lie 


Met 
l its u 


Ala 


Leu Arg Leu 


Cys 


Ala 


Ser 


Leu 




1JU 








1 -J 








140 










vai 


Ala 


Ala 


Pro 


Trp 


val 


Tl <=» 
lie 


Ala 


He 


Leu 


Asn Pro 


Leu 


Leu 


His 


Thr 




















155 








160 


Leu 


Met 


Met 


Ala 


HIS 


Leu 


111 S 


p"h o 


^•y ^ 


Ser Asp Asn Val 


He 


His 


His 










lOD 










170 








175 




Pne 


Phe 


Cys 


Asp 


lie 


Asn 


Ser 


Leu 


Leu 


Pro 


Leu Ser 


Cys 


Ser 


Asp 


Thr 






inn 

loU 










185 








190 






Ser 


Leu 


Asn 


Gin 


Leu 


Ser 


Val 


Leu 


Ala 


Thr 


Val Gly 


Leu 


He 


Phe 


Val 






195 










200 








205 








Val 


Pro 


Ser 


Val 


Cys 


lie 


Leu 


Val 


Ser 


Tyr 


He Leu 


He 


Val 


Ser 


Ala 




210 










215 








220 










Val 


Met 


Lys 


Val 


Pro 


Ser 


Ala Gin Gly 


Lys 


Leu Lys 


Ala 


Phe 


Ser 


Thr 


225 








Z J u 










235 








240 


Cys 


Gly 




HIS 


Leu 


Al « 


Leu 


Val 


He 


Leu 


Phe Tyr Gly Ala 


He 


Thr 
















250 








255 




Gly 


Val 


Tyr 


Met 


Ser 


Pro 


Leu 


Ser 


Asn 


His 


Ser Thr 


Glu 


Lys 


Asp 


Ser 




260 










265 








270 






Ala 


Ala 


Ser 


Val 


He 


Phe 


Met 


Val 


Val 


Ala 


Pro Val 


Leu 


Asn 


Pro 


Phe 






275 










280 








285 








He 


Tyr 


Ser 


Leu 


Arg 


Asn 


Asn 


Glu 


Leu 


Lys 


Gly Thr 


Leu 


Lys 


Lys 


Thr 




290 










295 








300 










Leu 


Ser 





























305 



<210> 2152 
<211> 314 
<212> PRT 

<213> Homo sapien (7407927-19-1-4216) 



<400> 2152 



Met 


Glu 


Gly 


Phe 


Asn 


Tyr 


Ser 


Arg Val 


Ser 


Glu 


Phe 


Met 


Leu 


Leu 


Gly 


1 






5 








10 










15 




Leu 


Thr 


Asp 


Ser 


Pro 


Glu 


Leu 


Gin He 


Phe 


Phe 


Ser 


Val 


Val 


Phe 


Ser 






20 








25 










30 






Val 


Phe 


Tyr 
35 


Leu 


Met 


Thr 


Met 


Leu Gly 
40 


Asn 


Cys 


Leu 


He 
45 


Leu 


Leu 


Thr 


Val 


Leu 
50 


Ser 


Thr 


Ser 


His 


Leu 
55 


His Ser 


Arg 


Met 


Tyr 
60 


Phe 


Leu 


Leu 


Ser 


Asn 


Met 


Ser 


He 


Asp 


Met 


Cys 


Leu Ser 


Ser 


Phe 


Ala 


Thr 


Pro 


Lys 


Met 


65 










70 








75 










80 


He 


Met 


Asp 


Phe 


Phe 


Ala 


Leu 


Arg Lys 


Thr 


He 


Ser 


Phe 


Glu 


Gly Cys 








85 








90 










95 




He 


Ser 


Gin 


He 
100 


Phe 


Phe 


Leu 


His Leu 
105 


Phe 


Asn 


Gly 


Thr 


Glu 
110 


He 


Val 


Leu 


Leu 


He 
115 


Ser 


Met 


Ser 


Phe 


Asp Arg 
120 


Tyr 


He 


Ala 


He 
125 


Cys 


Lys 


Pro 


Leu 


His 


Tyr 


Ser 


Thr 


He 


Met 


Ser Gin 


Arg 


Val 


Cys 


Val 


Glu 


Leu 


Val 




130 








135 








140 










Ala 


Val 


Ser 


Cys 


Trp 


Thr 


Val 


Gly Phe 


Leu 


His 


Thr 


Met 


Ser 


Gin 


Leu 


145 








150 








155 










160 
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Val Phe 


Ala 


Leu 


Tyr 
165 


Leu 


Pro 


Phe 


Cys 


Val 
170 


Pro 


Asn Val 


Val 


Asp 
175 


Ser 


Phe Phe 


Cys 


Asp 


Leu 


Pro 


Leu 


Val 


He 


Gin 


Leu 


Ala Cys 


He 


Asp 


He 






180 










185 








190 




Tyr Val 


Leu Gly 


Thr 


Ser 


Met 


He 


Ser 


Thr 


Ser 


Gly Val 


He 


Ala 


Leu 




195 










200 








205 








lie Ser 


Phe 


Leu 


Leu 


Leu 


Leu 


Thr 


Ser 


Tyr 


He 


He Val 


Leu 


Asn 


He 


210 










215 










220 








Val Arg 


Asp 


Tyr 


Ser 


Ser 


Thr 


Gly 


Ser 


Ser 


Lys 


Ala Leu 


Ser 


Thr 


Cys 


225 








230 










235 








240 


Thr Ala 


His 


Phe 


He 


Val 


Val 


Leu 


Met 


Phe 


Phe Gly Pro Cys 


He 


Phe 








245 










250 








255 




He Tyr 


Val 


Trp 
260 


Pro 


Ser 


Thr 


Asn 


Phe 
265 


Leu 


Val 


Asp Lys 


He 
270 


Leu 


Ser 


Val Phe 


Tyr 


Thr 


He 


Phe 


Thr 


Pro 


Phe 


Leu 


Asn 


Pro Leu 


He 


Tyr 


Thr 




275 










280 








285 






Leu Arg 


Asn 


Gin 


Glu 


Val 


Lys 


Thr 


Ala 


Met 


Lys 


Lys Lys 


Leu 


Asn 


He 


290 










295 










300 








Gin Tyr 


Phe 


Ser 


Leu 


Gly 


Lys 


Thr 


Ala 


Pro 













305 310 



<210> 2153 
























<211> 117 
























<212> PRT 
























<213> Homo 


sapien (7407927- 


23-3086- 


3824) 












<220> 
























<221> VARIANT 






















<222> (1) . . 


. (117) 




















<223> Xaa = 


Any Amino Acid 


















<400> 2153 
























Ser He Thr 


Glu 


Ala 


Leu Cys 


Leu 


Lys 


Tyr Val 


His 


Leu 


Asn 


Asn 


Lys 


1 




5 








10 








15 


Glu Met Tyr 


Phe 


Met 


Tyr Leu 


Gly 


Lys 


Asn Arg 


Ser 


Arg 


He 


He 


Asn 




20 








25 








30 






Val Cys Ser 


Leu 


Val 


Leu Gin 


He 


He 


Thr Thr 


He 


He 


Leu 


He 


Leu 


35 








40 








45 








Pro Ser Pro 


Trp 


Leu 


Ser Leu 


He 


He 


Ser Gly Thr 


Phe 


Trp 


He 


He 


50 






55 








60 








Xaa Pro Leu 


His 


Ser 


Phe Pro 


His 


Gin 


He He 


Xaa 


Asn 


He 


Asn 


Thr 


65 






70 






75 










80 


Ala Thr Glu 


Cys 


Thr 


He Ser 


Lys 


Leu 


Leu Leu 


Tyr 


His 


Leu 


Gly 


Ser 






85 








90 








95 




Lys Leu Phe 


Asn 


Val 


Lys Ala 


Gin 


Phe 


Ser Thr 


Xaa 


Leu 


Leu 


Pro 


Asn 




100 








105 








110 






Glu Leu Tyr 


Val 


Leu 




















115 

























<210> 2154 
<211> 338 
<212> PRT 

<213> Homo sapien (7407958-12-642-1844) 
<220> 

<221> VARIANT 

<222> (1)...(338) 

<223> Xaa = Any Amino Acid 

<400> 2154 

Met He Ser Phe Leu Val Pro Gly Leu Met Glu Glu Glu Asn Gin Arg 
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1 








5 










10 










15 




Gly 


Val 


Val 


His 


Phe 


His 


Phe 


His 


Phe 


Phe 


Ser 


Thr 


Asp 


Leu 


Val 


Val 






20 










25 










30 






Ala 


Ser 


Phe 
35 


He 


He 


Val 


Ala 


Leu 
40 


Met 


Leu 


His 


Leu 


Arg 
45 


Ser 


Leu 


Val 


Gly 


His 


Phe 


Thr 


Phe 


Gly 


Pro 


Thr 


Val 


Trp 


Gin 


Asp 


Pro 


Phe 


Leu 


His 


50 










55 










60 










lie 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Phe 


Ser 


Leu 


Ala 


Leu 


Thr 


Met 


Leu 


Glu 


65 








70 










75 










80 


lie 


Gly 


Tyr 


Ser 


Thr 


Asn 


He 


Ser 


Pro 


Pro 


Thr 


Leu 


Ala 


Thr 


Val 


Leu 






85 










90 










95 




Tvr 

.* 


Met 


Gly Lys 


Met 


Leu 


He 


Ser 


Leu 


Pro 


Gly 


Tyr 


Gly 


Thr 


Gin 


Met 






100 










105 










110 






Leu 


Phe 


Val 


He 


Leu 


Leu Arg 


Gly 


Ser 


Glu 


Cys 


Val 


Leu 


Leu 


Ala 


Val 






115 










120 










125 








Met 


Ala 


Tyr Asp 


Arg 


Tyr 


He 


Thr 


He 


Cys 


His 


Pro 


Phe 


Asn Tyr 


Asn 




130 










135 










140 










Leu 


He 


Met 


Ser 


Gly 


Xaa 


Leu 


Cys 


Gly Gin 


Met 


Thr 


Leu 


oiy 


Ser 


Leu 


145 










150 










155 










160 


Aro 

nj - y 


Leu 


Gly 


Phe 


Leu 


Leu 


Ser 


Leu 


Phe 


Leu 


Thr 


Met 


Leu 


He 


Xaa 


His 






165 










170 










175 




Pro 


Pro 


Phe 


Cys 
180 


Glv 


Leu 


Asp 


Glu 


Thr 
185 


Tyr 


His 


Phe 


Phe 


Cys 
190 


Asp 


Met 


XT -L KJ 


Thr 


Ala 
195 


Ser 


Arg 


Leu 


Val 


Cys 
200 


Ala 


Asp 


Thr 


Thr 


Val 
205 


His 


Glu 


Ser 


Ala 


Leu 
210 


Xaa 


Leu 


Pro 


Cys 


Gly 
215 


His 


His 


His 


His 


Pro 
220 


Leu 


Pro 


Ser 


Ser 


Leu 


He 


Cys 


Leu 


Pro 


Tyr 


Gly Cys 


Leu 


Ala 


Ala 


Thr 


He 


Leu 


Arg 


Met 


225 








230 










235 










240 


His 


Ser 


Ala 


Lys 


Arcr 


Lys 


His 


Xaa 


Ala 


Phe 


Ser 


Thr 


Ser 


Ser 


Ser 


His 








245 










250 










255 




Leu 


He 


Val 


Val 
260 


Leu 


Leu 


Lys 


Tyr 


Trp 
265 


Cys 


Cys 


He 


Leu 


He 
270 


Cys 


Leu 


Cvs 


Pro 


Ser 


Ser 


Ser 


Tyr 


Ser 


Pro 


Glu 


Glu 


Gly 


Trp 


Glu 


Val 


Ser 


Leu 




275 










280 










285 








Val 


His 
290 


Met 


Phe 


He 


Leu 


Pro 
295 


Val 


Trp 


Asn 


Pro 


Leu 
300 


He 


Tyr 


Ser 


Val 


Trp 


Asn 


Gin 


Asp 


Val 


Thr 


Asp 


Ala 


Val 


Glu 


Arg 


Leu 


Val 


Ala 


Arg 


Met 


305 










310 










315 










320 


Ser 


Leu 


Xaa 


Leu 


Thr 
325 


Ala 


Arg 


Asn 


He 


Pro 
330 


Ser 


Xaa 


Lys 


He 


Phe 
335 


Pro 


Xaa 


Leu 































<210> 2155 
<211> 314 
<212> PRT 

<213> Homo sapien (7467565-10-15924-18962) 



<400> 2155 



Met 


Ser 


Asn 


Glu 


Asp 


Met 


Glu 


Gin Asp 


Asn 


Thr 


Thr 


Leu 


Leu 


Thr 


Glu 


1 








5 








10 










15 




Phe 


Val 


Leu 


Thr Gly 


Leu 


Thr 


Tyr Gin 


Pro 


Glu 


Trp 


Lys 


Met 


Pro 


Leu 








20 








25 










30 






Phe 


Leu 


Val 


Phe 


Leu 


Val 


He 


Tyr Leu 


He 


Thr 


He 


Val 


Trp 


Asn 


Leu 






35 










40 








45 








Gly Leu 


He 


Ala 


Leu 


He 


Trp 


Asn Asp 


Pro 


Gin 


Leu 


His 


He 


Pro 


Met 




50 










55 








60 










Tyr 


Phe 


Phe 


Leu 


Gly 


Ser 


Leu 


Ala Phe 


Val 


Asp 


Ala 


Trp 


He 


Ser 


Ser 


65 










70 








75 










80 


Thr 


Val 


Thr 


Pro 


Lys 


Met 


Leu 


Val Asn 


Phe 


Leu 


Ala 


Lys 


Asn 


Arg 


Met 
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85 90 95 

lie Ser Leu Ser Glu Cys Met lie Gin Phe Phe Ser Phe Ala Phe Gly 

100 105 no 

Gly Thr Thr Glu Cys Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr 

115 120 125 

Val Ala He Cys Lys Pro Leu Leu Tyr Pro Val He Met Asn Asn Ser 

130 135 140 

Leu Cys He Arg Leu Leu Ala Phe Ser Phe Leu Gly Gly Phe Leu His 
145 150 155 160 

Ala Leu lie His Glu Val Leu He Phe Arg Leu Thr Phe Cys Asn Ser 

165 170 175 

Asn He He His His Phe Tyr Cys Asp He He Pro Leu Phe Met He 

180 185 190 

Ser Cys Thr Asp Pro Ser He Asn Phe Leu Met Val Phe He Leu Ser 

195 200 205 

Gly Ser He Gin Val Phe Thr He Val Thr Val Leu Asn Ser Tyr Thr 

210 215 220 

Phe Ala Leu Phe Thr He Leu Lys Lys Lys Ser Val Arg Gly Val Arg 
? 25 230 235 ^ 240 

Lys Ala Phe Ser Thr Cys Gly Ala His Leu Leu Ser Val Ser Leu Tyr 
! 245 250 255 

Tyr Gly Pro Leu He Phe Met Tyr Leu Arg Pro Ala Ser Pro Gin Ala 

260 265 270 

Asp Asp Gin Asp Met He Asp Ser Val Phe Tyr Thr He He He Pro 

275 280 285 

Leu Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Gin Val He Asp 

290 295 300 

Ser Phe Thr Lys Met Val Lys Arg Asn Val 
305 310 

<210> 2156 
<211> 320 
<212> PRT 

<213> Homo sapien ( 753396 7 - 9-1 7699 - 1 9 0 44 ) 
<220> 

<221> VARIANT 

<222> (1)...(320) 

<223> Xaa = Any Amino Acid 

<400> 2156 

Gly Val Gly Leu Xaa Lys Leu Xaa Trp Gin He He Phe Ser Gly Asp 

15 10 15 

Ser Phe Ser Thr Trp Glu Met Phe Ser Leu Ser He Leu Gin Leu Pro 

20 25 30 

Xaa Met Tyr Thr Val Ala Leu Ser Gly Thr Ser He Leu He Phe Leu 

35 40 45 

He Xaa Thr Asp Phe Xaa Val His Thr Ser Leu Tyr Ser Phe Xaa Val 

50 55 60 

Leu He Asp He Ala He Ser Val Val Lys He Gly He Glu Val Phe 
65 70 75 80 

Ser Gly Lys He Asn Phe Ser His Thr Gly Cys Gly Thr Gin He Phe 

85 90 95 

Phe Phe Leu Thr Ala Gly He Phe Lys Tyr Val Leu Leu Thr Tyr Met 

100 105 no 

Ala Tyr Asp His Asn Val Ala He Cys Asp Leu Arg Xaa Pro Thr Phe 

H5 120 125 

Met Ser Asp Gin Val Phe Xaa Gin Trp Ala Val Glu Ser Trp He Gly 

130 135 140 

Gly Lys Leu Ser Ser Leu Ala His Thr He Tyr lie Phe His Leu Phe 
145 150 155 160 
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Ser 


Tyr 


Lys 


TV T -r* 

Ala 


Lys 


Vjlu 


T "I 




His 


Leu 


Tro 


Pro 


Lvs 


Leu 


Phe 


Xaa 
















170 










175 




Ser 


Ser 


Ser 


val 


\j ly 


Tip 

lie 


Pro 


f T V V/"r" 


lie 


Gin 


Asn 


Asp 


Val 


Phe 


Phe 


Thr 






i on 
loU 










185 










190 






lie 


lie 


Thr 


Phe 


Leu 


Fne 


rpVi v 

i nr 


L6U 


Leu 


Pro 


Leu 


Thr 


Leu 


Thr 


Leu 


Ser 




195 










900 

^ V V 










205 








Ser 


Lys 


Leu 


lie 


vai 


pne 


inr 


Tin 


Leu 




Met 


Asn 


Ser 


Ser 


Asn Gly 




210 










91 R 










220 








He 


Gly 


Ala 


Lys 


Ser 


Trp 


IT ^ — 

HIS 


rn"l_ -r- 

inr 


Tyr 


Cys 




His 


Leu 


Ser 


Val 


Leu 


225 








230 










235 










240 


Pro 


Cys 


Cys 


Gly 


cm 


Aia 


Tin 

x ±e 


r 116 


V C* -L 




Met 


Thr 


Ser 


Ser 


Ser 


Phe 






z4D 










950 










255 




Xaa 


inr 


vai 


Asn 






Gin 


Thr 


Met 


Ser 


Val 


Leu 


Thr 


Ala 


Xaa 


Leu 








260 








265 










270 






Tyr 


Pro 


Leu 


Leu 


Lys 


Pro 


Leu 


lie 


Asp 


lie 


Leu 


Lys 


Asn 


Ala 


Glu 


Val 




275 










280 










285 








Ala 


Gly 
290 


Ala 


Trp 


Ser 


Lys 


Phe 
295 


Leu 


Xaa 


Lys 


Lys 


Ala 
300 


Leu 


Lys 


Ser 


Gin 


His 


Leu 


lie 


Thr 


Arg 


Ser 


Cys 


Glu 


Asn 


Lys 


Xaa 


Thr 


Thr 


Glu 


Gin 


Ser 


305 










310 










315 










320 



<210> 2157 
<211> 196 
<212> PRT 

<213> Homo sapien (7534025-1-1-1622) 



<400> 2157 



Met 


Gly 


Tyr 


Asp 


Arg 


Tyr 


Met 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Ser 


1 






5 










10 










15 




Val 


Leu 


Met 


Gly 


His 


Gly 


Val 


Cys 


Met 


Gly Leu Met 


Ala 


Ala 


Ala 


Cys 








20 










25 










30 




His 


Ala 


Cys 


Gly 


Phe 


Thr 


Val 


Ser 


Leu 


Val 


Thr 


Thr 


Ser 


Leu 


Val 


Phe 




35 










40 










45 








Leu 


Pro 


Phe 


His 


Ser 


Ser 


Asn 


Gin 


Leu 


His 


His 


Phe 


Phe Cys 


Asp 


He 




50 










55 










60 










Ser 


Pro 


Val 


Leu 


Lys 


Leu 


Ala 


Ser 


Gin 


His 


Ser 


Gly 


Phe 


Ser 


Gin 


Leu 


65 








70 










75 










80 


Val 


He 


Phe 


Met 


Leu 
85 


Gly 


Val 


Phe 


Ala 


Leu 
90 


Val 


He 


Pro 


Leu 


Leu 
95 


Leu 


He 


Leu 


Val 


Ser 
100 


Tyr 


He 


Arg 


He 


He 
105 


Ser 


Ala 


He 


Leu 


Lys 
110 


He 


Pro 


Ser 


Ser 


Val 
115 


Gly 


Arg 


Tyr 


Lys 


Thr 
120 


Phe 


Ser 


Thr 


Cys 


Ala 
125 


Ser 


His 


Leu 


He 


Val 
130 


Val 


Thr 


Val 


His 


Tyr 
135 


Ser 


Cys 


Ala 


Ser 


Phe 
140 


He 


Tyr 


Leu 


Arg 


Pro 


Lys 


Thr 


Asn 


Tyr 


Thr 


Ser 


Ser 


Gin 


Asp 


Thr 


Leu 


He 


Ser 


Val 


Ser 


145 








150 










155 










160 


Tyr 


Thr 


He 


Leu 


Thr 


Pro 


Leu 


Phe 


Asn 


Pro 


Met 


He 


Tyr 


Ser 


Leu 


Arg 








165 










170 










175 




Asn 


Lys 


Glu 


Phe 


Lys 


Ser 


Ala 


Leu 


Arg 


Arg 


Thr 


He Gly Gin Thr 


Phe 






180 










185 










190 






Tyr 


Pro 


Leu 
195 


Ser 



























<210> 2158 
<211> 307 
<212> PRT 

<213> Homo sapien (7534025-11-6732-9742) 
<220> 

<221> VARIANT 
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<222> (1) . . . (307) 

<223> Xaa = Any Amino Acid 

<400> 2158 

Met He Thr Glu Phe He Leu He Gly Phe Ser Asn Leu Gly Asp Leu 

1 5 10 15 

Gin He Leu Leu Phe Phe He Phe Leu Leu Val Tyr Leu Thr Thr Leu 

20 25 30 

Met Ala Asn Thr Thr He Met Thr Val He His Leu Asp Arg Ala Leu 

35 40 45 

His Thr Pro Met Tyr Phe Phe Leu Phe Val Leu Ser Cys Ser Glu Thr 

50 55 60 

Cys Tyr Thr Leu Val He Val Pro Lys Met Leu Thr Asn Leu Leu Ser 
65 70 75 80 

Ala He Pro Thr He Ser Phe Ser Gly Cys Val Val Gin Leu Tyr Leu 

85 90 95 

Phe Val Gly Leu Ala Cys Thr Asn Cys Phe Leu He Ala Val Met Gly 

100 105 no 

Tyr Asp Arg Tyr Val Ala He Cys Asn Pro Leu Asn Tyr Thr Leu He 

115 120 125 

Val Ser Xaa Ala Thr Cys Met Gin Leu Val Leu Ala Ser Ser Phe Cys 

130 135 140 

Gly Phe Leu Thr Ser Val He Val Asn He Leu Val Phe Ser Val Leu 
145 150 155 160 

Leu Cys Ala Ser Asn Arg He Asn His Phe Phe Cys Asp He Ser Pro 

165 170 175 

Val He Lys Leu Gly Cys Thr Asp Thr Asn Leu Lys Glu Met Val He 

180 185 190 

Phe Phe Leu Ser He Leu Val Leu Leu Val Pro Leu Val Leu He Phe 

195 200 205 

He Ser Tyr He Phe He Val Ser Thr He Leu Lys He Ser Ser Val 

210 215 220 

Glu Gly Gin Cys Lys Ala Phe Ala Thr Cys Ala Ser His Leu Thr Val 
225 230 235 240 

Val Val Val His Tyr Gly Cys Ala Ser Phe He Tyr Leu Arg Pro Thr 

245 250 255 

Ser Leu Tyr Ser Ser Asp Lys Asp Arg Leu Val Ala Val Thr Tyr Thr 

260 265 270 

Val He Thr Pro Leu Leu Asn Pro Leu Val Tyr Thr Leu Arg Asn Lys 

275 280 285 

Glu Val Lys Met Ala Leu Arg Lys Val Leu Gly Arg Cys Leu Asn Ser 

290 295 300 

Lys Thr Val 
305 

<210> 2159 
<211> 321 
<212> PRT 

<213> Homo sapien (7534025-12-11728-15143) 
<220> 

<221> VARIANT 

<222> (1) . . . (321) 

<223> Xaa - Any Amino Acid 

<400> 2159 

Gly Thr Lys Ser He Lys Leu Thr Ser Leu Ser Glu Phe Leu Leu Leu 

1 5 10 15 

Glu Phe Ser Ser Leu Glu Glu He Gin Gin He Leu Phe Leu Val Cys 

20 25 30 

Leu Trp Leu Tyr Leu He Val Leu Ser Gly Asn He Thr Thr Val Thr 
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35 40 45 

Val lie Arg Leu Asp Gin Ser Leu His He Pro Val Tyr Leu Phe Leu 

50 55 60 

Glv He Leu Ser He Ser Gly Thr Cys Tyr Thr Phe Val He Leu Pro 
65 70 75 80 

Lys Met Leu He Asp Leu Leu Ser Leu Leu Arg Thr He Ser Phe He 

85 90 95 

Asn Cys Ala Leu Gin Met Phe Phe Phe Leu Gly Phe Ala Val Thr Asn 

100 105 HO 

Phe Met Phe Leu Gly Met Thr Val Tyr Asp Ser Tyr Val Ala He Cys 

115 120 125 

His Pro Leu His Tyr Pro Val Leu Thr Ser Trp Gin He Cys Lys Gin 

130 135 140 

Leu Ala Ala Thr Cys Ala Val He Val Phe Phe Cys Leu Phe Val Phe 
145 150 ibb 160 

Thr Asp Arg Leu Leu Leu Arg Phe Ser Leu Leu Phe Cys Gly Pro Asn 

165 170 175 

Lys He Asn His Tyr Phe Cys Asp He Ser Leu Leu He Gin Leu Ala 

180 185 190 

Cys Thr Asp Thr Tyr He Arg Glu Leu Val He Phe He Gly Gly He 

195 200 205 

Leu Ala Leu Thr Val Pro Leu Met Phe He Cys He Ser Tyr Gly Phe 
! 210 215 220 

He Val His Thr He Leu Arg He Pro Ser Cys Glu Ser Lys Gin Lys 
225 230 235 240 

Ala He Ser Thr Cys Ala Ser His Leu He Met Val Val Val His Tyr 

245 250 255 

Gly Cys Ala Ser Phe Val Asn Leu Xaa Pro Ser Ala Lys Xaa Ser Ser 

260 265 270 

Ser Lys Xaa Pro Ser Ser Lys Asn Arg Leu Val Thr Val Thr Tyr Thr 

275 280 285 

Val Val Thr Pro Leu Leu Asn Pro Met Val Tyr Ser Phe Lys Asn Lys 

290 295 300 

Asn Val Gin Met Ala He Trp Lys Val He Cys Gin Gly Gly Phe Pro 
305 310 315 320 

Pro 



<210> 2160 
<211> 324 
<212> PRT 

<213> Homo sapien (7534025-3-4346-5996) 
<400> 2160 



Met 


Thr 


Thr 


He 


He 


Leu 


Glu Val 


Asp 


Asn 


His 


Thr 


Val 


Thr 


Thr 


Arg 


1 








5 










10 










15 




Phe 


He 


Leu 


Leu 


Gly 


Phe 


Pro 


Thr 


Arg 


Pro 


Ala 


Phe 


Gin 


Leu 


Leu 


Phe 








20 










25 










30 






Phe 


Ser 


He 


Phe 


Leu 


Ala 


Thr 


Tyr 


Leu 


Leu 


Thr 


Leu 


Leu 


Glu 


Asn 


Leu 






35 










40 










45 








Leu 


He 


He 


Leu 


Ala 


He 


His 


Ser 


Asp 


Gly Gin Leu 


His 


Lys 


Pro 


Met 




50 










55 










60 






Val 


Thr 


Tyr 


Phe 


Phe 


Leu 


Ser 


His 


Leu 


Ser 


Phe 


Leu 


Glu 


Met 


Trp 


Tyr 


65 










70 










75 










80 


Val 


He 


Ser 


Pro 


Lys 


Met 


Leu 


Val 


Asp 


Phe 


Leu 


Ser 


His 


Asp 


Lys 


Ser 










85 










90 










95 




He 


Ser 


Phe 


Asn 


Gly 


Cys 


Met 


Thr 


Gin 


Leu 


Tyr 


Phe 


Phe 


Val 


Thr 


Phe 








100 








105 










110 






Val 


Cys 


Thr 


Glu 


Tyr 


He 


Leu 


Leu 


Ala 


He 


Met 


Ala 


Phe 


Asp 


Arg 


Tyr 




115 










120 










125 






Gin 


Val 


Ala 


He 


Cys 


Asn 


Pro 


Leu 


Arg 


Tyr 


Pro 


Val 


He 


Met 


Thr 


Asn 
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130 135 140 

Leu Cys Gly Thr Leu Ala Gly Gly Cys Trp Phe Cys Gly Leu Met Thr 
145 150 155 " 160 

Ala Met lie Lys Met Val Phe lie Ala Gin Leu His Tyr Cys Gly Met 

165 170 175 

Pro Gin lie Asn His Tyr Phe Cys Asp lie Ser Pro Leu Leu Asn Val 

180 185 190 

Ser Cys Glu Asp Ala Ser Gin Ala Glu Met Val Asp Phe Phe Leu Ala 

195 200 205 

Leu Met Val lie Ala lie Pro Leu Cys Val Val Val Ala Ser Tyr Ala 

210 215 220 

Ala lie Leu Ala Thr lie Leu Arg lie Pro Ser Ala Gin Gly Arg Gin 
225 230 235 240 

Lys Ala Phe Ser Thr Cys Ala Ser His Leu Thr Val Val He Leu Phe 

245 250 255 

Tyr Ser Met Thr Leu Phe Thr Tyr Ala Arg Pro Lys Leu Met Tyr Ala 

260 265 270 

Tyr Asn Ser Asn Lys Val Val Ser Val Leu Tyr Thr Val He Val Pro 

275 280 285 

Leu Leu Asn Pro He He Tyr Cys Leu Arg Asn His Glu Val Lys Ala 

290 295 300 

Ala Leu Arg Lys Thr He His Cys Arg Gly Ser Gly Pro Gin Gly Asn 
305 310 315 320 

Gly Ala Phe Ser 



<210> 2161 
<211> 305 
<212> PRT 

<213> Homo sapien (7534103-14-4211-5521) 
<400> 2161 

Met Val Ala Thr Asn Asn Val Thr Glu He He Phe Val Gly Phe Ser 

1 5 10 15 

Gin Asn Trp Ser Glu Gin Arg Val He Ser Val Met Phe Leu Leu Met 

20 25 30 

Tyr Thr Ala Val Val Leu Gly Asn Gly Leu He Val Val Thr He Leu 

35 40 45 

Ala Ser Lys Val Leu Thr Ser Pro Met Tyr Phe Phe Leu Ser Tyr Leu 

50 55 60 

Ser Phe Val Glu He Cys Tyr Cys Ser Val Met Ala Pro Lys Leu He 
65 70 75 80 

Phe Asp Ser Phe He Lys Arg Lys Val He Ser Leu Lys Gly Cys Leu 

85 90 95 

Thr Gin Met Phe Ser Leu His Phe Phe Gly Gly Thr Glu Ala Phe Leu 

100 105 110 

Leu Met Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 

115 120 125 

His Tyr Met Ala He Met Asn Gin Arg Met Cys Gly Leu Leu Val Arg 

130 135 140 

He Ala Trp Gly Gly Gly Leu Leu His Ser Val Gly Gin Thr Phe Leu 
145 150 155 160 

He Phe Gin Leu Pro Phe Cys Gly Pro Asn He Met Asp His Tyr Phe 

165 170 175 

Cys Asp Val His Pro Val Leu Glu Leu Ala Cys Ala Asp Thr Phe Phe 

180 185 190 

He Ser Leu Leu He He Thr Asn Gly Gly Ser He Ser Val Val Ser 

195 200 205 

Phe Phe Val Leu Met Ala Ser Tyr Leu He He Leu His Phe Leu Arg 

210 215 220 

Ser His Asn Leu Glu Gly Gin His Lys Ala Leu Ser Thr Cys Ala Ser 



1277 



BNSDOCID: <WO_01271 58A2J_> 



WO 01/27158 



PCT/US00/27582 



225 








230 










235 










240 


His Val 


Thr 


Val 


Val 


Asp 


Leu 


Phe 


Phe 


He 


Pro 


Cys 


Ser 


Leu 


Val 


Tyr 








245 










250 










255 




He Arg 


Pro Cys 


Val 


Thr 


Leu 


Pro 


Ala 


Asp 


Lys 


He 


Val 


Ala 


Val 


Phe 




260 










ice 
Zoo 










270 






Tyr Thr 


Val 


Val 


Thr 


Pro 


Leu 


Leu 


Asn 


Pro 


Val 


He 


Tyr 


Ser 


Phe 


Arg 


275 










280 










285 








Asn Ala 


Glu 


Val 


Lys 


Asn 


Ala 


Met 


Arg 


Arg 


Phe 


He Gly Gly Lys 


Val 


290 










295 










300 










He 






























305 






























<210> 2162 




























<211> 301 




























<212> PRT 




























<213> Homo sapien (7534103-16-19899- 


•21252) 












<220> 






























<221> VARIANT 


























<222> (1) . . . 


(301) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 2162 




























Met Ala 


Ser 


Thr 


Asn 


Asn 


Val 


Thr 


Glu 


Ser 


Met 


-L ±e 


Thr 


Ser 


Leu 


Phe 


1 






5 










10 










j- _> 




Gin Asp 


Pro 


Ala 


Val 


Gin 


Arg 


Val 


Cys 


Phe 


Val 


vai 


Phe 


Leu 


Pro 


Val 






20 










25 










30 






Tyr Leu 


Ala 


Met 


Glu 


Val 


Gly 


Asn 


Gly Leu 


He 


vax 


Leu 


Thr 


ir -a 1 
Val 


Ser 


35 










40 










45 








He Ser 


Lys 


Ser 


Leu 


His 


Ser 


Pro 


Val 


Tyr 


Phe 


Pne 


Leu 


Ser 


Tyr 


Leu 


50 








55 




















Ser Leu 


Met 


Glu 


He 


Ser 


Tyr 


Phe 


Thr 


Val 


Val 


Pro 


Lys 


Phe 


Tip 
lie 


Thr 


65 








70 










75 










80 


Asp Leu 


Leu 


Ala 


Lys 


He 


Lys 


Ala 


He 


Ser 


Leu 


olU 


Gly Tyr 


T .on 


Ala 






85 










90 




/ 






95 




Gin He 


Phe 


Leu 


His 


Phe 


Phe 


Gly 


He 


Pro 


Trp 


He 


Phe 


Leu 


Leu 


Pro 






100 










105 










110 






Leu Met 


Thr 


Asn 


Asp 


Gin 


Tyr 


Met 


Ala 


Asn 


Cys 


Lys 


Leu 


Tyr 


Tyr 


Tyr 




115 










120 










125 








Thr Thr 


He 


Met 


Ser 


Cys 


Arg 


Val 


Cys 


His 


Leu 


Leu 


Val 


Ala 


Gly 


Phe 


130 










135 










140 










Trp Leu 


Arg 


Gly 


He 


He 


His 


Ser 


Met 


Val 


Gin 


He 


Leu 


Val 


Ser 


Val 


145 




150 










155 










160 


Gin Leu 


Phe 


Phe 


Cys 


Gly Pro 


Asn 


Met 


He 


Asp 


His 


Ser 


Phe 


Cys 


Asp 








165 










170 










175 




Leu Gin 


Val 


Leu 


Phe 


Lys 


Leu 


Ala 


Cys 


Thr 


Asp 


Thr 


Phe 


Val 


Glu 


Gly 






180 










185 










190 






Val He 


Val 


Leu 


Ala 


Asn 


Ser 


Glu 


Leu 


Val 


Ser 


Val 


Phe 


Phe 


Leu 


He 




195 










200 










205 








Leu Val 


Ser 


Ser 


Tyr 


He 


He 


He 


Leu 


Val 


Asn Leu Arg Asn His 


Ser 


210 










215 










220 










Ala Glu 


Gly 


Arg 


Cys 


Lys 


Ala 


Leu 


Ser 


Thr 


Cys 


Ala 


Ser 


Tyr 


Leu 


Val 


225 








230 










235 










240 


Phe Xaa 


Thr 


Cys 


He 


Phe 


Leu 


Tyr 


Val 


Xaa 


Leu 


Ser 


Ser 


Thr 


Phe 


Thr 






245 










250 










255 




Lys Asp 


Lys 


Leu 


Val 


Ala 


Val 


Phe 


Tyr 


Val 


Val 


He 


Thr 


Pro 


Met 


Leu 


260 










265 










270 






Asn Pro 


Phe 


He 


Tyr 


Thr 


Leu 


Gly 


Asn 


Ala 


Glu 


Met 


Lys 


He 


Thr 


Met 




275 










280 










285 








Arg Arg 


Leu 


Leu 


Gly 


Arg 


Thr 


Val 


Asn 


Ser 


Gly Met 


Glu 








290 










295 










300 
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<210> 2163 
<211> 134 
<212> PRT 

<213> Homo sapien (7534103-16-5480-6475) 
<220> 

<221> VARIANT 

<222> (1)...(134) 

<223> Xaa = Any Amino Acid 

<400> 2163 

Cys Phe Cys Gly Phe Ala Val Leu Thr Ser Cys Leu Phe Cys Leu Thr 

1 5 10 15 

Pro Glu Arg Xaa His Asn Thr Leu Arg Met Ala Leu Gly Ser His Arg 

20 25 30 

Phe Pro Ser Xaa Pro He Lys Lys Asn Tyr Lys Trp Pro His Tyr Gin 

35 40 45 

Pro Glu Leu Leu Pro His Trp Ser Ser Lys Thr Glu Arg He Cys Ser 

50 55 60 

Pro Ala Pro Ser Gly Leu Glu Met Leu Arg Asn Ala Lys Pro Leu Glv 
65 70 75 80 

Phe Gin Leu Tyr Leu He Xaa Asn Glu Gin Ser Arg Leu Ala Pro Gin 

85 90 95 

Gly Val Pro Gin Lys Thr Xaa Ser Leu Cys Ser Ser Ala Leu Ser Ser 

100 105 no 

Tyr Cys Leu Lys Asp Thr Gly Gly Gly Gly Lys Xaa Ser Gly Glu Arg 

115 120 >> 125 

Ser Ser Phe Pro Arg Glu 
130 

<210> 2164 
<211> 307 
<212> PRT 

<213> Homo sapien (7547121-7-14093-14713) 
<220> 

<221> VARIANT 

<222> (1) . . . (307) 

<223> Xaa = Any Amino Acid 

<400> 2164 

Leu He Leu He Ser Leu Xaa Val Leu He Ser Xaa Gin Lys Leu Leu 

1 5 10 15 

Phe Val Thr Cys Leu Val Val Tyr Leu Val Thr Leu Leu Gly Asn Arg 

20 25 30 

He Gin He He Pro Thr Leu Leu Val Ser His Leu Tyr Leu Cys His 

35 40 45 

Gly Asn Pro Ser Phe Leu Asp He Gly Leu Thr Ser Ser Phe Thr Pro 

50 55 60 

Ser He Leu He Asn Phe Leu Ser Glu Gly Lys Lys Leu Ser Phe Thr 
65 7 0 75 80 

Asp Cys lie He Gin Met Ser He Phe Tyr Ser Met Gly Ser Thr Glu 

85 90 95 

Cys Val Leu Leu Ala Val Met Ala Tyr Asp Asn Cys Val Val He Ser 

100 105 no 

Lys Phe Leu Arg Tyr Pro Leu He He Asn Lys Val Asn Lys He Lys 

H5 120 125 

Lys Val Leu Cys Val Phe Met Ala Thr Val Ser Tyr Glu Leu Gly Phe 

130 135 140 

Leu Asn Arg Gin Asn Val Leu He Val Thr Tyr Ala Met His Phe Cys 
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145 










1DU 










155 










160 


Gly 


Lys 


His 


lie 


lie 


Asn 


HIS 


■DV»o 


1 JT x 


Lys 
170 


He 


Leu 


Gin 


Leu 


Met 
175 


Pro 


Leu 


Ala 


Cys 


lie 


Asp 


lie 


Ser 


. 

Leu 


S en 
noli 


Glu 


Asn 


He 


He 


He 


Leu Gly 




180 




















190 




lie 


Lys 


Val 


Asn 


Phe 


Ser 


Phe 


Thr 


Leu 


Leu 


JJCU 


Pro 


Phe 


Gin 


Phe 


Phe 




195 










onn 

Z V \J 










205 








Phe 


Ser 


Phe 


Leu 


Tyr 


Phe 


His 


HIS 


Leu 




V» Jf o 


He 


Glu 


He 


Asn 


Ser 


210 








z lb 










220 




His 


He 




Ala 


Glu 


Gly 


Arg 


Lys 


Lys 


Val 


t>er 


Ser 


Thr 


Cys 


Ser 


Ala 


Thr 


225 


















235 










240 


IT- T 

val 


vai 


lie 


Val 


Phe 


His 


Arcr 


Thr 


He 


Leu 


Phe 


Met 


Tyr 


He 


Lys 


Ser 








245 










250 










255 




Thr 




Asn 


Glv Thr 


Thr 


Ser 


Glu 


Lvs 


Leu 


Val 


Asp 


Leu 


Phe 


Cys 


Gly 








260 










265 










270 






Val 


Val 


Met 


Leu 


Met 


Leu 


Asn 


Leu 


He 


He Tyr 


Ser 


Leu 


Gly Asn 


Met 




275 










280 










285 








Glu 


Val 


Leu 


Gly Val 


Met 


Lys 


Lys 


Leu 


He 


Ser 


Met 


Ser 


Arg 


Pro 


Trp 




290 










295 










300 










Cys 


Trp 


Lys 




























305 

































<210> 2165 
<211> 214 
<212> PRT 

<213> Homo sapien (7622326-1-2092-6993) 



<220> 

<221> VARIANT 

<222> (1) . . . (214) 

<223> Xaa = Any Amino Acid 



<400> 2165 


























He 


Cys 


Leu 


Leu 


Xaa 


Leu 


Tyr 


Gin 


Val 


Cys 


Leu 


Leu^ Thr 


Arg Asp 


Pro 


1 








5 










10 










15 




Leu 


Gin 


Asp 


Leu 


His 


Xaa 


Lys 


Pro 


Arg 


He 


Tyr 


Cys 


Ser 


Pro 


Cys 


Leu 






20 










25 










30 






Xaa 


Val 


Tyr 
35 


Ser 


Leu 


Gly 


Leu 


Asp 
40 


Arg 


Xaa 


Xaa 


Val 


Phe 
45 


Leu 


Thr 


Met 


Thr 


Gin 


Ser 


Val 


Leu 


Trp 


Asn 


Glu 


Pro 


Val 


Cys 


Phe 


Met 


Phe 


Ser 


Xaa 




50 










55 










60 








Gin 


Met 


Pro 


Phe 


Cys 


Leu 


Ser 


Xaa 


He 


Leu 


Pro 


Xaa 


Thr 


Tyr 


Tyr 


Glu 


65 








70 










75 










80 


Val 


Val 


Met 


Leu 


Asn 


Leu 


Val 


Cys 


Ala 


Asp 


He 


Thr 


Tyr 


He 


Val 


His 








85 










90 










95 


Phe 


Thr 


Cys 


Gly Leu 


Phe 


Met 


Ala 


Phe 


Ser 


Val Asp Gly 


Phe 


Asp 


He 






100 










105 










110 






Gly 


He 


He 


He 


His 


Arg 


Tyr 


Gin 


Thr 


Leu 


Gin 


Ala 


Val 


Leu 


Xaa 


Leu 




115 










120 










125 






His 


Pro 


Ala 


Lys 


Glu 


Ser 


Val 


Pro Lys 


Val 


Phe 


Ser 


He 


Tyr 


Ala 


Phe 




130 








135 










140 








Phe 


He 


Cys 


Val 


Thr 


Leu 


Tyr 


Leu 


Leu 


Met 


He 


Gly 


Phe 


Tyr 


Ser 


Phe 


145 








150 










155 










160 


Ser 


Cys 


Cys 


Phe 


Ser 


Tyr 


His 


Thr 


Leu 


Thr 


Val 


He 


Pro 


He 


Ser 


Phe 






165 










170 










175 




Ser 


Ser 


Phe 


Tyr 


Ser 


Leu 


Val 


Pro 


Ser 


Met 


Phe 


Asn 


Thr 


He 


Thr 


Cys 






180 










185 










190 






Gly Val 


Lys 


Ser 


Lys 


His 


He 


Gin 


Glu 


Asn 


Met 


Val 


Gin 


Arg 


Phe 


Cys 






195 










200 










205 








Gly 


Lys 
210 


He 


Ser 


Cys 


His 
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<210> 2166 
<211> 321 
<212> PRT 

<213> Homo sapien (7622326-2-5218-6423) 
<400> 2166 

Met Thr lie Leu Leu Asn Ser Ser Leu Gin Arg Ala Thr Phe Phe Leu 

1 5 10 15 

Thr Gly Phe Gin Gly Leu Glu Gly Leu His Gly Trp He Ser He Pro 

20 25 30 

Phe Cys Phe He Tyr Leu Thr Val He Leu Gly Asn Leu Thr He Leu 

35 40 45 

His Val He Cys Thr Asp Ala Thr Leu His Gly Pro Met Tyr Tyr Phe 

50 55 60 

Leu Gly Met Leu Ala Val Thr Asp Leu Gly Leu Cys Leu Ser Thr Leu 
65 70 75 80 

Pro Thr Val Leu Gly He Phe Trp Phe Asp Thr Arg Glu He Gly He 

85 90 95 

Pro Ala Cys Phe Thr Gin Leu Phe Phe He His Thr Leu Ser Ser Met 

100 105 no 

Glu Ser Ser Val Leu Leu Ser Met Ser He Asp Arg Ser Val Ala Val 

115 120 125 

Cys Asn Pro Leu His Asp Ser Thr Val Leu Thr Pro Ala Cys He Val 

130 135 140 

Lys Met Gly Leu Ser Ser Val Leu Arg Ser Ala Leu Leu He Leu Pro 
145 150 155 160 

Leu Pro Phe Leu Leu Lys Arg Phe Gin Tyr Cys His Ser His Val Leu 

165 170 175 

Ala His Ala Tyr Cys Leu His Leu Glu He Met Lys Leu Ala Cys Ser 

180 185 190 

Ser He He Val Asn His He Tyr Gly Leu Phe Val Val Ala Cys Thr 

195 200 205 

Val Gly Val Asp Ser Leu Leu lie Phe Leu Ser Tyr Ala Leu He Leu 

210 215 220 

Arg Thr Val Leu Ser He Ala Ser His Gin Glu Arg Leu Arg Ala Leu 
225 230 235 ^ 240 

Asn Thr Cys Val Ser His He Cys Ala Val Leu Leu Phe Tyr He Pro 

245 250 255 

Met He Gly Leu Ser Leu Val His Arg Phe Gly Glu His Leu Pro Arg 

260 265 270 

Val Val His Leu Phe Met Ser Tyr Val Tyr Leu Leu Val Pro Pro Leu 

275 280 285 

Met Asn Pro He He Tyr Ser He Lys Thr Lys Gin He Arg Gin Arg 

290 295 300 

He He Lys Lys Phe Gin Phe He Lys Ser Leu Arg Cys Phe Trp Lys 
305 310 315 320 

Asp 



<210> 2167 
<211> 345 
<212> PRT 

<213> Homo sapien (7622326-3-3672-5330) 
<220> 

<221> VARIANT 

<222> (1)...(345) 

<223> Xaa = Any Amino Acid 

<400> 2167 
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Met His Leu Pro Asn Ser Ser Glu He Ala He Thr Thr Phe Phe Leu 

1 5 10 15 

He Gly He Pro Gly Leu Glu His Ala His He Trp He Ser Val Pro 

20 25 30 

He Cys Leu Met Tyr Leu Val Ala He Leu Gly Asn Cys Thr He Leu 

35 " 40 45 

Phe Val lie Arg Thr Glu Pro Ser Leu His Ala Pro Met Tyr Tyr Phe 

~ 50 55 60 

Leu Ser Met Leu Ala Val Ser Asp Leu Gly Leu Ser Leu Ser Tyr Leu 
65 70 75 80 

Pro Thr Met Leu Arg He Phe Val Phe Asn Ala Thr Gly He Ser Ser 

85 90 95 

Asn Ala Arg Phe Ala Gin Glu Phe Phe He His Gly Phe Thr Asp Met 

100 105 HO 

Glu Ser Ser Val Leu Leu Val Met Ser Phe Asp Arg Phe Leu Ala He 

115 120 125 

Cys His Pro Leu Arg Tyr He Ser Glu Val Leu Val Ser Cys He Leu 

130 135 140 

Thr Ser Ala Arg Val Ala Lys Met Gly Leu Leu Phe Leu He Lys Arg 
145 ~ 150 155 160 

Glu Thr Thr Leu Asn Ser Leu Lys Glu Thr Thr Asn Ser Val Leu Leu 

165 170 175 

( Val Leu Pro Phe Pro Phe Thr Leu Thr Arg Leu Thr Tyr Cys Arg Lys 

180 185 190 

Ser Leu Leu Ser His Ser Tyr Cys Leu His Gin Asp Val Arg Lys Leu 

195 200 205 

Ala Cys Ser Asp Asn Thr Val Asn Phe Phe Tyr Gly Phe Phe Leu Ala 

210 215 220 

Leu Cys Met Met Ser Glu Ser Val Phe He Thr Val Ser Tyr Val Leu 
225 230 235 240 

He Leu Lys Thr He Met Gly He Gly Ser His Arg Glu Arg Leu Lys 

245 250 255 

Ala Leu Asn Thr Cys Val Ser His He Cys Ala Val Leu He Phe Tyr 

260 265 270 

Ala Pro Val He Ala Leu Ala Ser Met His Cys Phe Ala Ser Met Asn 

275 280 285 

Cys Phe Gly Lys His Arg Ser Pro Leu Ala Met He Leu He Ala Asp 

290 295 300 

Val Phe Leu Leu Val Pro Pro Leu Met Asn Pro He Val Tyr Cys Val 
305 310 315 320 

Lys Thr Gin Gin He His Glu Lys Val Leu Gly Lys Leu Gly Leu Gin 

325 330 335 

Gin Arg Cys Gin Xaa Thr Trp Tyr Lys 
340 345 

<210> 2168 
<211> 325 
<212> PRT 

<213>«Homo sapien (7622326-4-1-4013) 
<220> 

<221> VARIANT 

<222> (1) . . . (325) 

<223> Xaa = Any Amino Acid 

<400> 2168 

Leu Thr Met Pro His Leu Ser Asn Thr Thr Ser Glu Phe Pro He Phe 

1 5 10 15 

Leu Leu Thr Gly Phe Pro Gly Leu Glu Ala Phe His He Trp He Ser 

20 25 30 

He Pro Phe Phe Leu Leu Ser Thr Val Ala Leu Leu Gly Asn Ser Met 
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35 40 45 

lie Leu Leu Val Val He Leu Glu Pro Asn Leu His Glu Pro Met Tyr 

50 55 60 

Cys Phe Leu Phe Met Leu Ser Ala Ala Asp Leu Gly Leu Thr Leu Ser 
65 70 75 80 

Thr Met Pro Thr Thr Leu Ser Val Leu Trp Phe Ser Ala Arg Glu He 

85 90 95 * 

He Leu Asn Ala Cys He He Gin Leu Phe Phe Leu His Ser Ser Gly 

100 105 HO 

Phe Met Glu Ser Ser Val Leu Met Ala Met Ala Phe Asp Arg Phe Val 

115 120 125 

Ala He Cys Arg Pro Leu Arg Tyr Ala Thr He Leu Thr Asp Ser Arg 

130 135 140 

He Leu Lys He Gly Val Ala He Val Leu Arg Thr Leu He Ser Leu 
145 150 155 160 

Ser Pro Ser Leu Phe Leu He Lys Arg Leu Ser Phe Cys Lys Val Asn 

165 170 175 

Val Leu Ser His Ser Tyr Cys Phe His Pro Asp Ala Leu Lys Val Ala 

180 185 190 

Cys Ser Asp Ser Arg Met Asn Ser Tyr Gly Gly Leu Ala Val Leu He 
i 195 200 205 

Leu Val Thr Gly Val Gly Thr Pro Cys Val Ala Leu Ser Tyr He Leu 

210 215 220 

He He His Ser Val Leu Asn He He Ser Ser Glu Gly Arg Arg Lys 
225 230 235 ~ 240 

Ala Phe Asp Thr Cys Gly Ser His He Gly Ala Val Ala Val Phe Tyr 

245 250 255 

He Pro Trp Val Val Leu Ser Val Val His Arg Phe Phe His Lys Ala 

260 265 270 

Ser Pro Tyr Val His Pro Leu Leu Ser Asn He Tyr Phe Leu Gly Pro 

275 280 285 

Ser Arg Leu Asn Pro He He Tyr Ser Val Lys Thr Lys Gin He Arg 

290 295 300 

Arg Ala He Leu Lys Leu Phe Gin Thr Lys Ser Lys Glu Met Xaa Trp 
305 310 315 " 320 

Gly Leu Phe Phe Leu 
325 

<210> 2169 
<211> 319 
<212> PRT 

<213> Homo sapien (7622326-7-11006-13674) 
<220> 

<221> VARIANT 

<222> (1)...(319) 

<223> Xaa = Any Amino Acid 

<400>* 2169 

Met Ser Pro Leu Asn Asp Thr Lys Met Glu Val Leu Arg Phe Leu Leu 

15 10 15 

He Gly He Thr Gly Leu Glu Lys Ser Arg Thr Trp He Ser He Pro 

20 25 30 

Phe Leu Ser Val Tyr Leu Leu Ser Trp Met Gly Asn Phe Thr Val Leu 

35 40 45 

Phe Phe He Lys Thr Glu Gin Ser Leu His Glu Pro Met Tyr Tyr Leu 

50 55 60 

Leu Ser Met Leu Ser He Ser Asp Leu Gly Leu Ser Leu Ser Ser Leu 
65 70 75 80 

Pro He Thr Leu Gly Leu Phe Leu Phe Asp Val His Glu He His Ala 
85 90 95 
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Ala 


Pro 


Cys 


Phe 


Ala 


Xaa 


Glu 


Phe 


Phe 


He 


His 


Leu 


Phe 


Thr 


Val 


Ser 






100 










105 










110 






Glu 


Ala 


Ser 


Val 


Leu 


Ser 


Val 


Met 


Ala 


Phe 


Asp 


Trp Tyr 


Val 


Ala 


He 






115 










120 










125 








Hi <? 


Cot* 

OCX 

130 


Pro 


Leu 


Arg 


Tvr 


Ser 
135 


Thr 


He 


Leu 


Thr 


Ser 
140 


Pro 


Arg 


Ala 


He 


Lys 


Thr 


Gly Val 


Leu 


Leu 


Thr 


Ser 


Lys 


Asn 


Val 


Leu 


Leu 


He 


Leu 


Pro 


145 










150 










155 










160 


XiCU 


Jr X V 


Phe 


Leu 


Leu 
165 


Gin 


Ara 


Leu 


Arg 


Tyr 
170 


Cys 


His 


Gin 


Asn 


Leu 
175 


Leu 


Car 
OCX 


His 


Ser 


Tyr 

1 q r\ 


Cvs 


Leu 


His 


Gin 


Asp 
185 


Val 


Met 


Lys 


Leu 


Met 
190 


Cys 


Ser 


A ot-i 


Asn 


4. I1X 


val 


Asn 


Val 


Val 


Tvr 


Gly 


Leu 


Cys 


Ala Gly 


Leu 


Ser 


Thr 




195 










200 










205 








ric L. 


Leu 
210 


Asp 


Leu 


Val 


Phe 


He 
215 


Thr 


Phe 


Ser 


Xaa 


He 
220 


Met 


He 


Leu 


Arg 




val 


Leu 


Gly 


He 


Ala 


Thr 


Pro 


Arcr 


Gin 


Gin 


Phe 


Lys 


Ala 


Leu 


Asn 


225 










230 










235 










240 


1 I1X 


uys 


He 


Ser 


His 


He 


Cys 


Ala 


Val 


Leu 


He 


Phe 


Tyr 


Val 


Pro 


Met 








245 










250 










255 




Leu 


Ser 


Ala 


Ala 
260 


Met 


Leu 


His 


Gin 


Phe 
265 


Ala 


Arg 


Asp 


Val 


Ser 
270 


Pro 


Met 


He 


His 


Val 
275 


Leu 


Met 


Ala 


Asp 


He 
280 


Phe 


Leu 


Leu 


Val 


Pro 
285 


Pro 


Leu 


Leu 


Asn 


Pro 
290 


He 


Val 


Tyr 


Cys 


Val 
295 


Lys 


Thr 


His 


Gin 


He 
300 


Arg 


Glu 


Lys 


Val 


Val 


Gly 


Lys 


Leu 


Cys 


Pro 


Lys 


Val 


Ser 


Xaa 


Ser 


Lys 


Glu 


Xaa 


Glu 





305 310 315 



<210> 2170 
<211> 323 
<212> PRT 

<213> Homo sapien (7622326-8-11210-13439) 



<400> 2170 



Met 


Ser 


Thr 


Leu 


Pro 


Thr 


Gin 


He 


Ala 


Pro 


Asn 


Ser 


Ser 


Thr 


Ser 


Met 


1 








5 










10 










15 




Ala 


Pro 


Thr 


Phe 
20 


Leu 


Leu 


Val 


Gly 


Met 
25 


Pro 


Gly 


Leu 


Ser 


Gly 
30 


Ala 


Pro 


Ser 


Trp 


Trp 
35 


Thr 


Leu 


Pro 


Leu 


He 
40 


Ala 


Val 


Tyr 


Leu 


Leu 
45 


Ser 


Ala 


Leu 


Gly 


Asn 


Gly 


Thr 


He 


Leu 


Trp 


He 


He 


Ala 


Leu 


Gin 


Pro 


Ala 


Leu 


His 


50 










55 










60 










Arg 


Pro 


Met 


His 


Phe 


Phe 


Leu 


Phe 


Leu 


Leu 


Ser 


Val 


Ser 


Asp 


He Gly 


65 










70 










75 










80 


Leu 


Val 


Thr 


Ala 


Leu 
85 


Met 


Pro 


Thr 


Leu 


Leu 
90 


Gly 


He 


Ala 


Leu 


Ala 
95 


Gly 


Ala 


His 


Thr 


Val 
100 


Pro 


Ala 


Ser 


Ala 


Cys 
105 


Leu 


Leu 


Gin 


Met 


Val 
110 


Phe 


He 


His 


Val 


Phe 
115 


Ser 


Val 


Met 


Glu 


Ser 
120 


Ser 


Val 


Leu 


Leu 


Ala 
125 


Met 


Ser 


He 


Asp 


Arg 
130 


Ala 


Leu 


Ala 


He 


Cys 
135 


Arg 


Pro 


Leu 


His 


Tyr 
140 


Pro 


Ala 


Leu 


Leu 


Thr 


Asn 


Gly 


Val 


He 


Ser 


Lys 


He 


Ser 


Leu 


Ala 


He 


Ser 


Phe 


Arg 


Cys 


145 










150 










155 










160 


Leu 


Gly 


Leu 


His 


Leu 
165 


Pro 


Leu 


Pro 


Phe 


Leu 
170 


Leu 


Ala 


Tyr 


Met 


Pro 
175 


Tyr 


Cys 


Leu 


Pro 


Gin 


Val 


Leu 


Thr 


His 


Ser 


Tyr 


Cys 


Leu 


His 


Pro 


Asp 


Val 






180 










185 










190 






Ala 


Arg 


Leu 
195 


Ala 


Cys 


Pro 


Glu 


Ala 
200 


Trp 


Gly 


Ala 


Ala 


Tyr 
205 


Ser 


Leu 


Phe 
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Val Val Leu Ser Ala Met Gly Leu Asp Pro Leu Leu lie Phe Phe Ser 

210 215 220 

Tyr Gly Leu He Gly Lys Val Leu Gin Gly Val Glu Ser Arg Glu Asp 
225 230 235 2 40 

Arg Trp Lys Ala Gly Gin Thr Cys Ala Ala His Leu Ser Ala Val Leu 

245 250 255 

Leu Phe Tyr He Pro Met He Leu Leu Ala Leu He Asn His Pro Glu 

260 265 270 

Leu Pro He Thr Gin His Thr His Thr Leu Leu Ser Tyr Val His Phe 

275 280 285 

Leu Leu Pro Pro Leu He Asn Pro He Leu Tyr Ser Val Lys Met Lys 

290 295 300 

Glu He Arg Lys Arg He Leu Asn Arg Leu Gin Pro Arg Lys Val Gly 

3 ° 5 310 315 320 

Gly Ala Gin 



<210> 2171 
<211> 328 
<212> PRT 

<<213> Homo sapien (7631097-4-2553-4836) 
<220> 

<221> VARIANT 

<222> (1)". ..(328) 

<223> Xaa = Any Amino Acid 

<400> 2171 

Met Leu Pro Ser Gin Thr Tyr Val Asn He Ser Phe Phe Gin Pro Pro 

1 5 10 15 

Ala Leu Leu Met He Gly He Pro Gly Leu Glu Ala Val His Gly Trp 

20 25 30 

Leu Ala He Pro Phe Ser Ser Met Tyr Thr Val Ala Leu Pro Gly Asn 

35 40 45 

Cys Leu He Leu Leu Ala Val Lys Arg Asn Pro Ser Leu His Gin Pro 

50 55 60 

Met Cys Tyr Phe Leu Ser Met Leu Ala Leu Pro Lys Ala Gly Leu Thr 
T 65 70 75 so 

Leu Ser Thr Leu Pro He Thr Leu Ala Val Leu Trp Phe Asp His Arg 

85 90 95 

Leu Met Gly Phe Asn Ala Cys Leu Val Gin Met Phe Phe Leu His Ser 

100 105 no 

Ser Val Val Glu Ser Ser Val Leu Leu Ala He Ser Phe Asp His Phe 

115 120 125 

Val Ala He Ser Asn Pro Leu His Tyr Ala Ala Val Leu Thr Asn Ser 

130 135 140 

Val He He Arg He Gly Leu Ala He Val Ala Arg Ser Tyr Leu Val 
145 150 155 ~ leo 

Pro Leu Pro Val Pro Phe Pro Val Lys Ser Leu Asn Phe Cys Pro Gly 

165 170 175 

Asp Asn He Pro Ser His Ser Phe Cys Phe His Pro Asp Val Met Arq 

"0 185 190 

Arg Ala Cys Ala Asp He Thr He Asn He Cys Tyr Gly Val Tyr Val 

195 200 205 

Val Val Ser Thr Gly Gly Leu Asp Ser Leu Leu He Phe Leu Ser Tyr 

210 215 220 

Thr Phe He Leu His Thr Val Met Gly Leu Ala Ala Pro Arg Glu Arg 
225 230 235 240 

He Trp Ala Leu Asn Thr Cys Val Ser His He Pro Ala Val Phe Val 

245 250 255 

Phe Phe He Pro Gly He Thr Val Ser Met He His His Phe Gly Arg 
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260 

His Leu Pro His 
275 

Met Pro Ser Val 
290 

He Arg Glu Ala 
305 

Xaa Asn Tyr Lys 



He Val His Ala 
280 

Leu His Pro He 
295 

He Leu Arg Met 
310 

He Leu Xaa Gly 
325 



265 

Leu Val Thr Tyr 

He Tyr Ser Met 
300 

Leu Met Gly Arg 
315 



270 

Val Tyr Leu Val 
285 

Lys Ser Lys Pro 

Ser Gin Gly Xaa 
320 



<210> 2172 
<211> 278 
<212> PRT 

<213> Homo sapien (7631097-7-11130-14291) 



<400> 2172 



Met 


Tyr 


Ala 


Leu 


Ala 


Thr 


Leu 


Gly 


Asn 


Leu 


Thr 


He 


Val 


Leu 


He 


He 


1 






5 










10 










15 




Arg 


Val 


Glu 


Arg 


Arg 


Leu 


His 


Glu 


Pro 


Met 


Tyr 


Leu 


Phe 


Leu 


Ala 


Met 






20 










25 










30 






Leu 


Ser 


Thr 


He 


Asp 


Leu 


Val 


Leu 


Ser 


Ser 


He 


Thr 


Met 


Pro 


Lys 


Met 






35 










40 










45 








Ala 


Ser 


Leu 


Phe 


Leu 


Met 


Gly 


He 


Gin 


Glu 


He 


Glu 


Phe 


Asn 


He 


Cys 




50 








55 










60 










Leu 


Ala 


Gin 


Met 


Phe 


Leu 


He 


His 


Ala 


Leu 


Ser 


Ala 


Val 


Glu 


Ser 


Ala 


65 










70 










75 










80 


Val 


Leu 


Leu 


Ala 


Met 


Ala 


Phe Asp 


Arg 


Phe 


Val 


Ala 


He Cys 


His 


Pro 










85 










y u 










95 




Leu 


Arg 


His 


Ala 


Ser 


Val 


Leu 


Thr 


Gly 


Cys 


Thr 


Val 


Ala 


Lys 


He Gly 






100 










105 










110 






Leu 


Ser 


Ala 


Leu 


Thr 


Arg 


Gly 


Phe 


Val 


Phe 


Phe 


Phe 


Pro 


Leu 


Pro 


Phe 






115 










120 










125 








He 


Leu 


Lys 


Trp 


Leu 


Ser 


Tyr 


Cys 


Gin 


Thr 


His 


Thr 


Val 


Thr 


His 


Ser 




130 










135 










140 










Phe 


Cys 


Leu 


His 


Gin 


Asp 


He 


Met 


Lys 


Leu 


Ser 


Cys 


Thr 


Asp 


Thr 


Arg 


145 








150 










155 










160 


Val 


Asn 


Val 


Val 


Tyr 


Gly 


Leu 


Phe 


He 


He 


Leu 


Ser 


Val 


Met 


Gly Val 










165 










170 










175 




Asp 


Ser 


Leu 


Phe 


He Gly 


Phe 


Ser 


Tyr 


He 


Leu 


He 


Leu 


Trp 


Ala 


Val 






180 










185 










190 






Leu 


Glu 


Leu 


Ser 


Ser 


Arg 


Arg Ala 


Ala 


Leu 


Lys 


Ala 


Phe 


Asn 


Thr 


Cys 






195 










200 










205 








He 


Ser 


His 


Leu 


Cys 


Ala 


Val 


Leu 


Val 


Phe 


Tyr 


Val 


Pro 


Leu 


He 


Gly 




210 










215 










220 










Leu 


Ser 


Val 


Val 


His 


Arg 


Leu Gly 


Gly 


Pro 


Thr 


Ser 


Leu 


Leu 


His 


Val 


225 










230 










235 










240 


Val 


Met 


Ala 


Asn 


Thr 


Tyr 


Leu 


Leu 


Leu 


Pro 


Pro 


Val 


Val 


Asn 


Pro 


Leu 










245 










250 










255 




Val 


Tyr Gly 


Ala 


Lys 


Thr 


Lys 


Glu 


He 


Cys 


Ser 


Arg 


Val 


Leu 


Cys 


Met 








260 










265 










270 






Phe 


Ser 


Gin 


Gly 


Gly Lys 























275 



<210> 2173 
<211> 319 
<212> PRT 

<213> Homo sapien (7631097-8-20107-27103) 



<400> 2173 

Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
15 10 15 
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Leu Leu Val Gly He Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 

20 25 30 

He Ser Leu Ser Ala Met Tyr He Thr Ala Leu Leu Gly Asn Thr Leu 

35 40 45 

He Val Thr Ala He Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 

50 55 60 

Cys Phe Leu Cys Val Leu Ala Ala Val Asp He Val Met Ala Ser Ser 
65 7 ° 75 bo 

Val Val Pro Lys Met Val Ser He Phe Cys Ser Gly Asp Ser Ser He 

85 90 95 

Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 

100 105 no 

Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 

H5 120 125 

Ala He Cys Lys Pro Leu His Tyr Lys Arg He Leu Thr Pro Gin Val 

130 135 140 

Met Leu Gly Met Ser Met Ala Val Thr He Arg Ala Val Thr Phe Met 

^ 5 » r 150 155 "0 

Thr Pro Leu Ser Trp Met Met Asn His Leu Pro Phe Cys Gly Ser Asn 

165 170 175 

iVal Val Val His Ser Tyr Cys Lys His He Ala Leu Ala Arg Leu Ala 

180 185 190 

Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 

195 200 205 

Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 

210 215 220 

He Leu Arg Ala Val Phe Asp Leu Ser Ser Lys Thr Ala Gin Leu Lys 

225 230 235 240 

Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 

245 250 255 

Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp He 

260 265 270 

Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 

275 280 285 

Pro Ala Thr Leu Asn Pro He He Tyr Gly Met Arg Thr Lys Gin Leu 

290 295 300 

Leu Glu Gly He Trp Ser Tyr Leu Met His Phe Leu Phe Asp His 

305 310 315 

<210> 2174 
<211> 311 
<212> PRT 

<213> Homo sapien (7637231-2-1-2470) 
<220> 

<221> VARIANT 

<222> (1) . . . (311) 

<223> Xaa = Any Amino Acid 

<400> 2174 

Met Leu Thr Phe His Asn Val Cys Ser Val Pro Ser Ser Phe Trp Leu 

1 5 10 15 

Thr Gly He Pro Gly Leu Glu Ser Leu His Val Trp Leu Ser He Pro 

20 25 30 

Phe Gly Ser Met Tyr Leu Val Ala Val Val Gly Asn Val Thr He Leu 

35 40 45 

Ala Val Val Lys He Glu Arg Ser Leu His Gin Pro Met Tyr Phe Phe 

50 55 60 

Leu Cys Met Leu Ala Ala He Asp Leu Val Leu Ser Thr Ser Thr He 
65 70 75 80 

Pro Lys Leu Leu Gly He Phe Trp Phe Gly Ala Cys Asp lie Gly Leu 
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85 90 95 

Asd Ala Cys Leu Gly Gin Met Phe Leu He His Cys Phe Ala Thr Val 

100 105 HO 

Glu Ser Gly He Phe Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 

115 120 125 

Cys Asn Pro Leu Arg His Ser Met Val Leu Thr Tyr Thr Val Val Gly 

130 135 140 

Arg L eu Gly Leu Val Ser Leu Leu Arg Gly Val Leu Tyr He Gly Pro 
145 150 155 160 

Leu Pro Leu Met He Arg Leu Arg Leu Pro Leu Tyr Lys Thr His Val 

165 170 175 

He Ser His Ser Tyr Cys Glu His Met Ala Val Val Ala Leu Thr Cys 

180 185 190 

ni.r a cn q«t- l^s val Asn Asn Val Tyr Gly Met Ser He Gly Phe Leu 

195 " 200 205 

Val Leu He Met Glu Ser Val Asp Ser Asp Ala Ser Xaa Val Arg Ser 

210 215 220 

He Ara Ala Val Met Gly Leu Ala Asn His Glu Asp Arg He Lys Thr 
225 230 235 , 240 

Met Gly Thr Gly Glu Tyr His He Cys Ala He Met He Phe Arg He 

245 250 255 

Pro Val Met Tyr He Pro Xaa Asp His Arg Asp Gly Gin Cys Val His 

260 265 270 

His Pro Val His Asn Met Met Ala Arg He Tyr He He Ser His Pro 

275 280 285 

Ser He Lys Pro Ser Val Xaa Asp Asp Arg Thr Lys Gin Ser Arg Glu 

290 295 300 

Ser Tyr He Gin Arg Ala Arg 
305 310 

<210> 2175 
<211> 117 
<212> PRT 

<213> Homo sapien (7637231-7-1-1398) 



15 

Gin Ala Val Leu Glr 
30 

Gly Thr Cys Val Sei 
45 

Ser Val He Ser Sei 
60 

His Val His He Lei 
80 

Val Asn Pro He Il< 
95 

Val Leu Gly Val Ph< 
110 



<400> 2175 
















He 


Asn 


He 


Lys 


Gly 


He 


Ala 


Val 


Pro 


Met 


Phe 


1 






5 










10 




Phe 


Phe 


He 


He 


Leu 


Ser 


Tyr 


He 


Phe 


He 


Leu 








20 










25 




Phe 


Leu 


Ser 


Ser 


Gin 


Glu 


Ala 


Arg 


Tyr 


Lys 


Ala 






35 










40 








His 


He 


Gly 


Ala 


He 


Leu 


Ala 


Phe 


Tyr 


Thr 


Pro 




50 










55 










Val 


Met 


His 


Arg 


Val 


Ala 


Arg 


Cys 


Ala 


Ala 


Pro 


65 








70 










75 


Leu 


Ala 


Asn 


Phe 


Tyr 


Leu 


Leu 


Phe 


Pro 


Pro 


Met 










85 










90 




Tyr 


Gly 


Val 


Lys 


Thr 


Lys 


Gin 


He 


Arg 


Glu 


Ser 






100 










105 






Pro 


Arg 


Lys 


Asp 


Val 


















115 


















<210> 2176 



















<211> 227 
<212> PRT 

<213> Homo sapien (7637775-10-2645-3375) 
<220> 

<221> VARIANT 
<222> (1) . . . (227) 
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<223> Xaa = Any Amino Acid 
<400> 2X76 

Gly Lys Glu Arg Glu Thr Arg Val Trp Arg Pro Arg Ala Gin Asp Arg 

15 10 15 

Gly Val Ser Thr Arg His Ala Ala Arg Val Thr Ser Tyr Gin Glu Cys 

20 25 30 

Gly Val Arg Gly Gly Gly Val Leu Cys Gly Ala Val Arg Pro Ser Pro 

35 40 45 

Leu Asp Ala Gin Leu His Asn Val He Ala Tyr Arg Arg Thr Cys Phe 

50 55 60 

Lys Asp Val Glu He Pro Asn Phe Val Trp Asp Pro Ser Gin Leu Pro 
65 70 75 80 

Arg Leu Ala Cys Cys Gly Thr Phe Thr Asn Asn He He Met Tyr Phe 

85 90 95 

Pro Ala Ala He Phe Gly Phe Leu Pro He Ser Gly Thr Leu Phe Ser 

100 105 HO 

Tyr Asp Lys He Val Phe Ser He Leu Arg Val Ser Ser Ser Gly Gly 

115 120 125 

Lys His Lys Ala Phe Ser Thr Arg Gly Ser His Leu Ser Val Val Cys 

130 135 140 

Xaa Phe Tyr Gly Thr Gly lie Gly Gly Tyr Leu Ser Ser Asp Val Ser 
145 150 155 160 

Ser Ser Pro Arg Lys Ala Ala Val Ala Ser Val Met Tyr Thr Val Ala 

165 170 175 

He Pro Met Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Arg Asp He 

180 185 190 

Lys Ser Val Leu Arg Arg Pro His Gly Ser Thr Val Ser Ser Gin Tyr 

195 200 205 

Leu Leu He Cys Ser He Pro Phe Val Val Trp Val Lys Lys Gly Ser 

210 215 220 

Lys Val Lys 
225 

<210> 2177 
<211> 316 
<212> PRT 

<213> Homo sapien (7655430-8-2610O-29590) 
<220> 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 2177 



He 


Ser 


Met 


Phe 


Ser 


Cys 


Asn Thr 


Ser Thr Ser 


Gly Gin Ser Thr 


Phe 


1 








5 






10 


15 




Leu Leu Thr Gly Phe 


Pro 


Gly Leu Glu Ala Ser 


His His Trp Val 


Ser 








20 








25 


30 




He 


Pro 


He 


Asn 


Leu 


Phe 


Cys Val 


Val Ser He 


Leu Gly Asn Asn 


He 






35 








40 




45 




He 


Leu 


Phe 


Leu 


He 


His 


Thr Asp 


Pro Ala Leu 


His Glu Pro Met 


Tyr 




50 










55 




60 


He 


Phe 


Leu 


Ser 


Met 


Leu 


Ala Ala 


Ser Asp Leu 


Gly Leu Cys Ala 


Ser 


65 










70 




75 


80 


Thr 


Phe 


Pro 


Thr 


Met 


Val 


Arg Leu 


Phe Trp Leu Gly Ala Arg Glu 


Leu 










85 






90 


95 




Pro 


Phe 


Asp 


Leu 


Cys 


Ala 


Ala Gin 


Met Phe Phe 


He His Thr Phe 


Thr 








100 








105 


110 




Tyr 


Val 


Glu 


Ser 


Gly Val 


Leu Leu 


Ala Met Ala 


Phe Asp Arg Phe 


He 






115 








120 




125 
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Ala 


T 1 o 
1 J. fc= 


Arg Asp 


Pro 


Leu 


His 


Tvr 


Ala 


He 


He 


He 


Thr 


Cys 


Ser 


Val 




x -> w 










135 










140 










1 111 


7V "1 a 
nlu 


Glu 


Val 


Glv 


Thr 


Ala 


He 


Leu 


Val 


Arg 


Ala 


Val 


Leu 


Leu 


Asn 


145 










150 










155 










160 


Leu 


2r X 


Gly 


Pro 


He 


Leu 


Leu 


Gin 


Gin 


Leu 


Leu 


Phe 


Pro 


Lys 


He 


Ser 






165 










170 










175 




Ala 


Leu 


Cys 


His 




Tvr 
* Y x 


Cvs 


Leu 


His 


Cys 


Asp 


Leu 


Val 


Gly 


Leu 


Ala 






180 










185 










190 






Cys 


Ser 


Asp 


Thr 


V? 1X1 


Tlp 
11c 


Asn 


Ser 


Leu Val Gly Leu Val 


Ser 


He 


Leu 




195 










200 










205 








rile 


Cor 
oin 


Leu 


Cys 


Leu 


Asp 


Ser 
215 


Phe 


Leu 


lie 


Met 


Leu 
220 


Ser 


Tyr 


Ala 


Leu 


lie 


Leu 


Xaa 


Thr 


Val 


Leu 


Glv 


He 


Ala 


Ser 


Pro Gly Glu 


Arg 


Leu 


Lys 


o o c 










230 










235 










240 


Aid 


Leu 


Asn 


Thr 


245 


Val 


Ser 


His 


Leu 


Cys 
250 


He 


Val 


Leu 


He 


Phe 
255 


Tyr 


Leu 


Pro 


He 


He 


Glv 


Leu 


Ser 


Val 


Leu 


His 


Arg 


Val 


Lys 


Lys 


His 


Asp 








260 








265 










270 






Tyr 


Pro 


Ala 


Leu 


Ala 


Val 


Leu 


Met 


Ala 


Asn 


Leu 


His 


Phe 


Leu 


Val 


Pro 




275 










280 










285 








Pro 


Phe 
290 


Met 


Asn 


Pro 


He 


Val 
295 


Tyr 


Cys 


He 


Lys 


Ser 
300 


Arg 


Gin 


He 


Arg 


Gin 


Ser 


Leu 


Leu 


Lys 


His 


Phe 


Gin 


Gin 


Lys 


Arg 


He 










305 










310 










315 













<210> 2178 
<211> 154 
<212> PRT 

<213> Homo sapien (7657777-15-1-798) 
<220> 

<221> VARIANT 

<222> (1)...(154) 

<223> Xaa = Any Amino Acid 

<400> 2178 



Cys 


Thr 


Met 


Cys 


Val 


Trp 


Leu 


Leu 


Ala 


Xaa 


Asp 


Arg 


Gin 


He His 


He 


1 






5 










10 








15 




His 


Ser 


His 


Ser 


Asn 


Lys 


Pro 


Lys 


Gin 


Val 


Thr 


His 


Pro 


Met Cys 


Phe 








20 










25 










30 




Trp 


Asp 


Lys 


Asp 


Val 


His 


Ser 


Ser 


Trp 


Ala 


Trp 


Gly Cys 


Gly Tyr Arg 


35 










40 










45 






Lys 


Gly 


Asn 


Lys 


Phe 


Phe 


Leu 


Ser 


Tyr 


Asp 


Thr 


Leu Cys 


Pro Pro 


Lys 


50 










55 










60 








Val 


He 


His 


Pro 


Phe 


Arg 


Xaa 


Gin 


Leu 


Phe 


Leu 


Ser 


Ser 


Ser Asp 


He 


65 










70 










75 








80 


He 


Asn 


Asp 


Pro 


His 


He 


Asp 


Lys 


His 


Asp 


Ser 


Thr 


Leu 


He Thr 


Leu 










85 










90 








95 




Xaa 


Ala 


Phe 


Tyr 


Thr 


He 


Phe 


Tyr 


Lys 


Pro 


Thr 


Met 


Leu 


His Leu 


Phe 








100 










105 










110 




Ser 


Glu 


He 


Leu 


Ser 


Met 


He 


Tyr 


Phe 


Met 


Gly Thr 


Lys 


Lys Asn 


Glu 






115 










120 










125 






Xaa 


Lys 


Pro Arg 


Lys 


Lys 


Asp 


Cys 


Glu 


Ser 


His 


Xaa 


Lys 


Gly Leu 


Glu 




130 










135 










140 








Xaa 


Met 


Gly Gin 


He 


He 


He 


Leu 


Phe 


Tyr 












145 










150 





















<210> 2179 
<211> 170 
<212> PRT 

<213> Homo sapien (7657777-22-544-1713) 
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<220> 

<221> VARIANT 

<222> (1)...(170) 

<223> Xaa = Any Amino Acid 

<400> 2179 

His Thr Gin Pro Arg Gly Leu Thr Arg Val Xaa Glu Phe Leu Leu Leu 

1 5 10 is 

Gly Leu Ser Gin Asp Pro Gin Leu Gin Pro Val Leu Ser Gly Leu Ser 

20 25 30 

Leu Cys Met Cys Leu Gly Thr Gin Leu Gly Asn Leu Leu lie lie Leu 

35 40 45 

Gly Val Ser Ser Asp Ser His Leu His Thr Pro Met Tyr Ser Phe Leu 

50 55 60 

Ser Asn Leu Ser Gly Ala Asp lie Ser Phe Thr Ser Thr Thr Gly Pro 
65 70 75 80 

Lys Leu lie Val Asp lie His Ser Tyr Thr Arg Asp lie Ser Tyr Ala 

85 90 95 

Arg Cys Leu Thr His Thr Pro Leu Phe Ala lie Phe Gly Gly Val Glu 
i 100 105 ~ no 

Arg Asp Met Leu Leu Arg Val Met Gly Tyr Asp Arg Val Val Asp lie 

115 120 125 

Cys Asp Pro Leu Tyr His Ser His Ala Met Asn Pro Cys Val Cys Gly 

130 135 140 

Ser Leu Asp Leu Trp Ser Leu Phe Phe Leu Thr Leu Leu Tyr Thr His 
145 150 155 160 

Leu His Asn Ser lie Ala Leu His Met Thr 
165 170 

<210> 2180 
<211> 198 
<212> PRT 

<213> Homo sapien (7657777-42-1-597) 
<220> 

<221> VARIANT 

<222> (1) . . . (198) 

<223> Xaa = Any Amino Acid 

<400> 2180 

Met Asn Pro Cys Leu Cys Gly Phe Arg Val Val Val Ser Phe Phe Phe 

1 5 10 is 

Hrs Ser Leu Leu Gly Ala Gin Val His Asn Leu Ser Ala Ser Gin Met 

20 25 30 

Thr Cys Phe Glu Tyr Val Glu He His Asn Phe Leu Trp Ala Leu Ser 

35 40 45 

Gin Leu Pro His Arg Ala Trp Cys Asp Thr Phe Pro Asn Asn He He 

50 55 60 

Val Tyr Phe Pro Ala Ala He Phe Gly Phe Leu Pro He Ala Gly Thr 

65 70 75 80 

Leu Phe Ser Xaa Tyr Glu Ser Val Ser Ser He Glu Arg Val Ser Ser 

85 90 95 

Xaa Gly Gly Glu Tyr Lys Ala Phe Pro Thr Cys Gly Ser His Leu Ser 

100 105 no 

Val Val Cys Xaa Leu Tyr Gly Thr Gly Val Gly Gly His Leu Ser Ser 

115 120 125 

Asp Val Ser Ser Ser Pro Arg Lys Ser Ala Val Ala Ser Val Met Tyr 

130 135 140 

Thr Val Val Thr Pro Met Leu Asn Pro Phe He Tyr Ser Met Arg Asn 
145 150 155 160 
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Arg Asp Thr 


Lys 


Ser 


Val 


Leu 


Arg 


Arg 


Pro 


His 


Gly 


Ser 


Thr 


Val 


Xaa 


165 










170 










175 




Phe Xaa Tyr 


Leu 


Leu 


He 


Cys 


Pro 


He 


Pro 


Phe 


Val 


Val 


Trp 


Val 


Lys 


180 










185 










190 






Lys Gly Arg 


Lys 


Val 


Lys 






















195 




























<210> 2181 




























<211> 199 




























<212> PRT 




























<213> Homo sapien (7657788-15-11714- 


13012) 












<220> 




























<221> VARIANT 


























<222> (1) . . . 


(199) 
























<223> Xaa = 


Any 


Amino Acid 




















<400> 2181 




























Leu Glu Met 


Xaa 


Leu 


Lys 


He 


Leu 


Tyr 


Leu 


Lys 


Asn 


Cys 


Ser 


Phe 


Xaa 


1 




5 










10 










15 




Cys Asn Arg 


Pro 


Glu 


His 


Tyr 


Asn 


Xaa 


Lys 


Asn 


Cys 


Gly Xaa 


Phe 


Cys 


20 










25 










30 






Leu Leu lie 


Thr 


He 


He 


Thr 


Phe 


Arg 


Ser 


Gly 


He 


He 


Asp 


He 


Cys 


35 










40 










45 








Leu His His 


His 


Lys 


Thr 


He 


Phe 


He 


Phe 


Lys 


Lys 


His 


Ser Gly 


Phe 


50 






55 










60 










Glu Gly Xaa 


Leu 


Trp 


Leu 


Arg 


He 


Xaa 


Asn 


Gin 


Ser 


Pro 


Lys 


Ser 


Trp 


65 






70 










75 










80 


lie Ser lie 


Ala 


Cys 


Asp 


Cys 


Cys 


Val 


Ala 


Xaa 


Asn 


Met 


Lys 


Gin 


Val 






85 










90 










95 




Ala lie Ser 


Cys 


His 


Ser 


Phe 


Ser 


Ser 


Val 


Lys 


Xaa 


Ser 


Pro 


Tyr 


Val 




100 










105 










110 






lie Trp Lys 


Tyr 


Phe 


Cys 


Lys 


Xaa 


Tyr 


Lys 


His 


He 


Lys 


Asn 


Gly Arg 


115 










120 










125 








Asp Xaa lie 


Xaa 


Leu 


Leu 


Thr 


Leu 


Lys 


Xaa 


He 


Lys 


His 


Leu 


Phe 


Val 


130 








135 










140 










Val Cys He 


He 


Tyr 


Thr 


Pro 


Cys 


Met 


Phe 


His 


Pro 


Phe 


Gin 'Asn 


Lys 


145 






150 










155 










160 


Tyr Met Val 


Thr 


Glu 


Ser 


Leu 


He 


Xaa 


Ser 


Tyr 


Xaa 


Val 


Asp 


Pro 


Val 




165 










170 










175 




Ser Asn Pro 


Ala 


Leu 


He 


Thr 


Ala 


Arg 


Ser 


His 


Xaa 


Asn 


His 


Leu 


Val 




180 










185 










190 






lie Ser Gin 


His 


Asn 


Asn 


Asn 




















195 





























<210> 2182 
<211> 324 
<212> PRT 

<213> Homo sapien (7658481-16-11475-15098) 
<220> 

<221> VARIANT 

<222> (1) . . . (324) 

<223> Xaa = Any Amino Acid 

<400> 2182 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 

15 10 15 

Leu Thr Gly He Pro Gly Leu Glu Ala Ala His Phe Trp He Ala He 

20 25 30 

Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly Asn Ala Ala Leu 
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35 40 45 

He Leu Val He Ala Met Asp Asn Ala Leu His Ala Pro Met Tyr Leu 

50 55 60 

Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu Ser Ser Thr Thr 
65 70 75 80 

Val Pro Lys Met Leu Ala He Leu Trp Leu His Ala Gly Glu He Ser 

85 90 95 

Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser He Tyr Ala 

100 105 no 

Leu Glu Ser Ser He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 

115 120 125 

He Cys Asn Pro Leu Arg Tyr Thr Thr He Leu Asn His Ala Val He 

130 135 140 

Gly Arg He Gly Phe Val Gly Leu Phe Arg Ser Val Ala He Val Ser 
145 150 155 160 

Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys Gly His Arg Val 

165 170 175 

Met Thr His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys 

180 185 190 

Ala Asn He Thr Val Asn He Val Tyr Gly Leu Thr Val Ala Leu Leu 

195 200 205 

Ala Met Gly Leu Asp Ser He Leu He Ala He Ser Tyr Gly Phe He 

210 215 220 

Leu His Ala Val Phe His Leu Pro Ser His Asp Ala Gin His Lys Ala 
225 230 235 240 

Leu Ser Thr Cys Gly Ser His He Gly He He Leu Val Phe Tyr He 

245 250 255 

Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His His Glu Val 

260 265 270 

Pro Lys His Val His He Phe Leu Ala Asn Leu Tyr Val Leu Val Pro 

275 280 285 

Pro Val Leu Asn Pro He Leu Tyr Gly Ala Arg Thr Lys Glu He Arg 

290 295 300 

Ser Arg Leu Leu Lys Leu Leu His Leu Gly Lys Thr Ser He Xaa Met 
305 310 315 320 

Leu Ser Arg Ser 



<210> 2183 
<211> 317 
<212> PRT 

<213> Homo sapien (7658481-18-4217-6941) 
<400> 2183 

Met Ser Gin Val Thr Asn Thr Thr Gin Glu Gly He Tyr Phe He Leu 

15 io 15 

Thr Asp He Pro Gly Phe Glu Ala Ser His He Trp He Ser He Pro 

20 25 30 

Val Cys Cys Leu Tyr Thr He Ser He Met Gly Asn Thr Thr He Leu 

35 40 45 

Thr Val He Arg Thr Glu Pro Ser Val His Gin Arg Met Tyr Leu Phe 

50 55 60 

Leu Ser Met Leu Ala Leu Thr Asp Leu Gly Leu Thr Leu Thr Thr Leu 
65 7 0 75 80 

Pro Thr Val Met Gin Leu Leu Trp Phe Asn Val Arg Arg He Ser Ser 

85 90 . 95 

Glu Ala Cys Phe Ala Gin Phe Phe Phe Leu His Gly Phe Ser Phe Met 

100 105 no 

Glu Ser Ser Val Leu Leu Ala Met Ser Val Asp Cys Tyr Val Ala He 

H5 120 125 

Cys Cys Pro Leu His Tyr Ala Ser He Leu Thr Asn Glu Val He Gly 
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130 










135 










140 




Val 






Arg 




vj J. _y 


Leu 


Ala 


He 


He 


Cys 


Cys 


Cys 


Val 


Leu 


Ala 


Leu 


Pro 


145 








150 










155 










160 


Cor 


Leu 




Leu 


Leu 


Lvs 


Arg 


Leu 


Pro 


Phe 


Cys 


His 


Ser 


His 


Leu 


Leu 






165 










170 










175 




Car 


Arg 


Ser 




Cvs 


Leu 


His 


Gin 


Asp 


Met 


He 


Arg 


Leu 


Val 


Cys 


Ala 






180 










185 










190 




He 


Asp 


Tip 




Leu 


Asn 


Ser 


Trp Tyr 


Gly 


Phe 


Ala 


Leu 


Ala 


Leu 


Leu 




195 










200 










205 




He 




lie 


lie 


Val 


Asp 


Pro 


Leu 


Leu 


He 


Val 


He 


Ser 


Tyr 


Thr 


Leu 


Leu 


210 








215 










220 






Ala 




Lys 


Asn 


He 


Leu 




Thr 


Ala 


Thr 


Trp 


Ala 


Glu 


Arg 


Leu 


Arg 


Leu 


225 








230 










235 








He 


240 


noil 


Asn 


Cys 


Leu 


Ser 


His 


He 


Leu 


Ala 


Val 


Leu 


Val 


Leu 


Tyr 


Pro 










245 










250 






His 


Ala 


255 




Met 


Val Gly Val 


Ser 


Met 


Thr 


His 


Arg 


Phe 


Ala 


Lys 


Ser 


Pro 








260 










265 










270 




Val 


Leu 


Val 


His 


Val 


He 


Met 


Ala 


Asn 


He 


Tyr 


Leu 


Leu 


Ala 


Pro 


Pro 






275 










280 










285 








Met 


Asn 


Pro 


He 


He 


Tyr 


Ser 


Val 


Lys 


Asn 


Lys 


Gin 


He Gin Trp Gly 


290 










295 








His 


300 










iMet 


Leu 


Asn 


Phe 


Leu 


Ser 


Leu 


Lys 


Asn 


Met 


Ser 


Arg 








305 










310 










315 













<210> 2184 
<211> 315 
<212> PRT 

<213> Homo sapien (7658481-19-24037-28136) 
<220> 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 

<400> 2184 % 

Phe Ser Gin Asn Leu Leu He Ser Gly Ser Gly Ser Phe Val Leu Leu 

1 5 10 15 

Gly Met Pro Gly Leu Glu Ala Leu His Ala Trp Leu Ser Val Leu Val 

20 25 30 

Cys Leu Leu Tyr Met Ala Ala Leu Val Gly Asn Ala Leu Leu Val Gly 

35 40 45 

Leu Val Val Thr Asp Lys Ala Leu Trp Ala Pro Met Tyr Gin Leu Leu 

50 55 60 

Trp Leu Leu Ala Ala Ala Asp Phe Val Leu Ala Thr Ser Thr Val Pro 
65 70 75 80 

Lys Ala Leu Ala Val Leu Trp Gly Leu Ser Ser Glu He Ser Phe Gly 

85 90 95 

Gly Cys Leu Ala Gin Leu Phe Val Ala His Ser Val Asn His Cys His 

100 105 HO 

He Ala Glu Ser Ser Val Leu Leu Ser Thr Ala Val Asp Cys Gin Pro 

115 120 125 

Leu Arg Tyr Gly Ala Leu Leu Ala Gin Phe Val Val Gly Leu Val Ala 

130 135 140 

Leu Thr Thr Met Thr Arg Asp Val Cys Val Met Tyr Thr Leu Xaa Phe 
145 150 155 160 

Leu Phe Lys Lys Leu Pro Tyr Cys Gly Gin Trp Ala Leu Thr His Thr 

165 170 175 

Tyr Cys Glu His Met Gly Val Ala Cys Leu Ala Cys Gly Asp Thr Cys 

180 185 190 

Pro He He Arg Tyr Gly Leu Ala Thr Thr Leu Leu Ser Pro Ala Leu 
195 200 205 
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Asp Leu Gly Leu He Gly Ala Ser Tyr Ala Leu lie Phe Arg Ala Val 

210 215 220 

Cys Arg Leu Pro Ser His Val Ala Cys His Lys Ala Leu Gly Asn Cys 

230 235 240 

Gly Thr Tyr Ala Ser He He Gly Leu Phe Tyr Thr Pro Ala Leu Phe 

245 250 255 

Ser Phe Leu Ala His Cys Phe Gly Cys His Thr Val Pro Asn His He 

260 265 270 

His He Leu Leu Ala Asn Leu Tyr Ala Val Val Phe Pro Ala Phe Asn 

275 280 285 

Pro Val Val Tyr Gly Val Gin Thr Gin Gin Ser Ser Glu Ala Gin Glu 

290 295 300 

Leu Ala Ser Thr Phe Leu Gly Arg Ser Ser Glu 
305 310 315 

<210> 2185 
<211> 320 
<212> PRT 

<213> Homo sapien (7658481-19-6742-9039) 
<400> 2185 

Met Pro Ser Ala Ser Ala Met He He Phe Asn Leu Ser Ser Tyr Asn 

5 10 15 

Pro Gly Pro Phe He Leu Val Gly He Pro Gly Leu Glu Gin Phe His 

20 25 30 

Val Trp He Gly He Pro Phe Cys He He Tyr He Val Ala Val Val 

35 40 45 

Gly Asn Cys He Leu Leu Tyr Leu He Val Val Glu His Ser Leu His 

50 55 60 

Glu Pro Met Phe Phe Phe Leu Ser Met Leu Ala Met Thr Asp Leu He 

70 75 80 

Leu Ser Thr Ala Gly Val Pro Lys Ala Leu Ser He Phe Trp Leu Gly 

85 90 95 

Ala Arg Glu lie Thr Phe Pro Gly Cys Leu Thr Gin Met Phe Phe Leu 

100 105 HO 

His Tyr Asn Phe Val Leu Asp Ser Ala He Leu Met Ala Met Ala Phe 

115 120 125 

Asp His Tyr Val Ala He Cys Ser Pro Leu Arg Tyr Thr Thr He Leu 

130 135 140 

Thr Pro Lys Thr He He Lys Ser Ala Met Gly He Ser Phe Arg Ser 

15° 155 160 

Phe Cys He He Leu Pro Asp Val Phe Leu Leu Thr Cys Leu Pro Phe 

165 170 1 75 

Cys Arg Thr Arg He He Pro His Thr Tyr Cys Glu His He Gly Val 

180 185 190 

Ala Gin Leu Ala Cys Ala Asp He Ser He Asn Phe Trp Tyr Gly Phe 

i95 200 205 

Cys Val Pro He Met Thr Val He . Ser Asp Val He Leu He Ala Val 
e 210 215 220 

Ser Tyr Ala His He Leu Cys Ala Val Phe Gly Leu Pro Ser Gin Asp 

I? 230 23 5 240 

Ala Cys Gin Lys Ala Leu Gly Thr Cys Gly Ser His Val Cys Val He 

245 250 255 

Leu Met Phe Tyr Thr Pro Ala Phe Phe Ser He Leu Ala His Arg Phe 

260 265 270 

Gly His Asn Val Ser Arg Thr Phe His He Met Phe Ala Asn Leu Tyr 

275 280 285 

He Val He Pro Pro Ala Leu Asn Pro Met Val Tyr Gly Val Lys Thr 

290 295 300 

Lys Gin He Arg Asp Lys Val He Leu Leu Phe Ser Lys Gly Thr Glv 
305 310 315 32 l 



1295 



BNSDOCID: <WO 01 271 S8A2_L> 



WO 01/27158 



PCT/US00/27582 



<210> 2186 
<211> 315 
<212> PRT 

<213> Homo sapien (7658481-2-1-1440) 
<220> 

<221> VARIANT 

<222> (1) . . . (315) 

<223> Xaa = Any Amino Acid 

<400> 2186 . ^ 

Met Gly Gly Phe Gly Thr Asn He Ser Ser Thr Thr Ser Phe Thr Leu 

15 10 15 

Thr Gly Phe Pro Glu Met Lys Gly Leu Glu His Trp Leu Ala Ala Leu 

20 25 30 

Leu Leu Leu Leu Cys Ala He Ser Phe Leu Gly Asn He Leu He Leu 

35 40 45 

Phe He He Lys Glu Glu Gin Ser Leu His Gin Pro Met Tyr Tyr Phe 

50 55 60 

Leu Ser Leu Phe Ser Val Asn Asp Leu Gly Val Ser Phe Ser Thr Leu 
, 65 70 75 80 

Pro Thr Val Leu Ala Ala Val Cys Phe His Ala Pro Glu Thr Thr Phe 

85 90 95 

Asp Ala Cys Leu Ala Gin Thr Phe Phe He His Phe Ser Ser Trp Thr 

100 105 HO 

Glu Phe Gly He Leu Leu Ala Met Ser Phe Asp His Tyr Val Ala He 

115 120 . 125 

Cys Asn Pro Leu Arg Tyr Ala Thr Val Leu Thr Asp Val Arg Val Ala 

130 135 140 

His Asn Gly He Ser He Val He Arg Ser Phe Cys Met Val Phe Pro 
145 150 155 160 

Leu Pro Phe Leu Leu Lys Arg Leu Pro Phe Cys Lys Ala Ser Val Val 

165 170 175 

Leu Ser His Ser Tyr Cys Leu His Ala Asp Leu He Arg Leu Pro Cys 

180 185 190 

Gly Asp Thr Thr He Asn Ser Met Tyr Gly Leu Phe He Val He Ser 

195 200 205 

Ala Phe Gly Val Asp Ser Leu Leu He Leu Leu Ser Tyr Val Leu He 

210 215 220 

Leu His Ser Val Leu Ala He Ala Ser Arg Gly Glu Arg Leu Lys Thr 
225 230 235 240 

Leu Asn Thr Cys Val Ser His He Tyr Ala Val Leu He Phe Tyr Val 

245 250 255 

Pro Met Val Ser Val Ser Met Val His Arg Phe Gly Arg His Ala Pro 

260 265 270 

Glu Tyr Val His Lys Phe Met Ser Ser Leu Tyr Leu Pro Met Leu Tyr 

275 280 285 

Pro He He Tyr Ser He Lys Thr Lys Glu He Arg Arg Arg Leu His 

290 295 300 

Lys Met Leu Leu Gly Ala Lys Phe Xaa Ser Lys 
305 310 315 

<210> 2187 
<211> 124 
<212> PRT 

<213> Homo sapien (7658497-19-2333-3610) 
<220> 

<221> VARIANT 
<222> (1)...(124) 
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<223> Xaa = Any Amino Acid 
<400> 2187 

Leu He Leu Ser Ala Gin He Cys Arg Ala Leu Xaa Leu Ser He Phe 

1 5 10 is 

Leu Val Arg Leu His Phe Lys Lys Leu Gly Pro Lys Ser Leu Asp Leu 

20 25 30 

Tyr Phe Pro Gly Leu Gly Leu Lys Tyr Lys He Asn Ser Thr Asn Asn 

35 40 45 

Tyr Arg Thr Ala Leu Glu Phe Xaa Val Phe Arg Gin Ala Val Xaa Leu 

50 55 60 

Xaa Phe Thr Phe Phe Leu Phe Lys Tyr Ser Cys Leu Ser Lys Pro Gin 
65 70 75 ~ 80 

Xaa Glu Xaa Gly Ser Ser Asp Xaa Val Pro Cys Gin Tyr Ser Arg Cys 

85 90 95 

Ser Glu His Asn Val Ala Leu Leu Ser Pro Gly Phe He Val Met Xaa 

100 105 no 

Val Leu Val Gin Leu Pro Leu Phe Ser Phe Thr Ser 
115 120 

i<210> 2188 
<211> 278 
<212> PRT 

<213> Homo sapien (7670214-14-2036-3224) 
<400> 2188 

Met Leu Leu Gly Asn Leu Ala He He Ser Phe He Cys Leu Asp Ser 

1 5 io 15 

Arg Leu His Ser Pro Met Tyr Phe Phe Leu Cys Asn Phe Ser Leu Met 

20 25 30 

Glu Met Val Val Thr Ser Thr Val Val His Arg Met Leu Ala Asp Leu 

35 40 45 

Leu Ser Thr His Lys Thr Met Ser Leu Ala Lys Cys Leu Thr Gin Ser 

50 55 60 

Phe Phe Tyr Phe Ser Leu Gly Ser Ala Asn Phe Leu He Leu Met Val 
65 70 75 80 

Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro 

85 90 95 

Thr He Thr Asn Gly Pro Val Cys Val Lys Leu Val Val Ala Cys Trp 

100 105 no 

Val Val Gly Phe Leu Ser He Val Ser Pro Thr Leu Gin Lys Thr Arg 

115 120 125 

Leu Trp Phe Cys Gly Pro Asn He He Gly His Tyr Phe Cys Asp Ser 

130 135 140 

Ala Pro Leu Leu Lys Leu Ala Cys Ser Asp Thr Arg His He Glu Arg 
145 150 155 160 

Met Asp Leu Phe Leu Ser Leu Leu Phe Val Leu Thr Thr Met Leu Leu 

165 170 175 

He He Leu Ser Tyr He Leu He Val Ala Ala Val Leu His He Pro 

180 185 190 

Ser Ser Ser Gly Cys Gin Lys Ala Phe Ser Thr Cys Ala Ser His Leu 

195 200 205 

Thr Val Val Val Leu Gly Tyr Gly Ser Ala He Phe He Tyr Val Arg 

210 215 220 

Pro Gly Lys Gly His Ser Thr Tyr Leu Asn Lys Ala Val Ala Met Val 
225 230 235 240 

Thr Ala Met Val Thr Pro Phe Leu Asn Pro Phe He Phe Thr Phe Arg 

245 250 255 

Asn Glu Lys Val Lys Glu Val He Glu Asp Val Thr Lys Arg He Phe 

260 265 270 

Leu Gly Asp Pro Ala Ala 
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275 

<210> 2189 
<211> 203 
<212> PRT. 

<213> Homo sapien (7670214-23-12266-12905) 
<220> 

<221> VARIANT 

<222> (1) . . . (203) 

<223> Xaa = Any Amino Acid 



<400> 2189 





Leu 


He 


Xaa 


Pro 


Asp 


Pro 


Phe 


He Phe Thr 


Gin 


Leu 


Cys 


Ser 


Phe 


1 




5 






10 








15 




Leu 


Asn 


Lys 


Tyr 


Val 


Ala 


Ser 


Thr 


Arg Leu Asn Asp 


His 


Asn 


He 


Asp 






20 










25 






30 






Gin 


Ala 


Pro 
35 


Xaa 


Ser 


Arg 


Ser 


He 
40 


He Leu Asn 


Leu 


Cys 


Leu 


He 


Ser 


Phe 


Gly 
50 


He 


Lys 


Gly 


Met 


Trp 
55 


Ser 


Asn Val Asn 


Ser 
60 


Cys 


Phe 


Leu 


Ser 


Ser 


Leu 


Pro 


Arg 


Glu 


Lys 


Glu 


Leu 


Gly Leu Lys 


Ser 


Glu 


Gly Asn Tyr 


65 








70 






75 










80 


Ser 


Ser 


Ala 


Thr 


Gin 
85 


Phe 


Cys 


Leu 


Leu Gly Phe 
90 


Pro 


Gly 


Phe 


Glu 
95 


Glu 


Leu 


Pro 


His 


Phe 


Leu 


Leu 


Val 


Asn 


Phe Phe Phe 


His 


Leu 


Met 


Arg 


Leu 








100 










105 






110 




Gin 


Met 


Gly 


Asn 


Ala 


Val 


He 


Tyr 


Met 


Val Arg He 


Asp 


Xaa 


Ser 


Leu 




115 










120 






125 




His 




Ser 


Pro 


Gly 


Asp 


Phe 


Phe 


Leu 


Ser 


Gin Leu Phe 


He 


Phe 


Ser 


Ser 




130 








135 






140 










Leu 


Leu 


Met 


Asp 


He 


Ser 


He 


Val 


He Ala Ser 


Leu 


He 


Gin 


He 


Asp 


145 








150 






155 










160 


Ser 


Tyr 


Ser 


Ser 


He 


Pro 


Ser 


Ala 


Ser Gly Gin Lys 


Lys 


Ser 


Phe 


Ser 








165 








170 








175 




Thr 


His 


Ala 


Ser 
180 


His 


Phe 


Thr 


Cys 


Val Gly He 
185 


Asp 


Tyr 


Asp 
190 


Ser 


Cys 


Leu 


Phe 


Leu 
195 


Tyr 


Val 


Lys 


Pro 


Lys 
200 


Gin He Trp 













<210> 2190 
<211> 321 
<212> PRT 

<213> Homo sapien (7671636-1-417-2747) 
<220> 

<221> VARIANT 
<222> (1) . . . (321) 
<223>*Xaa = Any Amino Acid 

<400> 2190 

Phe Lys Arg Ser He Thr Phe Thr Pro Thr Thr Phe Thr Leu Val Gly 

! 5 10 15 

He Pro Gly Leu Glu Ala Glu His Tyr Trp He Ser He Pro Phe Cys 

20 25 30 

Leu He Tyr Thr He He Phe Pro Gly Asn Gly He He Leu His He 

35 40 45 

He Arg He Asp Ser Ser Leu His Gin Pro Met Tyr Tyr Phe Leu Ala 

50 55 60 

Met Pro Ala Phe Val Glu Leu Gly Val Ser Ala Ser Thr Met Pro Thr 
65 70 75 80 
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Val Leu Ser He Phe Leu Phe Gly He Asn Asp Val Ser Phe Gly Gly 

85 90 95 

Cys Leu Leu Gin Met Phe Ser Met His Ser Phe Thr Leu Met Glu Ser 

100 105 no 

Gly Val Leu Leu Ala Met Ser Val Asp Arg Phe Val Ala He Tyr Ser 

H5 120 125 

Pro Leu Arg Tyr Thr Thr He Leu Thr He Ala Cys He Ser Gly Met 

130 135 140 

Gly Ala Ala He Ala Leu Arg Ser Val Met Leu Met Leu Pro Leu Leu 
145 150 155 i 6 o 

Phe Leu Leu Arg Arg Leu Pro Phe Cys Gly His Asn Thr Leu Thr His 

165 170 175 

Ser Tyr Cys Leu His Ser Asp Leu He Lys Leu Pro Cys Gly Asp Thr 

180 185 - 190 

Arg Pro Asn Ser He Leu Ala Leu Phe Val He Thr Phe Thr Phe Gly 

195 200 205 

Leu Asp Leu Leu Phe He Val Val Ser Tyr Val Leu He Leu His Thr 

210 215 220 

Val Leu Glu He Ala Ser Arg Ser Arg Ala Trp Gin Ala Leu Asn Thr 
225 230 235 240 

Cys Val Ser His He Cys Ala Val Leu Val Tyr Tyr Val Pro Met He 

245 250 255 

Ser Leu Ser Xaa Val His Arg Phe Gly Arg His Leu Pro Pro Leu Phe 

260 265 270 

Gin Thr Val Thr Ala Asn Ala Tyr Leu Phe Phe Pro Pro Val Val Asn 

275 280 285 

Pro He Val Tyr Ser He Lys He Lys Glu He Arg Asn Ser Val Val 

290 295 300 

Leu Thr Leu Ser Arg Lys Arg Gly Glu Phe Xaa Trp Arg Pro Lys He 
305 310 315 320 

Pro 



<210> 2191 
<211> 295 

<212> PRT J 
<213> Homo sapien (7690091-1-489-1697) 

<220> 

<221> VARIANT 

<222> (1)...(295) 

<223> Xaa = Any Amino Acid 

<400> 2191 

He Gin Cys Lys Gly Xaa Xaa Lys Xaa He Lys Thr Phe Ser Val Thr 

1 5 10 15 

Pro He Leu Asn Gly Asn Arg Glu He Ala Arg Phe Leu Ser Asn Leu 

20 25 30 

Ser Leu Ala Gly He Gly Phe Pro Ser Thr He Val Ser Lys Met He 

35 40 45 

Val Asp He Gin Ser His Ser Arg Val He Ser Tyr Ala Gly Cys Leu 

50 55 60 

Thr Gin Val Ser Leu Phe Ala Val Phe Gly Cys Met Glu Asp Met Leu 
65 70 75 80 

Leu Ser Val Met Ala Tyr Asp Arg Phe Val Asp He Cys His Pro Leu 

85 90 95 

Asp Tyr Pro Val He Met Asn Pro Cys Phe Cys Gly Phe Leu Val Leu 

100 105 - no 

Leu Ser Phe Phe Leu Ser Leu Leu Asp Ser Gin Leu His Asn Trp He 

H5 120 125 

Ala Leu Gin He Thr Cys Phe Lys Asp Val Glu He Pro Asn Phe Phe 
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135 










140 


Thr Phe Thr 
160 


Cys 
145 


Asp 


Pro Ser 


vjin 


Leu 
1 SO 


tr I. \J 


H-i «? 
nio 


Leu 


Ala 


Cvs 

Jr 43 

155 


Cys Asp 


Asn 


Asp 


He Val 




Tyr 




T 1 

ucu 


Ala 


Ala 


He 


Phe Gly 


Phe Leu Pro 




1 fit: 










170 






175 


He 


Ser 


Gly Tnr 






Car 


iyx 




Lys 


He 


Val Ser 


Ser He Leu 




180 










185 








190 


Arg 


Val 


Ser Ser 


Ser 


L»j.y 


v?j.y 


Lys 




Lys 


Ala 


Phe Ser 


Thr Cys Gly 




195 








200 








205 




Ser 


His 


Leu Ser 


Val 


val 


Cys 


Leu 


rile 


1 Y x 


Gly 


Thr Gly 


Phe Gly Gly 


210 








215 










220 




Asp 


Leu 


Ser Ser 


Asp 


Met 


Ser 


Ser 


Tyr 


Pro 


Arg Lys Gly Ala Val Ala 


225 








230 










235 




240 


Ser 


V3I 


Met Tyr 


Thr 


Val 


Val 


Thr 


Pro 


Met 


Leu 


Asn Pro 


Phe He Tyr 




245 










250 






255 


Ser 


Arg 


Asn Arg Glu 


He 


Lys 


Ser 


Ala 


Leu 


Arg 


Gin Leu 


His Cys Arg 




260 










265 








270 


He 


Val 


Xaa Ser 
275 


His 


Phe 


Leu 


He 
280 


He 


Cys 


Ser 


He Pro 
285 


Ser Val Val 


Xaa 


Val 
290 


Arg Lys 


Gly 


Ser 


Lys 
295 















<210> 2192 
<211> 197 
<212> PRT 

<213> Homo sapien (7705148-11-94-972) 
<220> 

<221> VARIANT 

<222> (1)...(197) 

<223> Xaa - Any Amino Acid 

<400> 2192 

Ala Ala Met Ala Xaa Asp Arg Tyr He Ala He Cys Asn Pro Leu Leu 

1 5 10 15 

Tyr Thr Val He Met Ser Lys Lys Val Cys Cys Gin Leu Ala He Gly 

20 25 30 

Ala Phe Leu Gly Gly Thr Met Ser Ser He He His Thr Thr Asn Thr 

35 40 45 

Phe His Leu Ser Phe Cys Ser Arg Asp He Asn His Phe Phe Cys Asp 

50 55 60 

He Ser Pro Leu Phe Ser Leu Ser Cys Thr Asp Thr Tyr Met His Asp 
65 70 75 80 

He He Leu Val Val Phe Ala Ser Phe Val Glu Ala He Cys Leu Leu 

85 90 95 

Ser Val Leu Leu Ser Tyr Val Phe He Met Ala Ala He Leu Arg Thr 

100 105 HO 

Gly Ser Val Glu Gly Arg Arg Arg Gly Phe Ser Thr Cys Ala Ser His 

. 115 120 125 

Leu Thr Val Val Thr Met Tyr His Gly Thr Leu He Phe He Tyr Leu 

130 135 140 

Arg Pro Ser Thr Gly His Ser Leu Asp He Asp Lys Val Thr Ser Val 
145 150 155 160 

Phe Tyr Thr Leu He He Pro Met Leu Asn Pro Leu lie Tyr Ser Leu 

165 170 175 

Arg Asn Lys Asp Val Lys Asn Ala Phe Arg Lys Val He Gly Arg Lys 

180 185 190 

Leu Leu Pro Xaa Gly 
195 

<210> 2193 
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<211> 128 
<212> PRT 

<213> Homo sapien (7705148-13-12855-13510) 
<220> 

<221> VARIANT 

<222> (1) • . . (128) 

<223> Xaa = Any Amino Acid 

<400> 2193 

Ser Arg Ser Asp Thr Gin Val Asn Glu Leu Val Leu Phe Thr Val Phe 

1 5 10 15 

Gly Phe lie Glu Leu Ser Thr He Ser Gly Val Phe He Ser Tyr Cys 

20 25 30 

Tyr He He Leu Ser Val Leu Glu He His Ser Ala Glu Gly Arg Phe 

35 40 45 

Lys Ala Leu Ser Thr Cys Thr Ser His Leu Ser Ala Val Ala He Phe 

50 55 60 

Gin Gly Thr Leu Leu Phe Met Tyr Phe Arg Pro Ser Ser Ser Tyr Ser 
65 70 75 80 

Leu Asp Gin Asp Lys Met Thr Ser Leu Phe Tyr Thr Leu Val Val Pro 

85 90 95 

Met Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu 

100 105 110 

Ala Leu Lys Lys Leu Lys Asn Lys He Leu Phe Xaa Gly Asn Ser Lys 
115 120 125 

<210> 2194 
<211> 208 
<212> PRT 

<213> Homo sapien (7705148-18-30183-31440) 
<220> 

<221> VARIANT 

<222> (1) . . . (208) 

<223> Xaa = Any Amino Acid 

<400> 2194 ' 

Met Glu Leu Glu Asn Gly Thr Val Lys Thr Gly Phe Phe Leu Leu Gly 

15 10 15 

Phe Ser Asp His Leu Glu Leu Gin Ser Leu Leu Phe Ala Glu Phe Phe 

20 25 30 

Ser He Tyr Ser Val Thr Leu Met Gly Asn Leu Gly Met He Leu Leu 

35 40 45 

He Thr He Ser Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Cys 

50 55 60 

Val Leu Ser Phe He Asp Ala Cys Tyr Ser Ser Val He Ala Pro Lys 
65 70 75 80 

Leu Leu Val Asn Leu Val Ser Glu Lys Lys Thr He Ser Tyr Asn Gly 

85 90 * 95 

Cys Val Ala Gin Leu Tyr Phe Phe Cys Ser Leu Val Asp Thr Glu Ser 

100 105 HO 

Phe Leu Leu Ala Ala Met Ala Xaa Asp Arg Tyr He Ala He Cys Asn 

115 120 125 

Pro Leu Leu Tyr Thr Val He Met Ser Lys Lys Val Cys Cys Gin Leu 

130 135 140 

Ala He Gly Ala Phe Leu Gly Gly Thr Met Ser Ser He He His Thr 
145 150 155 160 

Thr Asn Thr Phe His Leu S r Phe Cys Ser Arg Asp He Asn His Phe 

165 170 175 

Phe Cys Asp He Ser Pro Leu Phe Ser Leu Ser Cys Thr Asp Thr Tyr 
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180 185 190 

Met His Asp He He Leu Val Val Phe Ala Ser Phe Val Glu Ala He 
195 200 205 

<210> 2195 
<211> 188 
<212> PRT 

<213> Homo sapien (7705148-8-1-2633) 



<400> 2195 


















Gly 


Met 


Asp 


Trp 


Glu 


Asn 


Cys 


Ser 


Ser 


Leu Thr Asp Phe Phe 


Leu 


Leu 


1 




5 








10 




15 




He 


Thr 


Asn 


Asn 

20 


Pro 


Glu 


Met 


Lys 


Val Thr Leu Phe Ala 
25 


Val 
30 


Phe 


Leu 


Ala 


Val 


Tyr 
35 


He 


He 


Asn 


Phe 


Ser 
40 


Ala Asn Leu Gly Met 
45 


He 


Val 


Leu 


He 


Arg 
50 


Met 


Asp 


Tyr 


Gin 


Leu 
55 


His 


Thr Pro Met Tyr Phe 
60 


Phe 


Leu 


Ser 


His 


Leu 


Ser 


Phe 


Cys 


Asp 


Leu 


Cys 


Tyr Ser Thr Ala Thr 


Gly 


Pro 


Lys 


65 










70 






75 






80 


Met 


Leu 


Val 


Asp 


Leu 


Leu 


Ala 


Lys 


Asn Lys Ser He Pro 


Phe 


Tyr Gly 








85 








90 




95 




Cys 


Ala 


Leu 


Gin 


Phe 


Leu 


Val 


Phe 


Cys He Phe Ala Asp 


Ser 


Glu 


Cys 






100 










105 


110 






Leu 


Leu 


Leu 
115 


Ser 


Val 


Met 


Ala 


Phe 
120 


Asp Arg Tyr Lys Ala 
125 


He 


He 


Asn 


Pro 


Leu 


Leu 


Tyr 


Thr 


Val 


Asn 


Met 


Ser Ser Arg Val Cys 


Tyr 


Leu 


Leu 




130 








135 




140 




His 




Leu 


Thr 


Gly 


Val 


Tyr 


Leu 


Val 


Gly 


He Ala Asp Ala Leu 


He 


Met 


145 








150 






155 






160 


Thr 


Leu 


Ala 


Phe 


Arg 
165 


Leu 


Cys 


Phe 


Cys Gly Ser Asn Glu 
170 


He 


Asn 
175 


His 


Phe 


Phe 


Cys 


Asp 
180 


He 


Pro 


Pro 


Leu 


Leu Leu Leu Ser 
185 









<210> 2196 
<211> 210 
<212> PRT 

<213> Homo sapien (7705159-18-2705-3893) 
<220> 

<221> VARIANT 

<222> (1) . . . (210) 

<223> Xaa = Any Amino Acid 

<400> 2196 



Cys 


His 


Pro 


Pro 


Leu 


Arg 


Trp 


Gly 


Ser 


Xaa 


Glu 


Pro 


Ala 


Glu 


Glu 


Glu 


1 








5 










10 










15 




Gly 


Leu 


Ala 


Leu 


Ser 


Ser 


Arg 


Xaa 


Phe 


Phe 


Phe 


Phe 


Leu 


Ser 


Val 


Leu 






20 










25 










30 






Asp 


Ala 


Gin 


Leu 


His 


Asn 


Leu 


He 


Ala 


Leu 


Gin 


Met 


Thr 


Cys 


Phe 


Gin 




35 










40 










45 








Asp 


Ala 


Glu 


He 


Pro 


Asn 


Phe 


Phe 


Trp 


Asp 


Pro 


Ser 


Gin 


Leu 


Pro 


His 


50 










55 










60 










Leu 


Ala 


Cys 


Cys 


Asp 


Thr 


Phe 


Thr 


Asn 


Asn 


He 


He 


Met 


Tyr 


Phe 


Pro 


65 






70 










75 










80 


Ala 


Val 


He 


Phe 


Gly 


Phe 


Leu 


Pro 


He 


Ser Gly Thr 


Leu 


Phe 


Ser 


Tyr 










85 










90 










95 




Tyr 


Lys 


He 


Val 


Ser 


Ser 


He 


Leu 


Ser 


Val 


Ser 


Ser 


Ser Arg Gly Gin 




100 










105 










110 






Tyr 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


Gly 


Ser 


His 


Leu 


Ser 


Val 


Val 


Cys 


Xaa 
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115 

Phe Tyr Gly 

130 
Ser Pro Arg 
145 









120 








125 






Thr Gly Val Gly Gly Tyr Phe Ser 


Ser Asp Val 


Ser 


Ser 






135 










140 




Lys Ala 


Ala 


Val 


Ala 


Ser 


Val 


Met 


Tyr Thr Val 


lie 


Thr 




150 










155 






160 


Asn Pro 


Phe 


He 


Tyr 


Ser 


Leu 


Arg Asn Arg His 


He 


i*ys 


165 










170 






175 


Arg Arg 


Pro 


His 


Ser 


Ser 


Thr 


Val 


Gin Ser Pro 


Cys 


Leu 


180 








185 






190 




Ser He 


Pro 


Phe 


Val 


Val 


Trp 


Val 


Asn Lys Gly 


Ser 


Lys 








200 








205 





195 

Val Lys 
210 

<210> 2197 
<211> 186 
<212> PRT 

<213> Homo sapien (7708872-11-1-1518) 

<220> 
« <221> VARIANT 
<222> (1) . . . (186) 
<223> Xaa = Any Amino Acid 

<400> 2197 

Pro Ala His Pro Arg Ser Pro His His Pro Leu Phe Pro Pro Tyr He 

1 5 io 15 

Tyr Leu Lys Asn Phe Phe Pro Thr He Phe Pro Gin Asn Leu Leu Ser 

20 25 30 

Leu Leu Phe Thr Thr Val Phe Pro Pro Pro Pro Thr Pro Asn He Phe 

35 40 45 

Ser Pro Pro Ser Phe Pro His Cys Leu Phe Cys Asn Thr Phe Ser Cvs 

50 55 60 

Ser Leu He Leu Tyr Phe Pro Leu Ala Leu Thr Thr Leu Phe Thr Pro 
65 70 75 80 

Pro Ser Thr Pro Lys Leu Phe Ser Pro Ser Tyr Arg Ser Ser His Thr 

85 90 95 

Ala Val Ser Val Ala Ala Thr Asn Arg Ser Glu Ala Ser Cys Ala Cys 

100 105 no 

Arg Ser His Ser Leu Gin His Ala Ala Val Ala Ser Pro Cys Pro Gly 

115 120 125 

Pro Leu Ser Arg Glu Arg Ser Ser Pro Ala Arg Arg His Ala Xaa Ala 

130 135 140 

Xaa Asn Gly Leu Thr Pro Leu Leu Ala Pro Phe He Tyr Xaa Gly Tyr 
145 150 155 160 

Ala Tyr Glu Val Pro Gly Leu Leu Phe Gin Asp Trp Val Arg Glu Asn 

165 170 175 

Ala Glu Ala Tyr Ser Asp Trp Thr Leu Leu 
180 185 

<210> 2198 
<211> 323 
<212> PRT 

<213> Homo sapien (7708872-16-23686-24654) 
<220> 

<221> VARIANT 

<222> (1) . . . (323) 

<223> Xaa = Any Amino Acid 

<400> 2198 
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Val Ala Cys Tyr Leu Pro Glu Leu Ser Val Gly Cys Pro Gly Gly Lys 

1 5 10 15 

Glu Asn Glu Thr Gly Val Gly Glu Phe Leu Leu Leu Ser He Thr Ser 

20 25 30 

Asp Ser Glu Lys Gin Gin Ala Leu Phe Trp Leu Phe Leu Cys Met His 

35 40 45 

Leu Val Thr Glu Ala Gly Asn Thr Pro He He Leu Gly He Gly Ser 

50 55 60 

Asn Pro Arg Leu His Thr Pro Thr Tyr Phe Phe Thr His Leu Ser Phe 
65 70 75 80 

Val Asn He Cys Phe He Thr Asn Leu He Pro Lys Leu Leu Val Asn 

85 90 95 

His Val Ala Gly Thr Gly Met He Thr He Ser Ser Pro Gin Cys Leu 

100 105 110 

Thr Gin Met Tyr Phe Leu He Ser Phe Ala Asn Val Asp Thr Phe Leu 

115 120 125 

Leu Ala He Met Ala Leu Asp His Tyr Val Ala He Cys Ser Ala Leu 

130 135 140 

Arg Tyr Cys Ser He He Thr Pro Glu Leu Cys Gin Gly Leu Ala Val 
145 " 150 155 160 

Leu Ala Xaa Ala Gly Ser Ser Leu He Ser Leu Val His Thr Val He 

165 170 175 

Met Ser Arg Leu Ala Phe Cys Ser Ser Ala Gin He Ser His Phe Tyr 

180 185 190 

Cys Asp Ala Tyr Leu Leu Met Lys He Ala Cys Ser His Thr Val Asn 

195 200 205 

Gin His Val Phe Leu Gly Ala Val Val Leu Phe Leu Ala Pro Cys Ala 

210 215 220 

Leu He Leu Val Ser Tyr He Arg He Ala Ala Ala He Leu Arg He 
225 230 235 240 

Pro Ser Pro Thr Arg Arg Arg Lys Ala Cys Ser He Cys Ser Ser, His 

245 250 255 

Leu Ser Leu Val Thr Leu Phe Tyr Gly Thr Val Leu Gly He Cys He 

260 265 270 

Xaa Pro Pro Asp Ser Phe Ser Ala Gin Asp Thr, He Ala Thr He Met 

275 280 285 

Tyr Thr Val Val Thr Ser Met Leu Asn Pro Phe He Tyr Ser Leu. Met 

290 295 300 

Asn Lys Glu Val Gin Glu Ala Val Arg Arg Leu Phe Ser Arg Gly Ser 
305 310 315 320 

His Ser Ser 



<210> 2199 
<211> 328 
<212> PRT 

<213> Homo sapien (7715624-11-1-3301) 
<220> * 

<221> VARIANT 

<222> (1) . . . (328) 

<223> Xaa = Any Amino Acid 

<400> 2199 

Leu Ser He Cys Phe Phe Leu Cys He Phe Ser Ala Asp He Xaa Ser 

1 5 10 15 

Met Leu Ala Met Glu Gin Asn Asn Gly Thr Glu Val Thr Glu Phe He 

20 25 30 

Leu Leu Gly Phe Ala Gly Gin His Lys Ser Trp His He Leu Ser He 

35 40 45 

Ala Phe Leu Ala He Tyr Val Val Thr Pro Val Gly Asn He Gly Met 
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50 55 60 

He Leu Leu He Lys He Asp Ala Ser Leu His He Pro Met Xaa lie 
65 ™ 75 80 

Phe Leu Gin His Leu Ala Phe Val Asp Leu Cys Tyr Thr Ser Ala He 

85 90 95 

Thr Pro Lys Met Leu Lys Asn Phe Val Glu Thr Lys Lys Ser He Ser 

100 105 " no 

Cys He Gly Cys Met Val Gin Leu Leu Val Tyr Gly Thr Phe Ala Thr 

115 120 125 

Ser Asp Cys Tyr He Leu Ala Ala Met Ala Val Asp Arg Tyr Val Ala 

130 135 140 

Phe Cys Asn Pro Leu His Tyr Pro Gly Val Met Ser Gin Arg Leu Cys 
145 150 155 160 

He Lys Leu Leu Val Ser Ser Tyr Val Met Gly Phe Leu Asn Ala Ser 

165 170 175 

He Asn He Ser Phe Thr Phe Ser Leu Asn Phe Cys Lys Ser Lys Thr 

180 185 190 

He Asn His Phe Phe Cys Asp Glu Pro Pro He He Ala Leu Pro Cys 

195 200 205 

Ser Asn He Asp Leu Asn He Met Leu Leu Thr Val Phe Val Gly Leu 

210 215 220 

Asn Leu Met Cys Thr Val Met Val Val He He Ser Cys He Tyr Val 
225 230 2 35 2 40 

Leu Val Ala He Leu Arg He Ser Ser Ala Ala Gly Lys Lys Lys Ser 

245 250 , 255 

Leu Ser Thr Cys Ala Ser His Leu Thr Ala Val Thr He Phe Tyr Gly 

260 265 270 

Val Leu Ser Tyr Met Tyr Leu Cys His Arg He Aan Glu Ser Gin Lys 

275 280 285 

Gin Glu Lys Val Ala Ser Val Phe Tyr Gly lie He He Pro Met Leu 

290 295 300 

Asn Pro Leu He Tyr Ser Gin Arg Asn Gin Asp Val He Glu Ala He 
305 310 315 320 

Lys Leu Thr Glu Lys Lys Tyr Phe 
325 

<210> 2200 
<211> 193 
<212> PRT 

<213> Homo sapien (7768677-1-106933-108798) 
<220> 

<221> VARIANT 

<222> (1) . . . (193) 

<223> Xaa = Any Amino Acid 

<400> 2200 

Phe Phe Asn He Thr Xaa Phe Val Pro Glu Val Met Lys Ser Leu Ser 

1*5 10 15 

Arg Ser Lys Asp He Ser Phe Asn Phe Cys Phe Xaa Phe Phe Phe Phe 

20 25 30 

Ser Cys Gly Cys Thr Gly Leu Thr Glu Asp He Phe Val Val Phe Lys 

35 40 45 

Ser Phe Val Leu Phe Gly Val Leu Ser Xaa Ala His Leu Pro Val Lys 

50 55 60 

Lys Lys Lys Lys Arg Phe Cys Ser Leu Leu Tyr Xaa Thr Thr He Leu 
65 70 75 80 

He Cys Lys Trp Pro Lys Thr Ser Pro Phe Phe Thr Glu Phe Leu Ser 

85 90 95 

Leu Ser Arg Lys Asn Leu Lys Phe Gin Lys Asn He Glu Cys Glu Tyr 
100 105 no 
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Met He Ser Val Xaa Ala Thr Cys He Gly Asn Lys Tyr Leu Asn Cys 

115 120 125 

Glu He Tyr Leu Arg Ser Leu Thr Phe Pro Asn He Ser Ser He Val 

130 135 140 

Phe Phe Leu Leu Gin Ser Lys Tyr Met Phe Thr Phe Xaa Lys Tyr Arg 
145 150 155 160 

Glu Ala Gin Asn Trp Gly Lys Lys Pro Xaa Xaa He Pro Pro Ser Arg 

165 170 175 

Lys Lys Ala He Asn Leu Xaa Arg He Ser Ser Xaa Ser Leu Phe Cys 
180 185 190 

Val 

<210> 2201 
<211> 291 
<212> PRT 

<213> Homo sapien (7770649-26-5915-7266) 
<400> 2201 

Met Val Gly Ala Asn His Ser Val Val Ser Glu Phe Val Phe Leu Gly 
,15 10 15 

Leu Thr Asn Ser Trp Glu He Arg Leu Leu Leu Leu Val Phe Ser Ser 
i 20 25 30 

Met Phe Tyr Met Ala Ser Met Met Gly Asn Ser Leu He Leu Leu Thr 

35 40 45 

Val Thr Ser Asp Pro His Leu His Ser Pro Met Tyr Phe Leu Leu Ala 

50 55 60 

Asn Leu Ser Phe He Asp Leu Gly Val Ser Ser Val Thr Ser Pro Lys 
65 70 75 80 

Met He Tyr Asp Leu Phe Arg Lys His Glu Val He Ser Phe Gly Gly 

85 90 95 

Cys He Ala Gin He Phe Phe He His Val lie Gly Gly Val Glu Met 

100 105 HO 

Val Leu Leu He Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 

115 120 125 

Pro Leu Gin Tyr Leu Thr He Met Ser Pro Arg Met Cys Met Phe Phe 

130 135 140 

Leu Val Ala Ala Trp Val Thr Gly Leu He His Ser Val Val Gin Leu 
145 150 155 160 

Val Phe Val Val Asn Leu Pro Phe Cys Gly Pro Asn Val Ser Asp Ser 

165 170 175 

Phe Tyr Cys Asp Leu Pro Arg Phe He Lys Leu Ala Cys Thr Asp Ser 

180 185 190 

Tyr Arg Leu Glu Phe Met Val Thr Ala Asn Ser Gly Phe He Ser Leu 

195 200 205 

Gly Ser Phe Phe He Leu He He Ser Tyr Val Val He He Leu Thr 

210 215 220 

Val Leu Lys His Ser Ser Ala Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 - 230 235 240 

Ser Ala His Val Ser Val Val Val Leu Phe Phe Gly Pro Leu He Phe 

245 250 255 

Val Tyr Thr Trp Pro Ser Pro Ser Thr His Leu Asp Lys Phe Leu Ala 

260 v 265 270 

He Phe Asp Ala Val Leu Thr Pro Val Leu Asn Pro He He Tyr Thr 

275 280 285 

Phe Arg Asn 
290 

<210> 2202 
<211> 92 
<212> PRT 
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<213> Homo sapien (7939486-13-581-990) 
<220> 

<221> VARIANT 

<222> (1) . . . (92) 

<223> Xaa = Any Amino Acid 

<400> 2202 

Cys His Pro Ser His Tyr Phe Ser He Leu He Arg Phe Leu Cys Leu 

15 10 15 

Tyr Leu Ser Leu Glu Met Gin Ala Ala Cys Ser Ser Ser Xaa Leu Thr 

20 25 30 

His Thr He His Phe Met Lys His Lys Pro Val Leu Thr Asn Ser Leu 

35 40 45 

Ser Ser Leu Phe Asn Leu Ser Asn Cys Asp Lys Asn His Thr Ala Leu 

50 55 60 

Tyr Pro Val Xaa Pro Pro Met He Phe Asp Gin Lys Pro Asn Leu Phe 
65 70 75 , 80 

Phe Val Val Phe Thr Tyr Gly Gin Leu Gly Ser Thr 
85 90 

<210> 2203 
<211> 168 
<212> PRT 

<213> Homo sapien (7996320-1-1-801) 
<400> 2203 

Lys Gin Ser Ser Gly Asp Ser Gly Asn Gin Thr Thr Trp Leu He Leu 

1 5 10 1 5 . 

Val Gly Phe Gly Glu Leu Gin Tyr Leu Gly Phe Leu Pro Phe Thr Leu 

20 25 30 

Phe Leu Ala He Tyr Val Val Thr Val Val Gly Asn Ala Leu He Met 

35 40 45 

Leu Ala Val Ala Ser Ser Arg Thr Leu His Pro Pro Met Tyr Phe Phe 

50 55 60 

Leu Cys His Phe Ser Leu Leu Glu He Gly Tyr Thr Ser Asn Val He 
65 70 75 80 

Leu Trp Leu Leu Gin Ser Phe Leu Glu Gly Lys Glu Val He Ser Leu 

85 90 95 

Val Ser Cys Leu Ala Gin Phe Tyr Val Phe Ser Ser Leu Ala Ala Ala 

100 105 110 

Glu Cys Leu Leu Leu Ser Ala Vai Ser Tyr Asp Cys Tyr Leu Ala He 

115 120 125 

Cys Cys Pro Leu His Tyr Pro Ala Leu Met Ser Thr Trp Phe Cys His 

13 0 135 1 40 

Cys Leu Ala Ala Gly Ala Trp Phe Ser Gly Phe Phe Ser Ser Ala Phe 
145 150 155 160 

Thr Met Ala Leu Ala Ala Pro Leu 
165 

<210> 2204 
<211> 167 
<212> PRT 

<213> Homo sapien (7996320-11-500-1042) 
<220> 

<221> VARIANT 

<222> (1) . . . (167) 

<223> Xaa = Any Amino Acid 

<400> 2204 
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Gly 


Leu 


Gly Gly 


Gly Gin 


Ser 


Cvs 


Ala 


Asn 


Lys 


Lys Trp Gly Thr Gly 


1 








5 










10 




15 


Leu 


Asn 


Leu 


Thr 


Pro 


Ser 


Phe 


His 


Glv 


Ser 


Arg 


Ser Asn Phe Cys Gly 




20 










25 






30 


Pro 


Xaa 


He 
35 


Ser 


He 


His 


Ser 


Tvr 
40 


Ser 


Leu 


Gin 


Ser Phe Leu Pro Val 
45 


Leu 


He 
50 


Met 


Asn 


Leu 


Tyr 


Aua 

55 


Thr 


His 


Cvs 


Ser 


Xaa Gin Ser Ser Pro 
60 


He 


Leu 


His 


Tyr 


Pro 


Val 


Gin 


Val 


Leu 


Gly 


Leu Gly Thr Leu Val Leu 










70 










75 


80 


Leu 


Leu Gly 


Ser 


Tyr 


Ser 




Tie 

IXC 


He 


Met 


Thr Ala Pro Gly Asp Gin 










85 










90 




95 


Leu 


Cys 


Xaa 


Gin 


Gly Arg 


Ser 


Lys 


He 


Leu 


Ser 


Thr Cys Ser Ser His 






100 










105 






110 


Tyr 


Leu 


Val 


Val 


Thr 


He 


Phe 


Tvr 


Thr 


Ser 


Gly 


Phe Leu Arg Tyr Val 




115 










120 








125 


lie. 


Leu 


Tyr 


Pro 


Xaa 


He 


Xaa 


Met 


Arg 


Asp 


He 


Pro Tyr Pro Lys Trp 




130 








135 










140 


Ser 


Pro 


Leu 


Ala 


Glu 


Glu 


Ser 


He 


Thr 


Lys 


Xaa 


Gin Asp He Gin Lys 


145 








150 










155 


160 


Ala 


Xaa 


Ala 


Leu 


Val 
165 


Leu 


Leu 













<210> 2205 
<211> 294 
<212> PRT 

<213> Homo sapien (8052042-13-4893-7590) 

<400> 2205 , ^ 

Ala Thr Tyr Asn Ser Ser Asn Thr Val Val Thr Glu Phe Val Phe Leu 

1 5 10 15 

Ser Phe Pro Glu Leu His His Leu Gin Gly Leu Leu Phe Val Ser Leu 

20 25 30 

Leu He He Tyr Val Val Thr He Leu Glu Asp Leu Ala Val Val Gly 

35 40 45 

Thr He Arg Ala Ser His His Leu His He Ser Thr His Leu Phe Leu 

50 55 60 

Ala Gin Leu Ser Val Leu Glu Thr Leu Tyr Thr Ser Val Thr Val Pro 
65 70 75 80 

Lys Leu Leu Ala Gly Leu Pro Ala Glu Arg Arg Pro Ser He Ser Phe 

85 90 95 

Ser Gly His Leu Thr Trp Leu Leu Leu Phe Leu Ser Leu Ser Ser Ser 

100 105 HO 

Glu Cys Val Leu Pro Ala Asn Met Asp Cys Asp Trp His Pro Val He 

115 120 125 

Cys His Leu Leu His Tyr Leu Ser Pro Ser Trp Thr Pro Cys Ser Trp 

130 135 140 

Leu Cys Leu His Leu Ala He Ser Ala Gin Leu Ser Ser Phe Pro Ala 
145 ■ 150 155 160 

Ser Phe Val Ser Thr Ala Leu Asn Ser Ser Leu Arg Leu Arg Ser Pro 

165 170 175 

Asp Val Leu Asn His Phe Cys Asp He Pro Pro Pro Leu Gly Leu Ser 

180 185 190 

Cys Ser Ser Thr Thr Thr He Glu Met Arg Thr Gin Ala Ala Gin Val 

195 200 205 

He Leu Ala Ala Ser Leu Gin Ala Thr Thr Val Ser Tyr Thr His He 

210 215 220 

Leu Ala Arg Ser Leu Arg He Pro Glu Arg Pro Ser Lys Leu Lys Ala 
225 ~ 230 235 240 

Phe Pro Thr Tyr Ala Ser His Leu Gly Cys Gly Ser Ser Asn Leu He 
245 250 255 
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Lys Leu Val Ser Gly Val Tyr Leu Val Gly lie Pro Leu Leu Lys Pro 

260 265 270 

lie lie Tyr Cys Leu Arg Asn Cys Asn lie Arg Glu Ala Leu Ala Lys 

275 280 285 

Leu Leu Gin Ala Leu Pro 
290 

<210> 2206 
<211> 175 
<212> PRT 

<213> Homo sapien (8052042-5-3342-10968) 
<220> 

<221> VARIANT 

<222> (1)...(175) 

<223> Xaa - Any Amino Acid 

<400> 2206 

Leu Leu Met Ala Ala Asp Asn His Thr Arg Val Glu Ala Phe Val Leu 
1 5 10 15 

iGln Gly Phe Ser Glu Asp Leu Pro Leu Gin Gly Cys Cys Phe Ala Phe 
20 25 30 

Phe Leu Leu Tyr Leu Met Ala Leu Val Gly Asn lie Leu Met Val Met 

35 40 45 

Ala lie Ser Leu Asn Pro Gly Leu His Thr Pro Val Tyr Phe Phe Leu 

50 55 60 

Thr Asn Leu Ala Leu Leu Asp lie Val Cys Thr Ser Met Asp Asn Ser 
65 70 75 80 

Arg Val Val Ala Val Leu Tyr Thr Val Val Ser Pro Thr Leu Asn Pro 

85 90 95 

Ser Pro Thr Pro Cys Gly Thr Arg Thr Tyr Gin Xaa His Xaa Gly Glu 

100 105 110 

Cys Phe Leu Ala Ser Gly Lys Arg Lys Gly Ser Phe Xaa Cys Glu Met 

115 120 125 

Phe Gin Val Leu Thr Asn Xaa Phe Gin His Met Thr Leu Arg lie Ser 

130 135 140 

Cys Lys Gin Gin Gly Thr Arg Lys Xaa Leu Met Pro His lie Tyr Lys 
145 150 155 160 

Xaa Cys Ala Pro Ala Arg Gly Cys His His Ser Met Trp Asn Ser 
165 170 175 

<210> 2207 
<211> 275 
<212> PRT 

<213> Homo sapien (8072456-16-39461-40850) 
<400> 2207 

Met Val Gly Asn Leu Leu lie Trp Val Thr Thr He Gly Ser Pro Ser 

1^5 10 15 

Leu Gly Ser Leu Met Tyr Phe Phe Leu Ala Tyr Leu Ser Leu Met Asp 

20 25 30 

Ala He Tyr Ser Thr Ala Met Ser Pro Lys Leu Met He Asp Leu Leu 

35 40 45 

Cys Asp Lys He Ala He Ser Leu Ser Ala Cys Met Gly Gin Leu Phe 

50 55 60 

He Glu His Leu Leu Gly Gly Ala Glu Val Phe Leu Leu Val Val Met 
65 70 75 80 

Ala Tyr Asp Arg Tyr Val Ala He Ser Lys Pro Leu His Tyr Leu Asn 

85 90 95 

He Met Asn Arg Leu Val Cys He Leu Leu Leu Val Val Ala Met He 
100 105 HO 
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Gly Gly Phe Val His Ser Val Val Gin He Val Phe Leu Tyr Ser Leu 

115 120 125 

Pro He Cys Gly Pro Asn Val He Asp His Ser Val Cys Asp Met Tyr 

130 135 140 

Pro Leu Leu Glu Leu Leu Cys Leu Asp Thr Tyr Phe He Gly Leu Thr 
145 150 155 160 

Val Val Ala Asn Gly Gly He He Cys Met Val He Phe Thr Phe Leu 

165 170 175 

Leu He Ser Cys Gly Val He Leu Asn Phe Leu Lys Thr Tyr Ser Gin 

180 185 190 

Glu Glu Arg His Lys Ala Leu Pro Thr Cys He Ser His He He Val 

195 200 205 

Val Ala Leu Val Phe Val Pro Cys He Phe Met Tyr Val Arg Pro Val 

210 215 220 

Ser Asn Phe Pro Phe Asp Lys Leu Met Thr Val Phe Tyr Ser He He 
225 230 235 240 

Thr Leu Met Leu Asn Pro Leu He Tyr Ser Leu Arg Gin Ser Glu Met 

245 250 255 

Lys Asn Ala Met Lys Asn Leu Trp Cys Glu Lys Leu Ser He Val Arg 
260 265 270 

Lys Arg Val 
275 

<210> 2208 
<211> 316 
<212> PRT 

<213> Homo sapien (8077072-13-9613-11523) 



<220> 

<221> VARIANT 

<222> (1) . . . (316) 

<223> Xaa = Any Amino Acid 



<400> 2208 



Met 


Val 


He 


Leu 


Ser 


Trp 


Glu 


Asn 


1 








5 








Leu 


Gin Gly 


Phe 


Ser 


Ser 


He 


Arg 








20 










He 


He 


Leu 


Val 


Phe 


Tyr 


He 


Leu 






35 










40 


Val 


Leu 


Leu 


Val 


Leu 


Val 


Arg 


His 




50 










55 




Leu 


Leu 


Val 


Asn 


Leu 


Ser 


Cys 


Leu 


65 










70 






He 


Pro 


Lys 


Met 


Leu 


Leu 


He 


He 










85 








Val 


Ala 


Gly 


Trp 


Leu 


Ala 


Gin 


Phe 








100 










Thr 


Glu 


Cys 


Leu 


Leu 


Leu 


Thr 


Val 






115 










120 


He 


Cys 


Gin 


Pro 


Leu 


Cys 


Tyr 


Arg 




130 










135 




He 


Arg 


Leu 


Ala 


Ala 


Gly 


Ser 


Trp 


145 










150 






He 


Thr 


Met 


Val 


Leu 


Leu 


Cys 


Arg 










165 








Thr 


Asp 


His 


Phe 


Phe 


Cys 


Asp 


Phe 








180 










Met 


Asp 


Thr 


Ser 


Val 


Thr 


Glu 


Thr 






195 










200 


Val 


Thr 


Leu 


He 


Pro 


Phe 


Leu 


Leu 



Gin 


Thr 
10 


Met 


Arg 


Val 


Glu 


Phe 
15 


Val 


Gin 


Leu 


Asn 


He 


Phe 


Leu 


Phe 


Met 


25 










30 






Thr 


Val 


Ser 


Gly Asn 


He 


Leu 


He 










45 








His 


Leu 


His 


Thr 
60 


Pro 


Met 


Tyr 


Phe 


Glu 


He 


Trp 
75 


Tyr 


Thr 


Ser 


Asn 


He 
80 


He 


Ala 
90 


Glu 


Xaa 


Lys 


Thr 


He 
95 


Ser 


Tyr 


Phe 


Phe 


Gly 


Ser 


Leu 


Ala 


Ala 


105 










110 






Met 


Ser 


Tyr Asp Arg Tyr 


Leu 


Ala 










125 








Val 


Leu 


Met 


Thr 
140 


Gly 


Pro 


Leu 


Cys 


Phe 


Cys 


Cys 
155 


Phe 


Leu 


Leu 


Thr 


Ala 
160 


Leu 


Thr 
170 


Phe 


Cys 


Gly 


Pro 


Tyr 
175 


Glu 


Thr 


Pro 


Leu 


Val 


His 


Leu 


Ser 


Cys 


185 










190 






He 


Ala 


Phe 


Ala 


Thr 
205 


Ser 


Ser 


Ala 


He 


Val 


Ala 


Ser 


Tyr 


Ser 


Cys 


Val 
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210 215 220 

Leu Ser Ala He Leu Arg He Pro Ser Cys Thr Gly Gin Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val He Val Phe Tyr Gly 

245 250 255 

Thr Leu He Ala Thr Tyr Leu Val Pro Ser Ala Asn Ser Ser Gin Leu 

260 265 270 

Leu Cys Lys Gly Ser Ser Leu Leu Tyr He He Leu Thr Pro Met Phe 

275 280 285 

Asn Pro He He Tyr Ser Leu Arg Asn Arg Asp He His Glu Ala Leu 

290 295 300 

Lys Lys Cys Leu Arg Lys Lys Ser Gly Val Cys Leu 
305 310 315 

<210> 2209 
<211> 309 
<212> PRT 

<213> Homo sapien (8081198-24-6628-8036) 
<400> 2209 

Met Glu Asn Gin Asn Asn Val Thr Glu Phe He Leu Leu Gly Leu Thr 

1 5 10 15 

Glu Asn Leu Glu Leu Trp Lys He Phe Ser Ala Val Phe Leu Val Met 

20 25 30 

Tyr Val Ala Thr Val Leu Glu Asn Leu Leu He Val Val Thr He He 

35 40 45 

Thr Ser Gin Ser Leu Arg Ser Pro Met Tyr Phe Phe Leu Thr Phe Leu 

50 55 60. 

Ser Leu Leu Asp Val Met Phe Ser Ser Val Val Ala Pro Lys Val He 
65 70 75 t 80 

Val Asp Thr Leu Ser Lys Ser Thr Thr He Ser Leu Lys Gly Cys Leu 

85 90 95 

Thr Gin Leu Phe Val Glu His Phe Phe Gly Gly Val Gly He He Leu 

100 105 no 

Leu Thr Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 

H5 120 125 

His Tyr Thr He He Met Ser Pro Arg Val Cys Cys Leu Met Val Gly 

130 135 140 

Gly Ala Trp Val Gly Gly Phe Met His Ala Met He Gin Leu Leu Phe 
145 150 155 160 

Met Tyr Gin He Pro Phe Cys Gly Pro Asn He He Asp His Phe He 

165 170 175 

Cys Asp Leu Phe Gin Leu Leu Thr Leu Ala Cys Thr Asp Thr His He 

180 185 190 

Leu Gly Leu Leu Val Thr Leu Asn Ser Gly Met Met Cys Val Ala He 

195 200 205 

Phe Leu He Leu He Ala Ser Tyr Thr Val He Leu Cys Ser Leu Lys 

210 215 220 

Ser Tyr Ser Ser Lys Gly Arg His Lys Ala Leu Ser Thr Cys Ser Ser 
2 ? 5 230 235 240 

Has Leu Thr Val Val Val Leu Phe Phe Val Pro Cys He Phe Leu Tyr 

245 250 255 

Met Arg Pro Val Val Thr His Pro lie Asp Lys Ala Met Ala Val Ser 

260 265 270 

Asp Ser He He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 

275 280 285 

Asn Ala Glu Val Lys Ser Ala Met Lys Lys Leu Trp Met Lys Trp Glu 

290 295 300 

Ala Leu Ala Gly Lys 
305 
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<210> 2210 
<211> 270 
<212> PRT 

<213> Homo sapien (8086488-18-2452-4090) 
<400> 2210 



Met 


Glu 


Val 


Ser 


Gly 


Asn 


HIS 


inr 


Ser 


Val 


Ala 


Met 


Phe 


Val 


Leu 


Leu 


1 








c 
3 










10 










15 




Gly 


Leu 


Ser 


Asp 


Glu 


Lys 


Glu 


Leu 


(j±n 


Leu 


He 


Leu 


Phe 


Pro 


Val 


Phe 






20 










Z D 










30 






Leu 


Val 


He 


Tyr 


Leu 


Val 


Thr 


Leu 


j. ie 


Trp Asn Met 


Gly Leu 


He 


He 






35 








40 










45 








Leu 


He 


Arg 


He 


Asp 


Ser 


His 


Leu 


TV «-.»-» 

Asn 


Thr 


Pro 


Met 


Tyr 


Phe 


rue 


Leu 




C ft 

-J V 








55 










60 










Ser 


Phe 


Leu 


Ser 


Phe 


Thr 


Asp 


He 


Cys 


Tyr 


Ser 


Ser 


Thr 


He 


Ser 


Pro 


65 










70 










75 










80 


Arg 


Met 


Leu 


Ser 


Asp 


Phe 


Leu 


Lys 


Asp 


Lys 


Lys 


Thr 


He 


Ser 


pne 


Leu 








85 










90 










95 




Ala 


Cys 


Ala 


Thr 


Gin 


Tyr 


Phe 


Leu 


Gly 


Ala 


Trp 


Met 


Ser 


Leu 


IV 1 -» 

Axa 


VjIU 






100 










105 










110 






Cys 


Cys 


Leu 


Leu 


Val 


lie 


Met 


Ala 


Cys 


Asp Arg Tyr 


Val 


Ala 


i ie 


Pi >. 

\j±y 


115 










120 










125 








Ser 


Pro 


Leu 


Gin 


Tyr 


Ser 


Ala 


He 


Met 


Val 


Pro 


Ser 


He 


Cys 


Trp 


Lys 




130 










135 










140 








HIS 


Met 


Val 


Ala 


Gly 


Val 


Cys 


Gly Gly 


Gly 


Phe 


Leu 


Ser 


Ser 


Leu 


Val 


145 








150 










155 










160 


Thr 


Val 


Pro 


Cys 


Phe 


Asn 


Leu 


Tyr 


Tyr 


Cys 


Gly Pro Asn 


He 


He 


vjj.n 








165 










170 










175 




His 


Phe 


Phe 


Cys 
180 


Asn 


Thr 


Leu 


Gin 


He 
185 


He 


Ser 


Leu 


Ser 


Cys 
190 


Ser 


Asn 


Pro 


Phe 


He 
195 


Ser 


Gin 


Met 


He 


Leu 
200 


Phe 


Leu 


Glu 


Ala 


He 
205 


Phe 


Val 


Gly 


Leu 


Gly 
210 


Ser 


Leu 


Leu 


Val 


He 
215 


Leu 


Leu 


Ser 


Tyr 


Gly 
220 


Phe 


He 


Val 


Ala 


Ser 


He 


Leu 


Lys 


He 


Ser 


Ser 


Thr 


Lys 


Cys 


Cys 


Ala 


Lys 


Ala 


Phe 


Asn 


225 








230 










235 










240 


Thr 


Cys 


Ala 


Ser 


His 


Leu 


Ala 


Ala 


Val 


Ala 


Leu 


Phe Tyr Gly Thr 


Ala 








245 










250 










255 




Leu 


Ser 


Val 


Tyr 
260 


Met 


His 


Pro 


Ser 


Ser 
265 


Ser 


His 


Ser 


Met 


Lys 
270 







<210> 2211 
<211> 161 
<212> PRT 

<213> Homo sapien (8096828-10-670-2127) 
<220> 

<221> VARIANT 

<222>< (1) . . . (161) 

<223> Xaa = Any Amino Acid 



<400> 2211 



Gly Trp 


Lys 


Ser 


Ser 


Thr 


Phe 


Asn 


He 


Ser 


Cys 


Thr 


Lys 


Phe 


Phe 


Leu 


1 






5 










10 










15 




Val 


Gly 


Phe 


Pro 


Gly Leu Arg 


Glu 


Trp 


Trp 


Pro 


Leu 


Leu 


Val 


Leu 


Pro 






20 










25 










30 






Leu 


Val 


Phe 


Leu 


Phe 


Val 


Thr 


He 


He 


Ser 


Ala 


Asn 


Ala 


Leu 


Val 


He 






35 










40 










45 








His 


Thr 


Val 


Val 


Ala 


Arg 


Gin 


Asn 


Leu 


His 


Gin 


Pro 


Thr 


Cys 


Met 


Leu 




50 










55 










60 










He 


Thr 


Val 


Leu 


Leu 


Ala 


Val 


Asn 


He 


Arg 


Ala 


Ala 


Thr 


Ala 


Val 


Met 
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65 










70 






Pro 


Lys 


Met 


Leu 


Glu 
85 


Glv 


Phe 


Val 


His 


Gly Arg 


Leu 


Ala 


Xaa 


Val 


Phe 








i no 










Asp 


Tyr 


Asn 
115 


Phe 


Leu 


Trp 


Pro 


Trp 
120 


Cys 


His 


Pro 


Leu 


Cys 


Phe 


Ser Asp 




130 










135 




Leu 


Leu 


Ala 


He 


Leu 


Ala 


Phe 


Glu 


145 










150 






Pro 

















75 so 
Tyr Tyr Ala Asn Pro He Ser Leu 

90 95 
Phe He Tyr Phe Thr Leu Leu Leu 
105 no 
Pro Trp Thr Gly Tyr Phe Ala He 
125 

Leu Met Thr Ser Gin Leu Leu Gly 
140 

Gin Ser Pro Gly Ser Asp Pro Ala 
155 160 



<210> 2212 
<211> 198 
<212> PRT 

<213> Homo sapien (8096828-22-1-1563) 
<220> 

<221> VARIANT 

<222> (1) . . . (198) 

<223> Xaa = Any Amino Acid 



<400> 2212 

Val Ala He Cys His Pro Leu Cys Phe Gin Thr Glu Xaa Leu Pro Ser 

1 5 io 15 

Trp Leu Gly Leu Leu Ala He Leu Ala Leu Thr Gin Ser Trp Gly Val 

20 25 30 

Thr Val Pro Leu Val Val Leu Thr Ala Lys Ala Asp Phe Cys Arg Thr 

35 40 45 

Ala Val He Arg His Phe Thr Cys Glu Cys He Ala Leu Leu Ser He 

50 55 60 

Ala Cys Gly Asp Leu Thr Phe Asn Asn trp Leu Gly Leu Ala Met Cys 
65 70 75 ~ 80 

Leu Val Thr Val He Ser Asp Met Ala Leu Leu Gly Thr Ser Tyr Thr 

85 90 95 

His He He Tyr Ala Ala Phe Arg He Ser Ser Trp Gly Ala Gin Ala 

100 105 no 

Lys Ala Leu His Thr Cys Gly Ser His Leu Leu Val He Leu Ser He 

120 125 
Tyr Val Ser Gly Leu Ser Thr Ser He Thr Phe Xaa Val Ala Lys Thr 

130 135 140 

Val Ser Gin Asn Val Gin Asn Leu Leu Ser Ala He Tyr Leu Leu Leu 
145 150 155 160 

Pro Gly Ala Leu Asn Pro Val He Tyr Gly Val Arg Thr Arg Glu He 

165 170 175 

Gin Gin His Val Glu Lys Met Leu Cys Glu Lys Glu Thr Ala Gin Lys 

180 185 190 

Ala Gly Glu Lys Pro Lys 
195 



<210> 2213 
<211> 323 
<212> PRT 

<213> Homo sapien (8096945-19-338-2509) 
<220> 

<221> VARIANT 

<222> (1) . . . (323) 

<223> Xaa = Any Amino Acid 
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<400> 2213 

Glv Thr Leu Asn Leu Ser Ser Phe Asn Pro Gly Leu Phe lie Leu Leu 

1 5 10 « 

Gly He Pro Gly Leu Glu Trp Phe Cys He Trp Met Gly He Leu Ser 

20 25 30 

Phe Thr Ser Tyr Leu Val Ser Leu Ala Gly Asn Val He Leu Leu Tyr 

35 40 45 

Leu He Thr Val Glu His Asn Leu His Lys Pro Met Phe Ser Phe Leu 

50 55 60 

Ser He Pro Ala Ser Ala Asn Leu He Leu Cys He Thr Tyr Phe Pro 
65 70 75 80 

Lys Thr Phe Gly He Phe Xaa Leu Lys Ala Gin Lys He He Phe Pro 

85 90 95 

Gly Cys Phe Thr Arg Phe Phe Phe Phe Gly Leu Leu His Phe Ser Phe 

100 105 HO 

Phe Leu Asp Leu Ala He Leu Leu Gly Leu Ala Phe Asp His Tyr Met 

115 120 125 

Thr He Gly Phe Leu Leu Arg Tyr Thr Ser Gly Leu Thr Pro Arg Thr 

130 ^ 135 140 

Leu Gly Lys He Val Val Ser He Asp Xaa Arg Phe Asn Asn He Leu 
145 150 155 160 

'Pro He Asp Phe Leu Gly Lys His Leu Pro Phe Cys Arg Thr His He 

165 170 175 

Asn Ser Asn Thr Tyr Cys Glu His He Gly Val Ala Leu Leu Ser Tyr 

180 185 190 

Ala Asp He Ser He Asn He Trp Tyr Asp Phe Thr He Leu Val Met 

195 200 205 

Thr He He Ser Asp Leu He Leu Thr Asp He Ser Tyr Thr Leu Thr 

210 215 220 

Leu His Ala Val Phe His Leu Pro Ser Ser Asp Ala Leu Leu Lys Ala 
225 230 235 240 

Leu Ser Thr Cys Gly Ser His Val Ser Val He Leu Met Leu Tyr Thr 

245 250 255 

Pro Thr Met Leu Ser Ala Leu Thr His His Phe Gly Gin Ser He Ser 

260 265 270 

Cys Thr Phe Tyr He Met Phe Val Gly Leu Tyr Arg Ala He Pro Pro 

275 280 285 

Val Leu Asn Ser He He Tyr Gly Val Lys Thr Lys Gin He Gly Asn 

290 295 300 

Lvs Val He Leu Leu Phe Phe Leu Lys Gly Met Gin Xaa Tyr Glu Asp 
305 310 315 320 

Glu Asn Met 



<210> 2214 
<211> 130 
<212> PRT 

<213>*Homo sapien (8099799-17-8549-9091) 
<220> 

<221> VARIANT 

<222> (1)...(130) 

<223> Xaa = Any Amino Acid 

<400> 2214 

Phe Xaa Ser Ser Ser Gly Gin Thr Arg His Phe Lys Ala Tyr Glu Xaa 

15 10 15 

His Leu Val Thr Gin Cys Ser Met Leu Trp Val Xaa Asp Xaa Tyr Phe 

20 25 30 

Leu Cys Ala Leu Leu Gin Pro Leu His His Gly Ser Lys Ser Xaa Thr 
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35 40 45 

Gin Gly Ser Ser Phe Trp Ala Lys Gly Phe Val Leu Glu Val He Leu 
50 55 60 

Ser Phe Ser Xaa Xaa Val Ala His He Cys Ser Xaa Leu Val Leu Ser 
65 70 75 80 

Ala Phe Ser Cys Leu Xaa Asn Phe Met Ser Leu Thr Ala Phe Phe His 

85 90 95 

Phe Val Leu Ser Leu Ser Leu Xaa His Lys Leu Val Val Phe Leu Lys 

100 105 no 

Leu Tyr His Phe Xaa Lys Pro Gly Ser Pro Met Tyr Val Met Thr He 
115 120 125 

His He 
130 

<210> 2215 
<211> 188 
<212> PRT 

<213> Homo sapien (8102357-9-3785-4449) 
<220> 

l<221> VARIANT 
<222> (1)...(188) 
<223> Xaa = Any Amino Acid 

<400> 2215 

His Trp Lys He Leu Arg Arg Asn Ser Lys Met He His Glu He He 

1 5 10 15 

Xaa Thr Leu Cys Gin lie Leu Tyr Ser Glu Asp Lys Thr Cys Tyr He 

20 25 30 

Gin He Gin Ser Leu Phe Cys Thr Asp Leu Glu He Pro Asn Phe Phe 

35 40 45 

Cys Glu Leu Asn Xaa Val Val His Leu Ala Cys Ser Asp Thr Phe Leu 

50 55 60 

Lys Asp lie Val Arg Tyr Cys Thr Thr Met Leu Leu Ser Gly Gly Pro 
65 70 75 80 

He Ala Gly He Phe Tyr Ser Phe Ser Lys He He Ser Ser He Cys 

85 90 95 

Ala He Pro Ser Ala Gin Gly Lys His Lys Ala Phe Pro Thr Cys Val 

100 105 no 

Ser His Leu Ser Asn Met Ser Leu Phe Tyr Cys Arg Ser Thr Gly Leu 

"5 120 125 

Tyr Leu Ser Phe Ala Ala Thr His Asn Ser Cys Ser Asn Ala Thr Ala 

130 135 140 

Ser Val Arg His Thr Val Val Lys Pro Leu Leu Asn Val Phe He Leu 
145 150 155 160 

Lys Ser Ser Asn Lys Asp He Lys Xaa Ala Leu Lys Val Phe Phe Arg 

165 170 175 

Gly Lys Gin Trp Lys His His Phe Ser Lys Ser Ala 
180 185 

<210> 2216 
<211> 318 
<212> PRT 

<213> Homo sapien (8102369-26-1-1971) 
<400> 2216 

Met Ala Gly Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly 

15 io 15 

Phe Ser Asp Leu Lys Ala Leu Gin Gly Pro Leu Phe Trp Val Val Leu 

20 25 . 30 

Leu Val Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu He He Leu Leu 
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40 45 
Ala Leu His Ser Pro Met Tyr Phe Phe Leu Arg 

55 60 
Glu Leu Phe Tyr Thr Thr Asp lie Val Pro Arg 
70 75 80 

Gly Ser Pro His Pro Gin Ala lie Ser Phe Gin 

90 95 
Met Tyr Val Phe He Val Leu Gly He Ser Glu 

105 HO 
Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys 

120 125 
Ser Thr Leu Leu Ser Pro Arg Ala Cys Met Ala 

135 140 
Trt) Leu Thr Gly He He Thr Ala Thr Thr His 
150 155 160 

Ser Leu Pro Phe Arg Ser His Pro He He Pro 

170 175 
He Leu Pro Val Leu Arg Leu Ala Ser Ala Gly 

185 190 
He Ser Val Met Thr Ala Thr He Val Phe He 

200 205 
Leu He Val Thr Ser Tyr He Arg He Leu Gly 

215 220 
Gly Leu Thr Gin Ser Arg Arg Lys Val Phe Ser 
230 235 240 

Arg Leu Val Val Ser Leu Phe Phe Gly Thr Ala 

250 255 
Arg Pro Gin Ala Gly Ser Ser Glu Thr Thr Asp 

265 270 
Phe Asn Thr Val He Thr Pro Met Leu Asn Pro 

280 285 
Gly Asn Lys Asp Val Arg Arg Ala Leu Arg Tyr 

295 300 
Arg Pro Ser Pro Gly Arg Gly Ser Gly 
310 315 

<210> 2217 
<211> 109 
<212> PRT 

<213> Homo sapien (8102369-32-1554-1892) 
<220> 

<221> VARIANT 

<222> (!)..• (109) 

<223> Xaa = Any Amino Acid 

<400> 2217 

Tvr Met Val Val Thr Leu Val Leu Val He Leu Ser Tyr Ala Phe He 

I . 5 10 15 

He Lys Thr He Leu Lys Leu Pro Ser Ala Gin Gin Arg Thr Lys Ala 

20 25 30 

Phe Pro Thr Cys Ser Ser His Met He Val He Ser Leu Ser Tyr Gly 

35 40 45 

Ser Cys Met Phe Met Tyr He Asn Pro Ser Ala Lys Asp Arg Asp Thr 

50 55 60 

Phe Asn Lys Gly Val Ala Leu Leu He Thr Ser Val Ala Pro Leu Leu 
65 70 75 80 

Asn Pro Phe He Tyr Thr Leu Arg Asn Gin Gin Val Arg Gin Pro Phe 

85 90 95 

Lys Asp Met Val Lys Lys Leu Leu Asn Leu Xaa Arg He 
100 105 







35 






Thr 


Gin 


Val 


Ser 


Pro 




50 








Gin 


Leu 


Ser 


Val 


val 


65 










Thr 


Leu 


Ala 


Asn 


T rM « 

Leu 










85 


Gly 


Cys 


Ala 


Ala 


Gin 








100 




Cys 


Cys 


Leu 


Leu 


Thr 






115 






Gin 


Pro 


Leu Arg 


Tyr 




130 














TVi-r 


Sot* 


145 










Ala 


Ser 


Leu 


He 


Phe 










165 


His 


Phe 


Leu 


Cys 


Asp 








180 




Lys 


His 


Arg 


Ser 


Glu 






195 






Met 


He 


Pro 


Phe 


Ser 




210 








Ala 


Asn 


Leu 


Ala 


Met 


225 










Thr 


Cys 


Ser 


Ser 


His 










245 


Ser 


He 


Thr 


Asn 


Asn 








260 




Arg 


Val 


He 


Ser 


Leu 






275 






He 


He 


Asn 


Thr 


His 




290 








Leu 


Val 


Lys 


Arg Arg 


305 











1316 



BNSDOCID: <W0 01271 58A2_I_> 



WO 01/27158 



PCT/US00/27582 



<210> 2218 
<211> 131 
<212> PRT 

<213> Homo sapien (8102369-33-1-1370) 
<400> 2218 



Met 


Lys 


Asn 


Lvs 


Thr 


Val Leu Thr 


Glu 


Phe He 


Leu 


Leu Gly Leu 


Thr 


1 








5 






10 




15 




Asp Val 


Pro 


Glu 


Leu 


Gin Val Ala 


Val 


Phe Thr 


Phe 


Leu Phe Leu 


Ala 








zu 






25 






30 


tyr 


Leu 


Leu 


Ser 


He 


Leu Gly Asn 


Leu 


Thr He 


Leu 


He Leu Thr 


Leu 






35 






40 








45 


Leu 


Asp 


Ser 


His 


Leu 


Gin Thr Pro 


Met 


Tyr Phe 


Phe 


Leu Arg Asn 


Phe 




50 








55 






60 




Ser 


Phe 


Leu 


Glu 


He 


Ser Phe Thr 


Asn 


He Phe 


He 


Pro Arg Val 


Leu 


65 










70 




75 




80 


lie 


Ser 


He 


Thr 


Thr Gly Asn Lys 


Ser 


He Ser 


Phe Ala Gly Cys Phe 


Thr 








85 






90 




95 




Gin 


Tyr 


Phe 
100 


Phe 


Ala Met Phe 


Leu 
105 


Gly Ala 


Thr 


Glu Phe Tyr 
110 


Leu 


Leu 


Ala 


Ala 


Met 


Ser 


Tyr Asp Arg Tyr Val Ala 


He 


Cys Lys Leu 


Met 






115 






120 








125 




Thr 


Met 
130 


His 



















<210> 2219 
<211> 313 
<212> PRT 

<213> Homo sapien (8102369-49-1-1012) 
<220> 

<221> VARIANT 

<222> (1) . . „■ (313 ) 

<223> Xaa = Any Amino Acid 

<400> 2219 

Met Pro Asn Lys He Val Val Thr Glu Phe Phe Leu Thr Arg Pro Asp 

1 5 10 15 

Gly Leu Gin Lys Ser Phe Gin Val Ala Val Phe Leu Leu Pro Asp Ala 

20 25 30 

Cys His Thr Leu Xaa Leu Ser Leu Gly Thr Xaa He He He Thr Met 

35 40 45 

Thr Leu Leu Asp Thr Arg Met Gin Thr Ser Met Tyr Leu Phe Leu Gin 

50 55 60 

Asn Leu Ser Cys Leu Glu He Trp Phe Gin Thr Val He Val Pro Lys 
65 70 75 80 

Met Leu Leu Asn He Ala Met Gly Thr Lys Thr Val Ser Phe Ala Gly 

85 90 95 

Cys He Thr Gin Asp Phe Phe His He Phe Leu Gly Ala Thr Glu Phe 

100 105 no 

Phe Leu Leu Thr Ala Met Ala Tyr Asp Gin Tyr He Ala He Cys Lys 

115 120 125 

Pro Leu His Tyr Pro Met Leu He Ser Ser Arg Val Cys Thr Gin Leu 

130 135 140 

He Leu Thr Cys Trp Leu Leu Gly Phe Ser Phe He He Met Pro Val 
145 150 155 160 

He Leu Thr Ser Gin Leu Pro Phe Cys Asp Thr His He Lys His Phe 

165 170 175 

Phe Cys Asp Tyr Thr Pro Leu Met Glu Val Val Cys Ser Gly Pro Lys 
180 185 190 
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tt_ n 

Va J. 


Leu 


bill 




val 


Asp 


Phe 


Thr 


Leu 


Ala 


Leu 


Val 


Ala 


Leu 


Phe Gly 


i qs 

j 










200 










205 








Thr 


Leu 


vai 


Leu 




Thr 


Leu 


Ser 


Tvr 


Val 


Gin 


He 


He 


Gin 


Thr 


He 












215 










220 










Val 


Arg 


x j.e 


Pro 




Val 


Gin 


Glu 


Arcr 


Lys 


Lys 


Ala 


Phe 


Ser 


Thr 


Cys 


225 








230 










235 










240 


Sex* 




His 


Val 


He 


Met 


Val 


Thr 


Met 


Cys 


Tyr 


Asp 


Ser 


Cys 


Phe 


Phe 






245 










250 










255 








Val 


Lys 


Pro 


Ser 


Pro Gly 


Lys 


Trp Val 


Asp 


Val 


Asn 


Lys 


Gly 






260 










265 










270 




He 


Val 


Ser 


Leu 


He 


Asn 


Thr 


He 


He 


Ala 


Pro 


Leu 


Leu 


Asn 


Pro 


Phe 




275 










280 










285 






Val 


Cys 


Thr 


Leu 


Arg 


Asn 


Gin 


Gin 


Val 


Lys 


Gin 


Val 


Met 


Lys 


Asp 


Leu 


^ r> /s 










295 










300 










Arg 


Lys 


Met 


Thr 


Leu 


Ser 


Glu 


Asn 


Lys 
















305 










310 























<210> 2220 
<211> 96 
<212> PRT 

<213> Homo sapien (8117362-7-1589-1951) 
'<220> 

<221> VARIANT 

<222> (1)...(96) 

<223> Xaa = Any Amino Acid 



<400> 2220 

Pro Leu Xaa Leu Met Val Val He 

1 5 
Ala He Pro Lys Met Ser Ser Thr 
20 

Met Xaa Ala Ser His Leu Thr Ala 

35 40 
Ser Tyr Met Tyr Leu His His Gly 

50 55 
Lys Val Ser Ser Val Phe Tyr Gly 
65 70 
Val Gin Asp Ala Arg Glu Ala Leu 
85 



Phe 


Ser Gin 


Val 


Tyr 


Thr 


Leu 


Ala 




10 








15 




Ala 


Gly Arg 


Thr 


Gin Gly 


Phe 


Phe 


25 








30 






Val 


Val He 


Phe 


Tyr 


Gly 


Thr 


Pro 








45 








Asn 


Asn Gly 


Ser 


Pro 


Lys 


Gin 


Gly 






60 










He 


Val He 


Asp 


Leu 


Ser 


Leu Arg 




75 










80 


Lys 


Glu Lys 


Gly 


Lys 


Lys 


Gin 


Phe 




90 








95 





<210> 2221 
<211> 195 
<212> PRT 

<213> Homo sapien (8117365-9-1-1453) 



<220> 

<221> VARIANT 

<222> (1) . . . (195) 

<223> Xaa = Any Amino Acid 



<400> 2221 

Arg Met Phe Xaa Thr Xaa Phe Phe 

1 5 
Leu Ser His Leu Phe Pro Cys Leu 
20 

Xaa His Asp Lys Arg Tyr Met He 

35 40 
Leu Lys Cys Val He Phe Trp Cys 

50 55 
Tyr Glu Glu Gly Glu Arg Leu Ser 



Ser Ser Leu Thr Leu Arg Leu Gin 

10 15 
Gly Tyr Val Phe Ser Leu Leu Gly 
25 30 
Gin Leu Asn Pro Ser Leu Ala Val 
45 

Val Cys Val Leu Val Cys Met Ser 
60 

Thr Ser Phe Leu Ala Pro Cys Val 
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! 5 70 75 80 

Ser Xaa Leu Trp Val Phe He Thr Cys Arg Val Gly Glu Val Phe Gly 

85 90 95 

Phe Xaa Gly Phe Xaa Ala Ser Gin Xaa Ser His Lys He Asn Tyr Cys 

100 105 no 

Val Asn He Val Leu Leu Gly Gly Cys He Leu Gin His Thr Xaa Asp 

H5 120 125 

Thr Ser Gin Leu Lys Glu Met Ser Ser Glu Met Leu Ala Arg Arg Lys 

130 135 140 

Arg Arg He Thr Leu Arg Ser Leu Met Gly His Pro Ser He Phe Leu 
145 150 155 leo 

Leu Arg Arg Ser Lys Ala Gly Ser He Ser Xaa Thr Asp Lys Ser Arg 

165 170 175 

Leu Ser His Arg His Ser Arg Val Arg Leu Tyr He He Thr Gly Thr 
180 185 190 

Asn Met Val 
195 

<210> 2222 
<211> 318 
<212> PRT 

<213> Homo sapien (8117535-2-10765-15227) 
<220> 

<221> VARIANT 

<222> (1) . . . (318) 

<223> Xaa « Any Amino Acid 

<400> 2222 

Cys Val Asp Ser Ser Leu Lys Xaa Glu He Thr Gin Xaa Cys Leu Ser 

1 5 10 15 

Leu Leu Leu Xaa Met Ala Glu Gly Trp Arg Leu Tyr Phe He He Leu 

20 25 30 

He He Ser Tyr Lys Phe Cys Thr Leu Leu Gly Asn Val He Phe Arg 

35 40 45 

Thr Leu Val Cys Ser Leu Gly Phe His Thr Ser Cys Met Tyr Phe Phe 

50 55 60 

Pro Xaa Lys He Ser Leu Xaa Leu Ala Xaa Val Cys His Ser He He 
6 ? 70 75 ~ 80 

Ala Leu Pro Ser Thr Gin Lys Xaa Ala He Asn Val Gin Gly Ala Ala 

85 90 95 

Val His Val Phe Ser Phe Pro Cys Leu Tyr Cys Pro Glu He Phe Leu 

100 105 HO 

His Ser Leu Thr Gin Cys His Pro Phe He Ala He Gly Tyr Pro Leu 

H5 120 125 

Gin Gly Met His Thr He Thr His Lys Leu Tyr He Leu Leu Thr Thr 

13° 135 140 

Gly Pro Trp Arg Gly Cys Xaa Leu His Val Asn Leu Leu Thr Ala Leu 
145 • 150 155 i 6 o 

Leu Gly Ser Tyr Pro Asn Pro Val Pro Thr Lys Leu Trp Leu Ser Phe 

165 170 175 

Pro Ser He Pro Glu Val Lys Leu Xaa Pro Met Gin Ala Tyr Thr Lys 

180 185 190 

Pro Tyr Ala Gly Leu Ser Leu Cys Leu Ser Leu Ser Leu Ser Leu Ser 

195 200 205 

Phe Ser Leu Phe Ser He He Ser He Ser Tyr He Cys Asn Glu He 

210 215 220 

Asp He Pro Lys He He Ser Ala Asp Ser Val His Gly Ala Phe Ser 
225 "0 235 240 

Thr Cys Leu Ala His Leu Phe Ala Phe Ser Thr Cys He Ala Gin Pro 
245 250 255 
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Ala Val Cys Asn Ser Leu Trp Pro Trp Thr Glu Ala Gin Thr Glu Ser 

260 265 270 

Ser Arg Asp Ser Val He Gin Arg Pro Asn Leu Cys Val Thr He Ser 

275 280 285 

Leu Asn Ser Leu He Ser Ser Leu Arg Asn Glu Ser Val Lys Gin Ala 

290 295 300 

Ser His Lys He Phe Lys Glu Gin Thr Leu Phe Met Lys He 
305 ^ 310 315 

<210> 2223 

<211> 304 

<212> PRT 

<213> Homo sapien (8117535-5-1968-4011) 

<220> 

<221> VARIANT 

<222> (1)...(304) 

<223> Xaa = Any Amino Acid 

<400> 2223 

Met Arg Asn His Thr Leu Leu Asn Glu Phe He Leu Arg Gly He Pro 
,15 10 15 

Gin Thr Glu Gly Leu Glu Ala Val Leu Cys Ala Val Phe Ser Phe He 

20 25 30 

Tyr Leu Phe Thr Leu Leu Gly Asn Leu Leu He Leu He Ala He Phe 

35 40 45 

Leu His Thr Pro Met Tyr Phe Phe Leu Gly Arg Leu Ser Thr Phe Asp 

50 55 60. 

He Leu Phe Pro Ser Val Thr Cys Pro Lys Met Leu Leu Tyr Leu Ser 
65 70 75 80 

Gly Gin Ser Pro Val He Ser Phe Lys Gly Cys Ala Ser Gin Leu Phe 

85 90 95 

Phe Tyr Gin Leu Leu Gly Ser Ala Glu Gly Cys Leu Tyr Ser Val Met 

100 105 HO 

Ser Tyr Asp Arg Phe Val Ala He His His Thr Leu Arg Tyr Met Leu 

115 120 125 

He Met Lys Pro Gly Val Cys Val Gly Leu Val Val Val Pro Trp Leu 

130 135 140 

Val Gly Cys Leu His Ala Thr He Leu Thr Ser Phe Thr Phe Gin Leu 
145 " 150 155 160 

Ser Tyr Cys Gly Pro Asn Gin Val Asp Tyr Phe Phe Cys Asp He Pro 

165 170 175 

Ala Val Leu Pro Leu Ala Cys Thr Asp Ser Ala Leu Ala Gin Arg Val 

180 185 190 

Gly Ser He Asn Val Gly Phe Leu Ala Leu Thr Leu Leu He Ser Val 

195 200 205 

Cys Val Cys Tyr Thr Ser He Gly He Ala He Leu Arg He Arg Ser 

210 215 220 

Ser Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Ser Ala His Leu Val 
225 " 230 235 240 

Ala He Leu Cys Ala Tyr Gly Pro Val He He He Tyr Leu Lys Ser 

245 250 255 

Thr Pro Asn Pro Leu Leu Gly Gly Gin Val Gin He Leu Asn Asn Val 

260 265 270 

Val Ser Pro Met Leu Asn Ser Leu He Tyr Ser Leu Arg Asn Lys Glu 

275 280 285 

Val Lys Arg Ser Leu Lys Arg Val Phe Xaa Asn Val Leu Leu Thr Val 
290 295 300 

<210> 2224 
<211> 268 
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<212> PRT 

<213> Homo sapien (8117653-5-5695-6912) 
<400> 2224 

Met Met Ala Leu He Phe Thr Asp Ser His Leu Gin Ser Pro Met Tyr 

5 10 15 

Phe Phe Leu Asn Val Leu Ser Phe Leu Asp He Cys Tyr Ser Ser Val 

20 25 30 

Val Thr Pro Lys Leu Leu Val Asn Phe Leu Val Ser Asp Lys Ser He 

35 40 45 

Ser Phe Glu Gly Cys Val Val Gin Leu Ala Phe Phe Val Val His Val 

50 55 60 

Thr Ala Glu Ser Phe Leu Leu Ala Ser Met Ala Tyr Asp Arg Phe Leu 

70 75 8Q 

Ala He Cys Gin Pro Leu His Tyr Gly Ser He Met Thr Arg Gly Thr 

85 90 95 

Cys Leu Gin Leu Val Ala Val Ser Tyr Ala Phe Gly Gly Ala Asn Ser 

100 105 no 

Ala He Gin Thr Gly Asn Val Phe Ala Leu Pro Phe Cys Gly Pro Asn 

115 120 i 2 5 

,Gln Leu Thr His Tyr Tyr Cys Asp He Pro Pro Leu Leu His Leu Ala 

130 135 140 

Cys Ala Asn Thr Ala Thr Ala Arg Val Val Leu Tyr Val Phe Ser Ala 

150 155 160 

Leu Val Thr Leu Leu Pro Ala Ala Val He Leu Thr Ser Tyr Cys Leu 

165 170 175 

Val Leu Val Ala He Gly Arg Met Arg Ser Val Ala Gly Arg Glu Lys 

180 185 190 

Asp Leu Ser Thr Cys Ala Ser His Phe Leu Ala He Ala He Phe Tyr 

i95 200 205 

Gly Thr Val Val Phe Thr Tyr Val Gin Pro His Gly Ser Thr Asn Asn 

21° 215 220 

Thr Asn Gly Gin Val Val Ser Val Phe Tyr Thr He He He Pro Met 
225 230 235 

Leu Asn Pro Phe He Tyr Ser Leu Arg Asn Lys Glu Val Lys Gly 2a 

245 250 255 

Leu Gin Arg Lys Leu Gin Val Asn He Phe Pro Gly 
260 265 

<210> 2225 
<211> 184 
<212> PRT 

<213> Homo sapien (8117705-18-1061-1646) 
<220> 

<221> VARIANT 

<222> (1)...(184) 

<223> Xaa = Any Amino Acid 

<400> 2225 

Leu Val Lys Val Lys Lys Asn Xaa Asn He Phe Leu Ser Thr Ala Tyr 

- 5 10 15 

His Phe Phe Pro Thr Leu Ser Val Asn Asn Asn Lys Phe Leu Xaa He 

20 25 30 

He Asn Asn Asn Phe Xaa Val Xaa Phe Asn Leu His Ser Glu Thr Ser 

35 40 45 

His Ser Xaa Val Tyr Ser Leu Val Leu Ser Ser Lys Val Cys He Leu 

50 55 60 

Leu Ala Ala Gly Val Val Gly Gly He Leu Ser Arg Arg He Val Cys 
65 70 75 go 

Gly Pro Thr Val Ser Leu Ser Ser Ser Arg Ser Asn Ala He Asn His 
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85 



Phe 


Phe 


Cys 


Asn 


Lys 


Ser 


Leu Gly 








100 










Tyr 


He 


Ser 


Thr 


Ala 


Val 


Pro 


Ala 




115 










120 


Ser 


Leu 


Pro 


Tyr 


Leu 


Val 


He 


Met 




130 










135 


Val 


Ala 


He. 


Lys 


Arg 


Met 


Ser 


Ser 


145 










150 






Val 


Ser 


His 


Leu 


Lys 
165 


Thr 


Ser 


Thr 


Val 


Tyr 


Leu 


Gin 
180 


Pro 


Asp 


Phe 


Phe 



90 95 
Leu Gly Leu Ser Cys Tyr Asn He 
105 HO 
Phe Val Gly Val Xaa Val Leu His 
125 

Phe Ser Trp Thr Tyr He Leu Val 
140 

Gly Arg Lys Glu Leu Ser He Cys 
155 160 
He Phe His Thr Ala Leu Phe Tyr 
170 175 



<210> 2226 
<211> 148 
<212> PRT 

<213> Homo sapien (8117705-9-1-790) 



<220> 

<221> VARIANT 

<222> (1)...(148) 

<223> Xaa = Any Amino Acid 



<400> 2226 






















Tyr 


Asn 
15 


Thr 


Thr 
1 


Tyr 


Asp 


Val 


Pro 
5 


Arg 


Ser 


Gly 


Leu 


Cys 
10 


He 


Val 


Ser 


Cys 


Lys 


Ser 


Thr 
20 


Met 


Met 


Ser 


He 


Lys 
25 


He 


Gin 


Leu 


Lys 


Tyr 
30 


Met 


Xaa 


Xaa 


Lys 


Xaa 


Leu 


Leu 


He 


Tyr 


Ala 


Gly Val Tyr 


Leu 


Asn 


Val 


Thr 


Met 




35 










40 










45 




Glu 




Leu 


He 


Val 


Thr 


Phe 


Lys 


Tyr 


Thr 


His 


He 


Phe 


His 


His 


Pro 


Leu 


50 










55 










60 






Thr 


Ala 
80 


Ala 
65 


Leu 


Cys 


Tyr 


Val 


Ser 
70 


Phe 


Ser 


Ala 


Val 


Val 
75 


Phe 


His 


Leu 


Val 


Thr 


He 


Phe 


Phe 


Gly 


Ala 


Leu 


Ser 


Tyr 


Met 


Asp 


Leu 


Gin 


Pro 


Glu 








85 










90 










95 




Ser 


Thr 


Val 


Phe 


Gin 


Glu 


Gin 


Glu 


Asn 


Pro 


Ala 


Ser 


He 


Phe 


Cys 


Gly 




100 










105 










110 






He 


Met 


Thr 


Leu 


Val 


Leu 


Asn 


Phe 


Leu 


He 


Tyr 


Cys 


Leu 


Xaa 


Asn 


Xaa 




115 










120 










125 






Met 


Glu 


Val 


Lys 


Glu 


Ala 


Leu 


Gin 


Leu 


Thr 


Arg 


Lys 


Lys 


Tyr 


Xaa 


Tyr 


130 








135 










140 










Xaa 


Thr Glu Gly 



























145 



<210> 2227 
<211> 115 
<212>*PRT 

<213> Homo sapien (8118143-13-1464-2322) 



<400> 2227 

Met Phe Val Val Ala Gly Phe Asn 

1 5 
Leu He Ser Tyr Leu Tyr He Phe 
20 

Thr Glu Gly Arg His Lys Ala Phe 

35 40 
Ala Val Thr He Phe Tyr Ser Ala 

50 55 
Pro Ser Glu Glu Ser Met Glu Gin 



Phe Thr Tyr Pro Leu Leu He He 

10 15 
Pro Ala Thr Leu Arg He Cys Ser 
25 30 
Ser Thr Cys Gly Ser His Leu Thr 
45 

Leu Phe Phe Met Tyr Leu Arg Arg 
60 

Gly Lys Met Val Ala Val Phe Tyr 
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65 70 75 80 

Thr Thr Val He Pro Met Leu Asn Pro Met He Tyr Ser Leu Arg Asn 

85 90 95 

Lys Asp Val Lys Glu Ala Leu Cys Lys Glu Leu Phe Lys Arg Lys Leu 
100 105 no 

Phe Ser Lys 
115 

<210> 2228 
<211> 157 
<212> PRT 

<213> Homo sapien (8118143-4-5591-10363) 
<220> 

<221> VARIANT 

<222> (1) . . . (157) 

<223> Xaa = Any Amino Acid 

<400> 2228 

lie Cys His Asn Arg Lys Val He Pro Ala Ser Met Xaa Asn Met Cys 

5 10 15 

Xaa Phe Leu Leu Lys Val Ala Xaa Asp Asn Phe Leu His Val Leu Phe 

20 25 30 

He Leu Ala Lys Thr Ala Pro Pro Leu Leu Phe Leu Xaa Glu He Pro 

35 40 45 

Ser Tyr Phe Ser Ser Pro Ser Xaa He He Val Leu Xaa Cys Leu Pro 
b0 55 60 



Xaa Phe Leu Lys Gin Leu Val He Leu Phe Val Phe Leu Leu Leu Asn 

70 75 80 

Xaa Ser Tyr Leu Thr Leu He Phe Met Leu Leu Thr Met Lys He Thr 

85 90 95 

Ser Ser Phe Lys Ala Ser Thr Val He Ser Cys Leu Gin Phe Pro Ser 

100 105 110 

Lys Ala Thr Cys Met His Gly Val Phe Ser Ala Val Cys Ala Gin Met 

H5 120 12 5 

Xaa Pro Tyr Tyr Asn Gly Xaa He He Xaa His Pro Glu Ser He Thr 

^ t 135 140 

Glu Ser Lys Xaa Leu Thr Cys Val Asn Pro Xaa Phe Asn 
145 150 155 

<210> 2229 
<211> 320 
<212> PRT 

<213> Homo sapien (8118143-4-617-5265) 
<220> 

<221> VARIANT 

<222> (1) . . . (320) 

<223> Xaa = Any Amino Acid 

<400> 2229 

Met Leu Val Pro Lys Lys Met Val Arg Gly Asn Ser Thr Leu Val Thr 

5 1° 15 

Glu Phe He Leu Leu Gly Leu Lys Asp Leu Pro Glu Leu Gin Pro He 

20 2 5 30 

Leu Phe Val Leu Phe Leu Leu He Tyr Leu He Thr Val Gly Gly Asn 

35 40 45 

Leu Gly Met Leu Val Leu He Arg He Asp Ser Arg Leu His Thr Pro 

55 6 0 
Met Tyr Phe Phe Leu Ala Ser Leu Ser Cys Leu Asp Leu Tyr Tyr Ser 
65 70 75 80 
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Thr Asn Val Thr Pro 
85 

Ala He Ser Tyr Ala 
100 

Val Val He Thr Glu 
115 

Tyr Val Ala He Cys 
130 

Gly Leu Cys He Arg 
145 

Ser Gly Leu Met Glu 
165 

Ser Asn He He Asn 

«i o r\ 

Leu Ser Cys Ser Asp 
195 

Ala Xaa Phe Asn Leu 
210 

He Phe He Leu He 
225 

Arg Lys Ala Phe Ser 
245 

Phe Tyr Gly Thr Leu 
260 

Ser Val Glu Gin Ser 
275 

Pro Met Leu Asn Pro 
290 

Gin Ala Phe Trp Lys 
305 



Lys Met Leu Val Asn Phe 
90 

Ala Cys Leu Val Gin Cys 
105 

Tyr Tyr Met Leu Ala Val 
120 

Asn Pro Leu Leu Tyr Ser 
135 

Leu He Ala Gly Pro Tyr 
150 155 
Thr Met Trp Thr Tyr His 
170 

His Phe Tyr Cys Ala Asp 

185 

Thr Phe He Lys Glu Thr 
200 

Ser Ser Ser Leu He He 
215 

Ala He Leu Arg Met Arg 
230 235 
Thr Cys Gly Ser His Leu 
250 

Phe Cys Met Tyr Val Arg 
265 

Lys Val He Ala Val Phe 
280 

He He Tyr Ser Leu Arg 
295 

Leu He Arg Arg Asn Val 
310 315 



Phe Ser Asp Lys Lys 
95 

Tyr Phe Phe He Ala 
110 

Met Ala Tyr Asp Arg 
125 

Ser Lys Met Ser Lys 
140 

Val Tyr Gly Phe Leu 
160 

Leu Thr Phe Cys Gly 
175 

Pro Pro Leu He Arg 
190 

Ser Met Phe Val Val 
205 

He Leu He Ser Tyr 
220 

Ser Ala Glu Ser Arg 
240 

Val Ala Val Thr Val 
255 

Pro Pro Thr Asp Arg 
270 

Tyr Thr Phe Val Ser 
285 

Asn Lys Asp Val Lys 
300 

Leu Leu Lys Xaa Asn 
320 



<210> 2230 
<211> 312 
<212> PRT 

<213> Homo sapien (8118750-5-4885-6910) 
<220> 

<221> VARIANT 

<222> (!).•. (312) 

<223> Xaa = Any Amino Acid 



Mtt°iaa 2 isn Ser Arg Glu Ala Ser Gin Phe He Phe Leu Gly Leu Ser 

Asn Val Pro Glu Leu Gin Val Pro Phe Phe He Met Phe Val Leu He 

Tyr Leu He Asn Val Val Gly Asn Leu Gly Met He He Leu He Leu 

35 40 45 

Trp Tyr Ser Gin Leu His Asn Pro Met Tyr Phe Phe Phe Ser Asn Leu 

50 55 ^ 

Ser Leu Val Asp Phe Phe Tyr Ser Ser Val Val Thr Pro Lys Val Met 

65 70 75 : 

Thr Gly Leu Leu Arg Glu Asp Lys He He Ser Tyr Thr Val Trp Ala 

85 90 
Thr Gin Thr Phe Phe Ser Asp Ser Phe Ala Ser Val Val Asn Leu Leu 

100 105 HO 

Leu Ala Leu Met Ala Ser Gly His Tyr Ala Ala Val Cys Lys Pro Leu 

115 120 125 

His Tyr Thr Thr Thr Met Met Thr Ser Val Cys Thr Cys Leu Ala He 

130 I 35 140 

Gly Xaa Tyr Val Gly Gly Phe Leu Asn Ala Ser He His Thr Gly Glu 
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